WO 02/057414 

5318 db mining Hs.75969 AI568695 

5319 Table 3A NA AI568725 

5320 Table 3A Hs.159014 AI568751 

5321 db mining Hs.174242 AI56B753 

5322 Table 3A NA AI568755 

5323 db mining Hs.327878 AI568771 

5324 db mining Hs.179070 AI568773 

5325 Table 3A NA AI569898 

5326 Table 3A Hs.92448 AI570295 

5327 Table 3A Hs.5637 AI570531 

5328 Table 3A Hs.14623 AI571519 

5329 db mining Hs.8882 AI572757 

5330 Table 3A Hs,230430 AI579979 

5331 Table 3A NA AI581199 

5332 Table 3A Hs.327922 AJ581383 

i 

5333 Table 3A Hs.229918 AI581732 

5334 Table 3A Hs.292553 A1582954 

5335 Table 3A Hs.340925 AI590337 

5336 Table 3A Hs.101617 AI597917 

5337 db mining Hs.13646 AI611245 

5338 Table3A NA AI619574 



5339 db mining 

5340 Table 3A 

5341 Table 3A 

5342 Table 3A 

5343 Table 3A 



Hs.340564 A1625119 

Hs.1 88365 AI625368 

Hs.278554 AI627495 

Hs.171262 AI628893 

NA AI628930 



5344 db mining Hs.264154 AI630176 



Table 8 

4532069 profine-rich protein with nuclear 

targeting signal (B4-2), mRNA 

/cds=(1 13,1096) 
4532099 OYISaOUd NCI_CGAP_CLL1 cONA 

clone IMAGE2118312 3', mRNA 

sequence 

4532125 th15d09jc1 cDNA t 3'end . 

/done=IMAGE:21 1 8353 /done_end=3' 

4532127 th15e04.x1 cDNA,3*end 

/clone=IMAGE:21 18366 /clone_end=3' 

4532129 th15f03.x1 NCI_CGAP_CLL1 cONA 
clone IMAGE:21 18365 3\ mRNA 
sequence 

4532145 th15h04.x1cDNA,3 , end 

/done=IMAGE:21 18391 /donej2nd=3* 

4532147 th15h09o1cDNA,3'end 

/donet:lMAGE:21 18401 /done_end=3' 

4533272 tr57c12jf! NCLCGAP_Pan1 cONA 
done IMAGE:2222422 3' simitar to 
gb:D16234 PROBABLE PROTEIN 
DISULHO 

4533669 EST390664 cDNA 

4533905 602998983F1 cDNA, 5* end 

/ctone=IMAGE5141013 /donejen6=5' 

4534893 interferon, gamma-inducible protein 30 
(1FI30), mRNA /cds=<40, 951) 

4536131 tu43c07jrtcDNA,3 , end 

/done=IMAGE2253804 /done_end=3* 

4564355 tq45a01.x1 cDNA, 3' end 

/clone=IMAGE:221 1720 /c1one_end=3' 

4565575 U94h10.x1 NCI_CGAP_Co14 cDNA 
done IMAGE:21 54787 3' similar to 
SWATP6 HUMAN POO 846 ATP 
SYNTHASE A 

4565759 to71c02j(1 cDNA, 3' end 

/done=IMAGE:2183714 /ctone_end=3* 

4567629 ar74f03jc1 cDNA, 3* end 

/clone=IMAGE:2128349 /clone_end=3' 

4568851 tr98e07j(1 cDNA, 3* end 

/done=)MAGE-2227140 /donej5nd=3' 

4599385 wh96a06.x1 cONA, 3' end 

/done=IMAGE:2388562 /done_end=3' 

4606976 601513709F1 cDNA. 5' end 

/done=lMAGE:39l4786 /done.end^ 

4620412 601 287348F1 cDNA, 5 1 end 

/done=IMAGE:3621754 /done_end=5' 

4628700 ty50c09j(1 NCI_CGAP_Ut2cDNA 

clone IMAG&2282512 3* similar to 

gb:M23613 NUCLEOLAR 

PHOSPHOPROTEIN B 
4650050 ts47b1Zx1 cDNA, 3* end 

/clone=IMAGE: 2231711 /done_end=3' 

4650299 ts37c10jc1cDNA,3 , end 

/done=lMAGE:2230770 /done_end=3' 

4664295 chromobox homolog 3 (Drosophfla HP1 
gamma) (CBX3), mRNA /cds=(1 1 1 .662) 

4665693 ty95h02j(1 cDNA, 3' end 

/done=IMAGE: 2285867 /clone_end=3* 

4665730 ty40d03j(1 NCI_CGAP__Ut2cDNA 
done IMAGE2281541 3' similar to 
SWATP6 HUMAN P00846ATP 
SYNTHASE A 

4681508 ad05a03.ri cDNA/done=ad06a03- 
(random) 

500 



PCT/USO 1/47856 



-1 AAAACCATTCCAGCTTAATGCCTTTAA 
TTTTAATGCCAACAAAATTG GGG 

-1 TGCAACCTTCTTAAAATGTGG GCTAC 
TGGAGATCATGCCACTGCACTCCA 

-1 AGCTCAGATGGGTCCCCAAAAGAGG 
CATAGGAAAGCGCGACCTCACTGCC 

-1 CAAATAAAAAGGCTGGGGCCAAAGG 
TGGGCACCAAAAGTCCTCCTATGTG 

-1 TGCAGCTCCCATTTC CTGAGCGTCTA 
CCAGGTACTAGGAGAACTCTTACA 

-1 ATTATCCTTTTCCCCAGGAAGCCCTC 
GGCCCCCAAAAAGGGAAACAGTTT 

-1 CATGAGCCCAGGGGTTTCATGACAAA 
CATTACTAGCATGTTCAACTGCCC 

-1 GCCCGGTTT ATGGAAAAACCAGGAC 
CAGTTTATGTTTGGGGTTTTGGGAA 



-1 GC7TGGTACTGTCATAGTGATTACAA 
ATTTCATGGAATGCGAAGAGCAAC 

-1 TTTTCTCCCCTCTCTTCCCCTTCCAC 
GAACTGCAATACCAGTAAC CTTGG 

-1 AAGCCCAGATACACAAAATTCCACCC 
CATGATCAAGAATCCTGCTCCACT 

-1 CATGTGTTGACTCTGTAATGGATTTAT 
GTAGCCCACTTCAGTCTGCAAAT 

-1 AGGGGTGTCCCTTTTCCCCTTCATGT 
AAAATTCTAACTGGGGCTACCAGT 

-1 TCTACTGACTATCCTAGAAATCGCTG 
TCGCCTTAATCCAAGCCTACGTTT 



-1 TGAAGAAACTGCCCTTTCTGTGATGT 
TTTTGAATACTACCCAACAGCCAA 

-1 CTTCCTAG CCCTAAG7TTGGCCTTTG 
GGTGGCTCCAAAAAGGATTAGGTT 

-1 TCCCCCTCGTTTTGTAGGGTTTGTAC 
ATAATAAAACAATGGGGTGGGGCC 

-1 TGTTAAGTGTGAGGTTTTCTGAACCC 
TTAG C AGAAG G ACTTTTAATGTTT 

-1 AGTTCCACTGCTGTTCCTCTTACCTT 
GATTAAATGCCTATGCATGTACTT 

-1 AGTTCTGTTGTGTAATCTGGTGCTGG 
TTCCCTGGGCATATGTATTCTGTG 

-1 CCCCCTTGCTTGGTTTTAAGTAGGTA 
TGGAATGTTATTATAGGCCATAGT 



-1 TCAGTGTAAACATAATTAGGCCGTGA 
GTTTTTGCTCTTACTCCCAGGTTT 

-1 TGTAAACTTGTTTTAACAACTCTTTTC 
AACATTTTGGCCGGGGTATTCCC 

-1 TGCTGAAAGTGGTCCCAAAGGGGTA 
CTAGTTTTTAAGCTCCCAACTCCCC 

-1 TTCCCAGTTG C CAC AGACCGTTTATA 
TGAAGAAATG CTAAAGAAGTTCCC 

-1 TCTACTGACTATCCTAGAAATCGCTG 
TCGCCTTAATCCAAGCCTACGTTT 



-1 AGTTCTAAAGCCGGGAATTCCTAAGG 
ATATACTAAATGAGATTATGTGTGG 



WO 02/057414 



5345 Table 3A Hs,340604 AI631850 



5346 Table 3A Hs.256729 AI634652 



5347 Table 3A Hs.319825 AI634972 



5348 Table 3A Hs.176920 AI638800 



5349 Table 3A Hs.197028 AI650871 



5350 Table 3A Hs.4283 AI651212 



5351 db mining 

5352 Table 3A 

5353 db mining 

5354 Table 3A 

5355 Table 3A 

5356 Table 3A 



5362 db mining 

5383 Table 3A 

5364 Table 3A 

5365 literature 

5366 Table 3A 

5367 Table 3A 

5368 Table 3A 

5369 Table 3A 

5370 Table 3A 

5371 Table 3A 

5372 Table 3A 



Hs.203064 AI651922 

Hs.195378 AI653766 

Hs.111941 AI660405 

Hs.200442 AI669591 

Hs.101150 AJ672433 

Hs.341178 AIB78004 



5357 Table 3A Hs.324507 AI678099 

5358 Table 3A Hs.178784 AI681868 

5359 Table 3A Hs.90744 AI684022 

5360 db mining Hs.328323 A1684369 

5361 Table 3A Hs.58774 AI684437 



Hs.182817 AI664847 



NA 



AI688560 



Hs.201789 AI693179 

Hs.202407 AI697497 

Hs.177708 AI697756 

Hs.206654 AT700738 

Hs.80887 AI701165 

Hs. 102793 AI707589 

Hs.309433 AI707809 

Hs.1 07369 AI707896 

Hs.176430 AI708327 



Table 8 

4683180 wa36h07.x1 cDNA»3'end 

/done=lMAGE:230022l /done_end=3* 

4685982 wx27c05jc1 cDNA, 3' end 

/done=IMAGE:2544872 /clone_end=3* 

4686302 602021477F1 cDNA, 5* end 

/done=IMAGE:4156915 /done_end=5 t 

4691034 1132601^100^3* end 

/done=lMAGE:2242488 /done_end=3' 

4734850 602643870FlcONA,5'end 

/done=IMAGE:4774817 /donejend^ 

4735191 602621616F1 cDMA,5'end 

/done=lMAGE:475531 5 /done_end=5' 

4735901 hy16b12.x1 cDNA, 3* end 

/done=IMAGE:31 97471 /done_end=3* 

4737745 ty01b06j(1 CDM A, 3' e nd 

/done=lMAGE:2277779 /done_end=3' 

4763975 qd92a04.x1 cDNA, 3' end 

/done=lMAGE:17369lO /done_end=3* 

4834365 tw34b09.x1 cDNA, 3* end 

/done=IMAGE:2261561 /done_end=3' 

4852164 Homo sapiens, done !MAGE:40541 56, 
mRNA, partial cds /cds=(0,526) 

48881 86 xa30a04.x1 cDNA, 3' end 

/done=IMAGE:2568270 /done_end=3' 

4888281 hypothetical protein FU209B6 

(FU20986), mRNA /cds=(1 82,2056) 

4892050 602587746F1 cDNA, 5' end 

/done=IMAGE:4716442 /done_end=5' 

4895316 proteasome (prosome, macropain) 26S 
subunit, noivATPase, 11 (PSMD11). 
mRNA/cds=(0,1268) 

4895663 tc96e09jc1 cDNA, 3' end 

/done=IMAGE2074024 /done_end=3' 

4895731 Homo sapiens, Similar to zinc finger 
protein 175, done MGC:12651 
MAGE:4301632, mRNA, complete cds 
/cds=(367,522) 

4896141 602290551 F1 cDNA, 5' end 

/done=IMAGE:4385293 /donej2nd=5* 

4899854 wd39f08JClSoares_NFL TJ3BC_S1 
cDNA done IMAGE:2330535 3\ mRNA 
sequence 

4970519 MR1-C101 81-0611 00-001 -a01 cONA 

4985397 we14b06a1 cDNA, 3' end 

/clone=IMAGE:2341043 /done_end=3' 

4985656 602369210F1 cDNA, 5' end 

/done=IMAGE:4477370 /done_end=5' 

498B638 EST368531 cDNA 

4989065 v-yes-1 Yamaguchi sarcoma viral 
related oncogene homotog (LYN), 
mRNA /cds=(297,1 835) 

4997365 RST17769cDNA 

4997585 as28g09jc1 cDNA, 3" end 

/done=IMAGE:2318560/done_end=3' ' 

4997672 as34a10.x1 cDNA, 3' end 

/done=lMAGE:2319066 /done_end=3' 

4998103 at04c02j(1 cDNA, 3' end 

/done=IMAGE:2354114 /done_end=3' 
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-1 GCCTGGGGGAGGAGAAGTCCCTTCC 
CATTCCAGCTCGATCAATCTTGCTG 

-1 GGAGTAGAGAGAGTCTTGCTACATGC 
GGGAACTAGAATTACATCACTGCG 

-1 AAGAAGTTTCATTGATATCCACTGGT 
CACATCATACCTGTCTATAG GGCA 

"-1 TGCTTCAAGCACAGGATTTATGGAAT 
AGTTGGCAAATTAAACAACATGCT 

-1 CGGCAGCCTTATGGAATGAGTTTCTT 
. GTCATGAATGTTGTCCCCAAAGCT 

-1 ACAGTTACTTTGGAGCTG CTAGACTG 
GTTTTCTGTGTTGGTAAATTGCCT 

-1 TGTGAAGAATCCCTACCATTAATACC 
CTGG GTGGGATAAATAAAAATGGG 

-1 CCCAAAATTTGTTTAAAGTTCCGACTT 
CCAAAAGGGGCCAATAAAAAGGG 

-1 CACCGCCTCTGCCTCCGCCTCTTCCA 
CTGGAGAG CC C GAGGTCAAAAG GTC 

-1 CCCTCACCTAGCAGTACTACCACAAT 
AATGCTATCATGGTGCCAGGGAAT 

-1 TCTCCTTCCCCATTGGGCCGCCT7TA 
TCAATTGCCTGTTTTGTTTTGTTT 

-1 TmTATCTTTCTTGGTGGGGGTGTG 
GTGGTGGTGAAGAGGACCTAAAAA 

-1 CGCCAGAGGTCAGAACATGTCTATTT 
TGAATTG GATC GTTAC AAATGAG C 

-1 GCAGGCACTGACATTTTTGAGCAAAG 
ACGTGATGTTATGAGATAAATATC 

-1 TTCTGACACGATTACACAACGAGGCT 
TTAATGCCATTTGGGTAGGTGAGC 

-1 TTTTAAAGGGGAGGGGCCGGGGTTT 
GGTCCCCGGTCCCAAAGGTAAAAGTT 

-1 GAGTGAGAAGAGGCTTTTAAGGACCA 
TGTGAAGAGGCTTTTAAACACTTT 



-1 GGGTTGGGATAAACTGCTTAGATGTT 
TGCCTACTTGTCCAGTGAAATTAC 

-1 ACTG AAAAGTTGAAAGACTTTTG C AG 
TGAACATTTATATAACTCCCCGCT 

-1 ATTCATAGGTAGTGCCCAGAGAGAGT 
ACAAG CTCTGACTCATATGGCAGT 

-1 AC ATGTTACCTG GAGTAGCTGTGTCA 
ACAGATTAATATGGAATGCTACTA 

-1 TGGTTCCTGTGCTC AC CATAGGG CTG 
GTGTAC ATTG GG C CATTAATAAAC 

-1 ACAGATCCCTATTGCCAGACACATCA 
TTCTCTCCATCCAGAAAGCAAACA 

-1 TCTGGGAAAGACATTTTTAAGCTGCT 
GACTTCACCTGCAAAATCTAACAG 

-1 AGTCACGATAAACCTGGTCACCTGAA 
AATTGAAATTGAGCCACTTCCTTG 

-1 AAACTGGCGG CCCAACAAAACAGTG 
GGTTAAATGGGTCCCTGGGTGACAT 

-1 AGTGTTTCCTCCACATCTAAAGAAAG 
CCCATTTTGAAACTGGATACTGCA 

-1 CCCAGGTGGCCCCTCTCCATCAGAT 
GTTATTG CTCTTCCCCATTTATTTA 



501 
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5373 Table 3A Hs.300710 AI709236 



5374 Table 3A Hs.297184 AI720535 



5375 Table 3A Hs.313929 AI733018 



5376 Table 3A Hs.310333 AI73520S 



5377 Table 3A 

5378 Table 3A 

5379 Table 3A 

5380 Table 3A 

5381 Table 3A 

5382 Table 3A 



5388 Table 3A 

5389 db mining 

5390 db mining 

5391 db mining 

5392 db mining 

5393 db mining 

5394 db mining 

5395 Table 3A 



Hs.277201 AI740667 

Hs.204656 AI741246 

Hs.299883 AI742850 

Hs.6187 AI745230 

Hs.293842 A?748827 



NA 



AI749435 



5383 Table 3A Hs.204929 AI749444 

5384 Table 3A Hs.205071 AI760018 

5385 Table 3A Hs.160951 AI760020 

5386 Table 3A Hs.340921 AI760026 

5387 Table 3A Hs.26873 AI760224 



Hs.14373 AI760353 

Hs.204598 AI760374 

HS.283496 AI760389 

Hs.340927 AI760556 

Hs.205803 AI760674 

HS.283497 AI760699 

Hs.264654 AI760835 

NA AI760901 



5396 db mining Hs.230931 AI760991 

5397 db mining Hs.328494 A1761029 

5398 Table 3A Hs.98531 AI761058 

5399 Table 3A Hs.205452 AI761141 



Table 8 

4999012 RCO-MT0059-200600-021-g05cONA 



5037792 601502712F1 cDNA, 5* end 

/done=IMAGE;3904539 /clone_end=5' 

5054131 oh60h01.x5 cDNA. 3' end 

/done=IMAGE:1471441 /done_end=3' 

5056730 at07f03j(1 cDNA, 3* end 

/clone=iMAGE2354429 /done_end=3' 

5108955 wg07b07.x1 cDNA, 3' end 

/done=IMAGE:2364373 /done^encW 

5109534 wg26g09j(1 cDNA, 3' end 

toone=IMAGE:2366272 /done_end=3* 

51 1 1 1 38 hypothetical protein FU23399 

(FU23399), mRNA/cds=(282,1769) 

5113518 wg10e05jc1 cDNA, 3' end 

/done=IMAGE:2364704 /done_end=3' 

51 27091 601 571679F1 cDNA, 5' end 

/done=IMAGE:3838675 /done_end=5 1 

5127699 at24b04.x1 Barstead aorta HPLRB6 
cDNA done IMAGE:2356015 3* similar 
to gb:X55715 40S RiBOSOMAL PRO 

5127708 at24c03.x1cDMA l 3 , end 

/done=IMAGE:2356036 /done_end=3' 

5175685 wh83bOZx1 cDNA, 3' end 

/clone=D\/IAGE:2387307 /done_end=3* 

5175687 wh83b05.x1 cDNA, 3' end 

/done=IMAGE:2387313 /done_end=3 4 

5175693 wh83c05j(1 cDNA, 3' end 

/done=IMAGE:2387336 /done_end=3' 

5175891 wh62g06jd cDNA, 3' end 

/done=IMAGE:2385370 /done_end=3' 

5176020 yx26h11.r1cDNA t 5 , end 

/done=JMAGE:2629l7 /done_end=5' 

5176041 wh87d12.x1 cDNA, 3' end 

/done=IMAGE2387735 /done_end=3' 

5176056 wh87f08.x1 cDNA, 3* end 

/done=)MAGE:2387751 /done_end=3* 

5176223 wi10d09.x1 cDNA, 3' end 

/done=IMAGE2389S41 /done_end=3' 

5176341 wh96b04JCl cDNA, 3' end 

/done=IMAGE:2388559 /done_end=3' 

5176366 7f34c12jc1 cDNA, 3* end 

/clone=IMAGE:3296566 /done_end=3' 

5176502 wh96fl1jc1 cDNA,3'end 

/done=lMAGE:2388621 /done_end=3* 

5176568 wi09h06j(1 NCI_CGAP_CLL1 cDNA 
done IMAGE:2389787 3', mRMA 
sequence 

5176658 wh97b11o1 cDNA,3'end 

/done=IMAGE:2388669 /done_end=3* 

5176696 \wi10d06jrtcONA,3 , end 

/done=!MAGE:2389835 /done_end=3' 

5176725 wi69b03j(1 cDNA, 3' end 

/done=MAGE:2398541 /done_end=3' 

517680B wh97g08.x1 cDNA, 3' end 

/done=IMAGE:2388734/done end=3' 
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-1 AAGATGCCTAAGCGTTAACCAGGTGA 
AACAGGGGTGGGAGAGAGAAAGAA 

-1 GTCATACACCTATCCCCCATTTTCCT 
CCTATCCCTCAACCCGGACATCAT 

-1 GCAGGTGGCAGAATGGGGTGCATGA 
AG GTTTCTGAAAATTAAC ACTG CTT 

-1 ACAG AGAG G C AG C ATTTGTTTTCCAG 
TTAAAATTTGACCTCACTGTGATT 

-1 CCCCCTTTTGTTGTGGTTTTATATTGG 
AACCCCCTTTTTCTTTGGAACTA 

-1 CTGACCCCTTCCTCACCCCTGCCAAC 
AGTGGTGGCATATATCACAAATGG 

-1 TGTTTTACCTCACTGTTGGACATACAT 
TCCAAGCTTTTCAACTCTAGGAG 

-1 C AG AACATG CCCAAAGAAGCCTATAT 
CTTGCTGCTGGGAAATGTAAAGCA 

-1 CAAACACCGGCAGTTGAAAGGAAAA 
GGACGGGGAATGTGATGGAAAAGAG 

-1 CCCCCTCCCTGCCCCGGTGAGCTTT 
GGGGAACCCAAAAATTAGATTTTGC 



-1 CCCAAATCCAAGGACCAATGCTGTTG 
TAAACAAGGGGTAAAGGGCCTAAA 

-1 ACTCCACCAAGACTGTGAACTCCACC 
G GGGTAGGAAGCATATTTTACTCA 

-1 GAGAACTCGTTTCAAGGAACTCGATG 
TTTCCGGGGACCAAGCCCGCCCAG 

-1 C CAG CG AATTTCCAG CTTTTGAAACT 
CAGATTTCCTTTTG CGACCCAGGT 

-1 GATGCGCGGCAAGAATGTACCTGTA 
GATGTGTACATACCACAGTGCTGTA 

-1 TTTATCTCAGAATCTTGATGAACTCTG 
AAATG ACCCCTGATGG GGGC ATG 

-1 GGCCCCCTGTCCTTACCTGTTTTCGG 
CCCCCTTA AI rm IA ACCCCGGG 

-1 GTCACAGTGTAGACACATGGTGCTTC 
CATAGTGAGTAGAATATCCATTGT 

-1 GTGGCCTGGCCTGGCTCTCACAGAC 
CCAAGGCTTCCGTGTAGAATATGTC 

-1 GGATTGTGGCAGGAACTGTTTCCCCT 
CCCAGCCTTAAATTTTTCTGTGTT 

-1 AAACCCACACCTCAGTGAATTTAAAA 
GAGTAGATGTTTTAAAAGACCGGA 

-1 TGCCATTTGGT A I 111! I CCTGAAACA 
TTACATAATAAGAATGCAGCATGC 

-1 GCCTGAAACCATCCTGC CTTCTAGGA 
AGACAGCAATTCTGGAAGAGCAAG 

-1 GGTGGTTCCCCAGCCCTTTTCCCTGG 
CCCTGGGTTG GAAAATTTGTTTTC 

-1 AAAACCTTTCGCCCGGCTTAAAATTT 
ACCGGGGTTTGGTTTTATTTGGTTT 

-1 CTCCTTG GTGTCATG CAACTGAG GAA 
CCTAATTGGCTGGGTGGGTTGTTC 

-1 GTTTGTAAAAGAAC CTG C C ACATTTG 
TTGAAAAGTTAGAGCCATCACAGC 
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WO 02/057414 

5400 Table 3A NA AI761144 

5401 db mining Hs.328495 AI761468 

5402 Table 3A Hs.80887 AI761622 

5403 Table 3A Hs.289834 AI761924 

5404 Table 3A Hs.204610 AI762023 



5405 db mining NA 



5409 db mining 

5410 db mining 

5411 Table 3A 

5412 db mining 



5414 db mining 

5415 db mining 
5416 . db mining 
5417 Table 3A 



AI762158 



5406 db mining Hs.204771 AI762177 

5407 Table 3A Hs.205327 AI762557 

5408 db mining Hs.328503 AI762707 



Hs.204477 AI762719 
Hs.205815 AI762739 
NA AI762741 



NA 



AJ762797 



5413 Table 3A HS.333513 AI762870 



Hs.204480 AI762931 

Hs.289836 AI762955 

Hs.277238 AI763079 

Hs.173904 AJ763121 



5418 Table 3A Hs.190453 AI763206 

5419 db mining Hs.283500 AI763225 

5420 Table 3A Hs.130059 AI763262 

5421 db mining Hs.328504 AI763414 

5422 Table 3A Hs.36137 AI765153 

5423 db mining Hs.340947 AJ766625 

5424 Table 3A NA AI766638 

5425 db mining Hs.210276 A1766556 

5426 Table 3A Hs.223935 AI766706 



Table 8 

5176811 Wh97h01.x1 NCI_CGAP_CLL1 cONA 
clone IMAGE:238B721 3', mRNA 
sequence 

5177135 wh98e07j(1cONA f 3 , end 

/done=DVIAGE:2388804 /done_end=3' 

5 1 77289 v-yes-1 Yamaguchi sarcoma viral 
related oncogene homctog (LYN), 
mRNA/cds=(297,1835) 

5177591 wg58h03.x1 cDNA, 3* end 

/clone=WAGE:23702g3 /done_end=3' 

5177690 wh89f04.x1 cDNA, 3' end 

/clone=IMAGE:2387935 /done_end=3' 

5177823 Wh90e05.x1 NCI_CGAP_CLL1 cDNA 
done IMAGE23B8Q32 3' similar to 
gb:X64707 BREAST BASIC 
CONSERVED PR 

5177844 wh90g09.x1 cDNA, 3' end 

/done=lMAGE:2388064 /done_end-3' 

5176224 Wh92f07.x1 cDNA, 3' end 

/done=IMAGE:2388229 /done_end=3* 

5178374 wh93d08jtlcDNA,3 , end 

/done=IMAGE:2388299 /done_end=3' 

5178388 wh93e10.xlcDNA t 3 , end 

/done=IMAGE:2388330 /done_end=3' 

5178406 wh93g11.xlcDNA,3 , end 

/done=lMAGE:2388356 /done_end=3' 

5178408 Wh93h02jc1 NCI CGAP CLL1 cDNA 
done IMAGB2388339 3', mRNA 
sequence 

5178464 wi04c12jd NCI_CGAP_CLL1 cDNA 
done IMAGE2389270 3' similar to 
TRQ61655 G61655 EUKARYOT1C 
TRANS LA 

5178537 Wi63c07j(1 cDNA, 3' end 
/done=IMAGE:2397996/ 

5178598 wh94e08.x1 cDNA, 3' end 

/done=IMAGE:2388422 /done_end=3* 

5178622 wh94g12JClcDNA,3'end 

/done=lMAGE:23S8454 /done_end=3» 

5178746 wh95a12jc1cDNA,3'end 

/clone=IMAGE:2388478 /done_end=3' 

5178788 Wi06d12.x1 cDNA,3'end 

/clone=lMAG£:2389463 /done_end=3* 

5178873 wh95e09.x1 cDNA, 3' end 

/done=lMAGE:2388520 /done_end=3' 

5178892 UW-BW1-anH*-06-0-UU1 cDNA, 3* 
end /done=IMAGE:3082282 
/done_end=3' 

5178929 wi66c04 Jc1 cDNA, 3' end 

/clone=lMAG£:2398278 /done_end=3' 

5179081 Wh92a11 Jrt cDNA, 3* end 

/done=UV!AGE:2388188 /done_end=3' 

5231 662 hepatocyte nudear factor 3, gamma 
(HNF3G), mRNA /cds=(0, 1043) 

5233134 wi01fD6.x1 cDNA, 3' end 

/done=lMAGE2388995 /done_end=3' 

5233147 Wi02a10.x1 NCI_CGAP_CU1 cDNA 
done IMAGE:2389050 3', mRNA 
sequence 

52331 65 wi02d04 Jd cDNA, 3' end 

/done=IMAGE:2389063 /done_end=3' 

5233215 \wi02g1Uc1 cDNA,3'end 

/done=IMAGE:2389i24/done end=3' 



PCTYUS01/47856 



CTCTTGGCTGCTGGCCTTTTGTTCTT 
GTCATGGCTCATTAGCTCCCTAAA 

CCAGGGGTTTTTAAATTTTCTGAAGTT 
TTTGGG GCCATTTTGGTTGTTGG 

CCCCGCTTGCCTTTTATTTCAGAACC 
CCAAGTATTACCCAATATGTTACA 

G CCGAAG CTCACAGAGGCTAAGTTA 
CACGCTTAGGTGTTCTTATTCCTAC 

AACCA GGTTTATG ATG CTGTAATAAA 
CCATGGCATTAAAGAGGGCAAGAG 

GGGTTAAGGAGGGCCGCTCCAAAAT 
TTTCCTTTTTCCCAGGAAGCCCTTG 



ATGCTGTGAGTGGTACACATGGCTGA 
GGTTATGATCTGTTAAAATATGTA 

TTCATTAATTC CTC AAC CCAATACTGT 
CTGGCTTCCACCAACAGGAGCGG 

TGGTTTCTATTTTAAAAACCTGGGTTA 
GGCCAAGGTTTGGGGTTCGCCCT 

CAACATTGCCTACCAGTTGCAGTTCA 
TTAGCCCCGTCCG CCCCAG CATTG 

CCTTTGGGGTGGGGGC 1 1 1 1 ICCTTT 
TTGGCCGGTTCAATTAAGGTTTTT 

CCCACTCCGGCTGTTTTAGAAGTTTT 
CCCGAATCCGTGATCC CTTTACAA 

AATGGGCAAATTTTACCCAAAACTTA 
AGCTTGCCTATTCCGTTTGAGGCA 



GAAGGAGAGGCACACACAAATACAC 
ACACTCACACAAAACTCAACAACCA 

GGATACCCCCTTTATCCCGAGGGAAT 
TTTTACCCTTTGGATGCCTTTAAA 

CAAATTACAAACCTAAAAATACAGAA 
CATCAGCGGAGAAGACAGGAGAGC 

CTCCTCCCTTGGGTGGGACCTGGGT 
TGG GGGTTTGATAG AAAAATTAAC C 

GGTTAAACTAGATCCCTGCAAGGCCA 
TCACCTCCATTCCAAGTTGTTACT 

AGTGGGTTATTTTAGATCTTTTCCTG 
GGGTTCAGGTCACATAGCTTAACT 

TGTTTGGGTATATTGTTTGGGTTTTG 
GGCACTAG GATGGGTGACTCAGG G 

GCCAGTGAATCTAGTTTTGGCTATTC 
TGTATTTTGTCCAG 1 1 1 1 ICCCAT 

AACCATTTTCCCCCGGGAACCCGTTT 
TGCCTGGTTTCGG A I 1 1 1 1 IA CCC 

CCGGGAAGCGGGGTACTGGCTGTGT 
TTAATCATTAAAG GTAC CGTGTCC G 
TTTTT CCCCC TCCCAAATTCACTGCAT 
TACAGI i 1 1 1 GAAACAGAACGGG 

TACGAGAAGTCAGGAAGTTTTGAAAT 
GG CAGTGACAGGAGACGGG GGAAG 

AAGGGCAGGCAAATCAATTAAAATTA 
GCCGTAACAACAACCTCG GGGGTG 

AGTACACGGCCCTCAAAAGTTATATG 
TGCTGAATGTAACCTACTTAGCGA 
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5427 Table 3A Hs.89104 AI766963 

5428 Table 3A Hs.209511 AI768880 

5429 Table 3A Hs.203594 AI796317 

5430 Table 3A Hs.230939 AI798419 

5431 db mining Hs.291079 AI797561 

5432 Table 3A Hs. 159577 AI797788 



5433 db mining 

5434 db mining 

5435 db mining 

5436 db mining 

5437 db mining 

5438 db mining 

5439 db mining 

5440 db mining 

5441 db mining 

5442 db mining 

5443 Table 3A 



5449 db mining 

5450 Table 3A 

5451 Table 3A 

5452 db mining 



Hs.207473 
Hs.171110 
NA 

Hs.226571 
Hs.223520 

Hs.207062 

Hs.341012 

Hs.229494 

Hs.328535 

Hs.210307 

Ks.209609 



AI797813 

AT797B52 

AI797901 

Ar797916 
Af797988 

AI798027 

AI798028 

AI798100 

AI798101 

AI798114 

AI798144 



5444 Table 3A Hs. 158989 AI799909 

5445 Table 3A Hs.13516? A1802181 
5448 Table 3A ' Hs.1 95175 AI802547 

5447 Table 3A Hs.25648 AI803065 

5448 TaNe 3A Hs.301209 AI804629 



Hs.209261 AI805106 

HS.1 87698 AI805111 

Hs.167208 AI805131 

NA AI805144 



5453 db mining NA 



AI805257 



Table 8 

5233472 602590917F1 cDNA, 5* end 

/clone=IMAGE:4717348 /done.end^ 

5235389 wh71e04jc1 cDNA, 3' end 

/done=IMAGB238620B /clone_end=3' 

5361 780 uncharacterized gastric protein ZA43P 
mRNA, partial cds /cds=(0,134) 

5361882 w}17f02.x1cDNA t 3'end 

/done=tMAGE:2403099 /done_end=3' 

5363033 602437732F1 cDNA, 5' end 

/clone=lMAGE4555638 /done_end=5' 

5363260 wh78b1lJ(1cDNA I 3 , end 

/done=IMAGE:23B6&45 /done_end=3' 

5363370 wh79c04JCl CDNA, 3' end 

/done=lMAGE:2386950 /done_end=3' 

5363409 7e88g03.x1 cDNA, 3* end 

/done=IMAGE:3292276 /done_end=3' 

5363296 wh78f12.Xl NCI_CGAP_CLL1 cDNA 
done tMAGE:2386895 3' similar to 
contains Alu repetitive element, m 

536331 1 DKFZp434G046 s1 cDNA, 3* end 
• /done=DKFZp434G046 /done_end=3' 

5363460 wh80a02.x1 cDNA, 3' end 

/done=IMAGE:238701 8 /done_end=3' 

5363499 wh80e09.x1 cDNA, 3* end 
/done=IMAGE:2387Q80 /done_end=3' 

5363500 wh80f11.x1 cDNA, 3* end 
/done=lMAGE:2387085 /done_end=3' 

5363583 wh81d01 J<1 cDNA, 3' end 
/done=MAGE:2387137 /done_end=3* 

5363584 wh81d02.x1 cDNA, 3' end 
/clone=tMAGE:2387139 /done_end=3' 

5363576 Wh81c01.x1 cDNA, 3' end 

/done=lMAGE:23871 36 /done_end=3' 

5363616 wh81g12jdcDNA,3 , end 

/done=iMAGE:2387206 /done^eno^y 

5365381 602666595F1 cDNA, 5' end 

/cione=IMAGE:4806358 /done_end=5' 

5367664 AV712376cDNA, 5' end 

/done=DCAAND1 2 ydone^end^ 

536801 9 mRNA for CASH alpha protein 
/cds=(481,1923) 

5368537 tumor necrosis fedor receptor 

superfamily, member 5 (TNFRSF5), 
mRNA/cds=<47,B80) 

53701 01 myeloid/lymphoid or mixed-lineage 
leukemia (trithorax (Drosophila) 
homolog); translocated to, 1 0 
(MLLT10), mRNA /cds={1 83,3266) 

5391760 tc90g10.x1 cDNA, 3' end 

/done=MAGE:2073474 /done_end=3' 

5391765 cytomegalovinjs partial fusion receptor 
mRNA, partial cds /cds=(0,1037) 

5391785 602727149F1 cDNA, 5* end 

/done=IMAGE:4866348 /done.end^ 1 

5391798 td11g08x1 NCl_CGAP_CLL1 cDNA 
done IMAGE:2075390 3 7 simnarto 
gb:L24038 ma1 A-RAF PROTO- 
ONCOGENE 

5391750 te90fD9jc1 NCLCGAP_CLL1 cDNA 
done {MAGE2073449 3\ mRNA 
sequence 



-1 
-1 
-1 
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TTGTTTTAACAACTCTTCTCAACATTT 
TGTCCAGGTTATTCACTGTAACCA 

CTTCTCCACCTCGGC CAGGTATAGG 
GCCAG CTTCTCGTCTCTGG GATCCG 

G CCAG GTCATTGTATAGG GAGTAAGA 
TGAAGGTGAATTTGCAGCTAGTTG 

TGTGTTTTG I 1 1 1 1 CTGGTCCCAGGG 
CACCGTTTGTTTTGTGAACTCCTC 

CATG G CTCTAAAATTTG GAATTAACTT 
CTCTTGCCTTAAGAGCTGCTTGT 

GCTG GTGGGAAGTTGAGCCATGTTTA 
TCTCTAGTGGAATCCTTACCTTGT 

CATGTTTACACAAATTCCTTCAAAG C 
CCCTTAAACATGGGGCCGGGCCCC 

ACCCTAATAGCTAGGCTGGGTATATT 
TTCAAAGTGTAGCGAAACCCCACG 

CAGTTG G CCTC CTAC AATTG G GAATT 
CTACCAAGCTCCAAGTTGACCTGG 

GGATTCCCGACAAAGGCTT GATG TGT 
ACTTGAAGTGAGCAAAG GGTTTTG 
GGGTGGGAGACAGGCTAATCCTTTC 
CCCTTGTTTTCCACGTCTTTATGAC 

AC AA C CTTCTTAATATATTAGAGACC C 
GCAG GAAACATTTAGTG GTGAAAC 

GTACATGTTTGTGTGCTAAATTGCTC . 
ATTTGG C AGTGATAGATTG AAAAAC 

GGGG GTCAAAGAGGGTAC AAATGTA 
TGGGGGTATATTGAATGCTAAACAT 

GGGAGCCCGTTTTAGAAGGAAGGGC 
AAAAGTAGGGTTTTTAACCCAAACG 

TCCGTCCCATTCCCCCGGAAAACAAG 
GTTTTGAATTGGCCCGTAAAAGGG 

ACGTCCTTATACAATGCACTGTTTGA 
TTTTTAAACAATACCTGAAGGG CT 

ACTCAATACTCGG GAAAGGCTTCACA 
TTTCTGGGACTCAGCATTATCCAA 

TTGAGAGGCAACACTTAAACACTAGG 
GCTACTGTGGCATCTATGTAGACA 



GATG CTTTCCAATCTTTTGTTACT 

GGGGTATGGTTTAGTAATATCCACCA 

GACCTTCCGATCCAGCAGTTTGGT 

AACAACAACAGCAAAATCCCCTTAGT 
GCGTAACTTG AAATTCCCTTCGG C 



TTGTAAGTGGGTGCATAAGAAGATCT 
CTTCAATTAAATGCCCCCGCTGGT 

ATAATTAAGAAATCAGCCGTGTGCTT 
CTCACGTTTGGGCTCCGAGACGTG 

GTCAGTCTCCTCACCTGCCTCTGCTC 
CTCGCTTAGCCCATTGATTGCATC 

GGGAAGAAGCCCGTGCCCCCACCCA 
ATAAATGTTGGTTTTGGCCCTGATG 



CAGAACTTCTGGCGAAGGCCATGTAA 
GAACTACTCCAAG GAGGAAGAGG C 
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5454 Table 3A NA AI807278 



5455 db mining NA AI808039 



5456 Table 3A 

5457 db mining 

5458 db mining 

5459 db mining 

5460 Table 3A 

5461 db mining 

5462 Table 3A 

5463 db mining 

5464 db mining 

5465 Table 3A 



5469 Table 3A 



5472 Table 3A 

5473 db mining 

5474 Table 3A 

5475 Table 3A 

5476 Table 3A 



Hs.87912 
Hs.209989 



AI808931 
AI809181 



Hs.230485 AI809184 



Hs.292761 

Hs.210385 

Hs.90463 

Hs.257466 

Hs.208153 

Hs.310486 

Hs.277293 



AI809305 
AI809310 
AI809378 
AI809475 
AI809564 
A1809746 
A1811065 



5466 Table 3A Hs.86693 A1817153 

5467 Table 3A Hs.230492 AI818596 

5468 Table 3A Hs.229990 AI818777 



NA 



AI818951 



5470 Table 3A Hs.51039 AI823541 

5471 Table 3A Hs.211535 AI823649 



Hs.304477 AI824522 

Hs.270624 AI825096 

Hs.1 17906 AI825645 

Hs.229993 A1827451 

■Hs.181400 AI827911 



5477 Table 3A Hs.342617 AI827950 

5478 Table 3A Hs.132238 AI829569 

5479 db mining Hs.289878 A1831819 

5480 Table 3A Hs.341177 AI832038 



Table 8 

5393844 wf38h03.x1Soares_NFL_T_GBC_.S1 -1 
cDNA clone IMAGE:2357909 3', mRNA 
sequence 

5394527 wf52h02jc1 Soares_NFL_T_GBC_Sl -1 
cDNA clone IMAGE:2359251 3' similar 
toTR:Q62B45 Q62845 NEURAL CELL 

5395497 EST379776 cDNA -1 

5395747 Wh75d05.x1 cDNA. 3* end -1 
/done=IMAGE:2386569 /done_end=3* 

5395750 wh75d08«x1 cDNA. 3' end -1 
/done=MMAGE:2386575 /clone_end=3* 

5395871 wh75g11.x1 cDNA, 3' end -1 
/done=lMAGE:2386828 /done_end=3' 

5395876 wh75h08J(1 cDNA, 3' end -1 
/done=lMAGE:2386623 /done_end=3* 

5395944 wa27e12jc1 cDNA, 3* end * -1 
/done=:|MAGE:2299342 /done_end=3' 

5396041 UI-H-Bl3-aW-e-08-0-Ul.s1 cDNA, 3* -1 

end /done=IMAGE:2736471 

/done end=3' 
5396130 wh76e01.x1 cDNA, 3' end -1 

/done=lMAGE:2386680 /dorte_end=3' 

5396312 7e96g11.x1cDNA,3'end -1 
/done=tMAGE:3293060 /cione_end-3' 

5397631 tr03f05jd cDNA, 3* end -1 
/done=IMAGE:2217249 /done_end=3' 

5436320 EST380760 cDNA -1 

5437675 wk74d04jc1 cDNA, 3' end -1 
/done=IMAGE:2421127 /done_end=3' 

5437856 wIUHOjcI cDNA, 3' end -1 
/done=tMAGE:242461 9 /clone_end=3' 

5438030 Wj89e12.x1 NCLCGAP_Lym12cDNA -1 
done IMAGE:2410030 3' simnar to 
WP:C11H1.7 CE18492 ^contains Alu r 

5444212 K1AA0076 gene product (KIAA0076), -1 

mRNA/cds=(86,5182) 
5444320 wi85g03.x1 cDNA, 3' end -1 

/done=IMAGE:2400148 /done^encN^ 

5445193 tx71d03jc1cDNA,3'end -1 
/done=IMAGE:227501 3 /done_end=3' 

5445859 7b65e05.x1 cDNA, 3' end -1 
/done=IMAGE:3233120 /done_end=3' 

5446316 wb75b09.x1cDNA,3'end • -1 
/done=IMAGE:2311481 /done_end=3' 

5448122 wl17d11.x1cDNA,3'end -1 
/done=lMAGE:2425173 /done_end=3' 

5448669 602650370T1 cDNA, 3* end -1 
/done=IMAGE:4761353 /done_end=3' 

5448708 hal5h10.x1cDNA,3 , end * -1 
/clone=IMAGE:2873827 /done_ertd=3' 

5450240 wf28e02jc1cDNA,3'end -1 
/done=IMAGE:2356922 /done_end=3' 

5452490 wh84f12jc1 cDNA,3'end -1 
/ctone=lMAGE:238747l /done_end=3' 

5452709 wj99e02jrt cDNA, 3' end -1 
/done=!MAGE:241Q970 /done end=3' 
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CTCTACCATAAGGCACTATCAGAGAC 
TGCTACTGGAGTGTATATTTGGTT 

ACTGCTACAGCTTAACCATTGTTCCA 
AG CTAATTAAATTAC CTTTG G G GA 



CAATTGTG ATTTG GAAG GTTTAACTG 
GGTCTGCCCAGATGTTTACGAATA 
TCCAAGCAAAAGTTATGCAATAAGAC 
AGAATATAAAGTCTCCGAGAGCCT 

GGGTGG GGTGGGGTGAGAGTGTGTG 
GAGTAAGGACCTTCAGAATTAATAT 

TGCAGTTCTTATTTTCTTTTGCCTGTG 
ATAATTGCAAATCCGTCAATAGAA 

TGCAAGTTTCTGAGACTGTGAAAAGT 
GTTTTGCTTCTTTTGTTACCCAAT 

TCCCAGCGAATGTGAATCATTTAGTG* 
TGCTACTCAAAATTAGGTGTCCAC 

TAAGATGTAGGGGCCACCGGCCAGC 
AGTACCCAGCAATGACCACTATCAG 

ATAAATGAAAG CATACCAAGTGCTGT- 
CCATTCCATAGGTACAACTATGGA 

CTGGTATTCTGAGGTCAGATGTAGGC 
TGTTGCTCGCTCCGGCTGGGTCTC 

CCATCGGG GGTATTG GG GTTTTGGG 
CTGAATTTACTTGATTATTGGAAAA 

GCCAGATTGTGGCAGGTAAAGAGAC 
AATGTAATTTGCACTC CCTATGATA 
TTTAAAAAGGAGGGAGGATTTCTGGG 
TTAAAACTTTTATTTGGCCCCCAT 

TAAAACCCAAGACTTCAGATTCAGCC 
GAATTGTGGTGTTTCACAAGG CCG ■ 

CTAAGCATGGGGAAGGG GGCAGAGT 
GAG GACTGTG C CATTGATTAAAGTG 



GTACAGAAACATATTCCATGCTTTGA 
AATAAAGGGAAGTGCTCTCCTGTT 
GAAGCCTTTTCTTTTCTGTTCACCCTC 
ACCAAGAGCACAACTTAAATAGG 

ACCGATCGTTTTTAGGATAATATGCA 
TGTTTCAAGTGGTATTGAAACCC CC 

TGAGGGACAGGCTGCCTAAAGTCTAA 
TTGGAGAGTTAACCTAATGTCTGT 

CACCATCGTGGCTCTGAGAACTGAC 
GCCGTGAATGTTG ACCTGAGTG CCG 

GGGGAGAGACCACCCTAGACATTTG 
CATTTTTGTAAGTTAGCCAGCCAAT 

TG GATAAATCTG AG CAACTTTCTTCTT 
TGTGCTCCAGGAACCTACGCACT 

TGTGGGTTTTGATTGACATACTGTTG 
TTCATG CTGAAGTTTGAGTGTCGT 

GGTGTGCAGTC CGCCTGAAAGCCTT 
CCCTTTAGCTATTAGGAATTGAGTC 

ACATTGGAAAGAAACCCTACAACTGT 
AATGAATATGAAAAGAATTGTCTAAAA 

AAAACCGTTTTCCCCATACATAAAGA 
ACAGGGGTACTCCCG CCCTGATGG 
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5481 Table 3A 

5482 Table 3A 

5483 Table 3A 

5484 Table 3A 

5485 Table 3A 



5492 Table 3A 



5493 Table 3A 



5504 Table 3A 

5505 Table 3A 

5508 db mining 

5507 Table 3A 

5508 Table 3A 

5509 Table 3A 



Hs.210995 AIB32182 

Hs.249031 AI832183 

Hs.63908 . AI858771 

Hs.252259 AI859076 

NA AI860120 



5486 db mining Hs.1 56811 AI862332 

5487 db mining Hs.304508 AI862595 



5488 Table 3A NA 



AI862623 



5489 Table 3A Hs.181426 AI865427 

5490 Table 3A Hs.341208 AI865603 

5491 Table 3A Hs.9788 AI866194 



Hs.224760 AI874107 



NA 



AI880542 



5494 Table 3A Hs.220850 'AI880607 

5495 Table 3A Hs.89414 AI884548 

5498 Table 3A Hs.23096 AI884671 

5497 db mining Hs.34650 AI885574 

5498 Table 3A Hs.121572 AI8B6313 

5499 Table 3A Hs.213385 AI912585 

5500 Table 3A Hs.228486 AI917348 

5501 Table 3A Hs. 1 79391 AI917642 

5502 Table 3A Hs.337286 AI922889 

5503 Table 3A Hs.212553 AI922921 



Hs.58643 AI926251 

Hs.40328 AI927454 

Hs. 154366 AI934956 

Hs.101370 A1936516 

Hs.180448 AI948513 

Hs.71245 AI954499 



Table 8 

5452853 td13r»11.x1 cDNA. 3* end 
/cione=lMAGE:2075589 /done_end=3' 

5452854 Wh80g09.x1 cDNA, 3' end 
/clone=IMAGE:2387104 /done_end=3' 

5512387 hypothetical protein MGC14726 

(MGC1 4726), mRNA /cds=(21 ,653) 
5512692 ribosoma! protein S3 (RPS3), mRNA 

/cds={22 l 753) 
5513736 Wh39e01.x1 NCLCGAP_Kid11 cDNA 

clone IMAG&2383128 3', mRNA 

sequence 
5526439 hz33g10.x1 cDNA, 3* end 

/done=lMAGE:3209826 /c!one_end=3 , 

5526702 wh99gOUc1 cDNA, 3' end 

/clone=IMAGE:23889l2 /done.end^ 1 

5526730 wh99h10.x1 NCLCGAP.CU1 cDNA 
clone IMAGE:2388931 3', mRNA 
sequence 

5529523 EST367815 cDNA 

5529710 Wk47g03.x1 cDNA,3'end 

/done=lMAGE:2418580 /done_end=3' 

5530301 hypothetical protein MGC1 0924 similar 
to Nedd4 WW-binding protein 5 
(MGC10924), mRNA/cds=(104,769) 

5548156 wm49b01jc1 cDNA, 3' end 

/cione=IMAGE:2439241 /done_end=3' 

5554591 at80h05.x1 Barstead colon HPLRB7 
cDNA clone IMAGE:2378361 3* similar 
to SWATP6.HUMAN P00846 ATP SY 

5554656 ym91d11.rl cDNA, 5' end 

/done=IMAGE:166293 /done_end=5' 

5589712 chemokine (C-X-C motif), receptor 4 

(fusin) (CXCR4), mRNA /cds=(88,1 146) 

5589835 602254146F1 cDNA, 5' end 

/done=IMAGE:4346626 /done_end=5' 

5590738 602286784T1cDNA,3'end 

/clone=IMAGE:4375724 /done_end=3' 

5591477 EST387650 cDNA 

5632440 we11d07.x1cDNA,3'end 

/done=IMAGE:2340781 /done_end=3* 

5637203 ts83d10jc1 cDNA, 3' end 

/clone=IMAGE:2237875 /done_end=3' 

5637497 wi52d1 1 jc1 cDNA, 3* end 

/clone=IMAGE:2393877 /ctone_end=3' 

5658853 wn64g11.x1 cONA, 3* end - 

/done=IMAGE:2450276 /done_end=3' 

5658885 wn81c05j(1 cDNA, 3* end 

/done=lMAGE:2452232 /done_end=3' 

5662139 602438603F1 cDNA, 5' end 

/clone=IMAGE:4554968 /done_end=5' 

5663418 nab63b04.x1 cDNA, 3' end 

/done=IMAGE:3272383 /done_end=3' 

5673826 ng40b06.s1 cDNA, 3' end 

/done=IMAGE:937235 /done end=3* 
5675386 AL583391 cONA 

/done=CS0DL012YA12-(3-prime) 
5740823 Importin beta subunit mRNA, complete 

cds /cds=(337,2967) 
5746809 zl17f11.rlcDNA,5 , end 

/done=lMAGE;502221 /done_end=5' 
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TTTG GTGAAGTGAAA GAGAGAAGTTG 
CTCTAAAAGGTTGGAAACCAGCCC 

TGGACTGTTGTAATGTTTTGCGTTAT 
CAAAATGAAAACTG CC AAATGAGA 

GCTTTGAGTTTTGGGATGGTCACATG 

ACACAATCCAG CACTTGAACCTGA 

AGAGCCATTCCCACAAAGTAAATGTG 

CAGTGCCCATGTTTCTTGTGTTTA 

GACTCTGAGAGAGAGCGACGGCCAT 

CATAGAACAGCGAAGGCAGTCGATC 

ATCGATGAGAAGAGTCTGCAAAACAC 
TTCATCCTCAGGACGTGCTGTCCT 

ATATATTAAACCACAGGTATTAGAGA 
CATGAATTGCACCCAACACAAGCT 

ATTCATTCGGGTCTTCCTTTCTTCCG 
CCCCCTTCCTTCCATTGGCACCTC 

TCAGTTTTGTGGAATCTGGTGTTTGC 
ACTATAGGTTAAGAGTTGCCATTT 
TGTGTGGTGGGGGTGCTTTTGAGGTT 
GGAGGAAAGTAGAGACAGCGAAAC 

TGTGCTTTTTG CCCAAGTGGTAATTC 
ATCTTGGTTTGCTATGTTAAAACT 



CTTTGGGGACCTAAACCCCAGGTGG 
TCTCTTGGTGTTAATAATGCTGGAA 

AAATCGCGGTCGCCTTAATCCAAGCC 
TAGGTTTTCACACTTTTAGTAAGC 



TGGGGCACTTTGAAAACTTCACAGGC 
CCACTGCTGCTTG CTG AAATAAAA 
GACATTCATCTGTTTCCACTGAGTCT 
GAGTCTTCAAGTTTTCACTCCAGC 

TGGCGAGGATAAATAGAGGCATTGTT 
TTTGCTACTTTGCATATCATTGGC 

TGGCTCTCCTCTTTGTAATATACAGG 
GTGAACTCTTTACTGATACACACA 

CCAGTGTCCTGCATGGGTGCTAGGC 
TGAATTATTTGTAATTGTG CTTAGG 
ACCGTCTTTTGTGATTCCCTGGAAAC 
CCTTAATTCAATAGTCCTGACTGA 

AGCCCTGGGTAGCCAAGTGATTTTCC 
C ATTC CC AAAGTTAG TAAAC CTTT . 

GCAGGAAAGA TG GGGTGGTG GACTG 
I 1 1 I IGCCTACI 1 1 1 IGl 1 1 I iGAA 

CCC C CTGAAACTGG C ATTTTGTAAAT 
GTG GTTTGACTATTTTTGTATGTT 

ACCTGGAGAATTCCCTAAGGCCAAAG 
CAAGGTAACAGGGACTTCAGTTTT 

GCCTCAGTACAAAGGGGGCTTTGGA 
AGTGTTTGTTG G CTGAATAAAG GAA 

ACCCATGCCAATTGAAGAACGTGTTA 
AAGATGAG GAGGAGAGATGTACCA 

GCACATTCCTTCCTTATATCCTGGAA 

GCACCCAGATATTCTTCATGTCCC 

TTAAGTCATCTGCTGAGCAGTGTGCT 

GTGTCAACCTCCTCCTAGGTAACC 

GAGGGTATCAGATATTGTGCCTTTTG 

GTGCCAGGTTCAAAGTCAAGTGCC 

TGGTAATAGTGTTTGACTC CAGG GAA 

GAACAGATGGGTGCCAGAGTGAAA 
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5510 


Table 3A 


Hs.1 18820 


AI955314 


5511 


db mining 


NA 


A1951962 


5512 


Table 3A 


Hs.341528 


AI962127 


5513 


Table 3A 


Hs.37121 


AI968387 


5514 


db mining 


HS.13034 


AI969716 


5515 


Table 3A 


Hs.1 93247 


AI978581 


5516 


Table 3A 


Hs.153 


AI984074 


5517 


Table 3A 


Hs.7557 


AL042081 


5518 


Table 3A 


HS.133262 


AL044498 


5519 


Table 3A 


Hs.39911 


AL136429 


5520 


Table 3A 


Hs.89986 


AL515381 


5521 


Table 3A 


Hs.9096 


AL520535 


5522 


1 a Die On 


ns. i >j i *h 


At coinc>7 


5523 


Table 3A 
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Table 8 

5747624 Homo sapiens, clone IMAGE3357862, 
mRNA, partial cds /cds=(0,325) 

5754664 wt40g09jc1 NCI_CGAPj>an1 cDNA 
clone IMAGE2509984 3 1 similar to 
gb:M87789 IG GAMMA- 1 CHAIN C 
REGION 

5754840 wx77f07.x1 cDNA, 3' end 

/done=IMAGE:2549701 /clone_end=3' 

5765205 phospholipase C, beta 3 

(phosphatidylinositol-spedfic) (PLCB3), 

mRNA/cds=(0,3704) 
5766534 hv63f09Jt1 cDNA, 3' end 

/done=IMAGE;3178121 /cione_end=3' 

580361 1 hypothetical protein DKFZp434A171 

(DKFZp434A171), mRNA 

/cds=(1 13,2584) 
581 1 293 ribosomal protein L7 (RPL7), mRNA 

/cds=(1 0,756) 
5421426 FK506-binding protein 5 (FKBP5), 

mRNA/cds=:(153,1526) 
5432716 DKFZp434IOB2_s1 cDNA, 3* end 

/clone=DKFZp434!082 /done_end=3' 
68551 1 0 mRNA for FU00089 protein, partial 

cds/cds=<62,1111) 
12778874 cDNA/done=CL0BB017ZH06-(3- 

prime) 

12784028 hypothetical protein FLJ20473 

(FU20473), mRNA/cds=(57 t 1472) 
12784590 HSPC160 protein (HSPC160), mRNA 

/cds=(53,514) 
12785970 AL522477CDNA 

/done=CS0DB008YK14-(3-prime) 
1 2791 51 3 KIAA061 8 gene product (KIAA061 8), 

mRNA /cds=(1041 ,4040) 
12870241 AL540260CDNA 

/done=CS0DF032YF03-(3-prime) 
1 2876379 putative HLA class 1 1 associated protein 

I (PHAP1), mRNA /cds=(1 48,897) 

12909772 hypothetical protein FLJ22638 

(FU22638), mRNA /cds=(12,476) 
12911771 AL562895CDNA 

/done=CS0DC021YO20-(3-prime) 
12911771 AL562895CDNA 

/done=CSDDC021YO20-(3-prime) 
1 2917408 eukaryotte translation elongation factor 

1 alpha 1 (EEF1A1), mRNA 

/cds=(53,1441) 
1 2921 892 famesyt diphosphate synthase (tarnesyl 

pyrophosphate synthetase, 

dimethylaOyltranstransferase, 

geranyltranstransferase) (FDPS), 

mRNA/cds=(114,1373) 
12926702 AL570416CDNA 

/done=CS0D!020YK05-<3-prime) 
12928631 AL571386CDNA 

/done=CS0Dl009YL09-(3-prime) 
12933363 AL573787 cDNA 

/done=CS0DI055YM1 7-(3-prime) 
1 2934790 hypothetical protein FU1 4393 

(FU14393), mRNA/cdS=(60,1454) 
1 2937052 major histocompatibility complex, dass 

I, E (HLA-E), mRNA/cds=(7,1083) 

12937231 CDS antigen, alpha polypeptide (p32) 
(CD8A), mRNA /cds=(65 t 772) 

1 2938006 mRNA for transmembrane glycoprotein 
(CD44 gene) /cds=(1 78,2406) 

12941605 mRNA for KIAA0033 gene, partial cds 

/cds=(0,1008) 
12943566 AL578975cDNA 

/done=CS0DK01 2YN01-{3-prime) 
12949649 AL5S2047 cONA 

/done=CS0DL003YD01 -(3-prime) 
12950255 SWVSNF related, matrix associated, 

actin dependent regulator of chromatin, 

subfamily a, member 2 (SMARCA2), 

mRNA /cds=(297,501 5) 



-1 TCAAGTATACCATTTAAAATATTTCAT 
CAGGCAGAGCCCTGACCAGGAAA 

-1 CTTTTCCGGTTGCCCGAGGATGC7TG * 
GGAAGGAACCCGTCTCCCTTCTTC 



-1 TCCCCAAACCCCCTTAAAGGTTTTTA 
AATTGTTTCAAATCTGGGCAAGTT 

-1 GACTCGGAGAGCCAGGAGGAGAACA 
CGCAGCTCTGAACTGGCTGAGCGAG 

-1 CTGTTGTGAATCATTTGTGTCCTTTTC 
AACTGTCTTTCAGAGGAAAGGTA 

•1 AAGAAGCAACCACAGCTAATTTTAGA 
ACATGCACTCTGACAGAAAAGACA 

-1 GCTTTTGAGGACCTTTCTGGAGGAAA 

GGAAAAGCCTGTTTTGGGGAGTCT 
-1 AGGCTGCATATGGATTGCCAAGTCAG 

CATATGAGGAATTAAAGACATTGT 
-1 AAGACTAGAGCTACACTAGGCCACTA 

TCTTATTACACGACAGCACAACAT 
-1 TTAAGAACCCCAAAGATTAAAGGAAA 

CAATGTTAAGG GCTTTTGTGAGGA 
-1 CGGAAGTCGAAATCAAATCTATGCTT 

TTAATTGAAACCGTGCCTGAAACG 
-1 TCTTCACCAGGTTCAAGCTCCGTGGG 

C CACACTGCTGCTGTGCCAAGAAG 
-1 GATACACTGTCCAGCCCAGGTCCAG 

GCCCTAG GTTCTTTACTCTAGCTAC 
-1 TG G AATTTACTAAATTGTG AAATTAAC 

GTAACCGAAGCAACAACCGGCAA 
-1 GCGGGAGGCTGGGACTTTCCATTAC 

AAATAG AGACTTC ATTC CTGTTGAG 
-1 ACTCAGGTGGTGCTGGTGTTAGTGAT 

GCTGGAGAAGAGAATATTACTGGT 
-1 CAGGTTGCTTTCGTGTCCCTCTTCTG 

GTTGCTTTAGAAGTGACGTGTAAT 

•1 AAACACAGCCCACCCCATTTCAGACC 

GCCTTCCTGAGGAGAAAATGACAG 
-1 GCTAACTGGATAAAGTTTGTGCAGAC 

ATTCCTGAGTGTACGATATTGACC 
-1 GCTAACTGGATAAAGTTTGTGCAGAC 

ATTCCTGAGTGTACGATATTGACC 
-1 AGCTG GCTTCACTGCTCAGGTGATTA • 

TCCTGAACCACCAGGCCAAATAAG 

-1 AGTCAGGACTGTCTAGGTCAGGGAA 
GCCAAGATGTCTGAAGAGAGAGGAA 



-1 ATTCAACCAGTAATGGTACCTGAGGA 

ATTGAAATGGGTATTTGTTTCTGT 
-1 AGTGGAGAGGCCCTGTTAGTTTACTT 

TTC ATATTGAGTGATG CATGAG GT 
-1 GCATTCTATTTAAAAAGGGAGTGGGG 

AGCAAATGAAAATTAAATGTGGGG 
-1 TCACCAGGAAAACATGCTTGTGAATT 

GTGCAGTAAAAGGTGGTAATGACT 
-1 CCTTTTCTCTCCCATGACCCTTTAACA 

GCATCTGCTTCATTCCCCTCACC 

-1 CTGAGAGCCCAAACTGCTGTCCCAAA 
CATGCACTTCCTTGCTTAAGGTAT 

-1 TGAGTGAACAAAGCTGTGAAACATTC 
TGCGTTTATGCAACTTCCTTGCCT 

-1 CAAGAAGACAAGCATCTGTGGTGCG 

GAGGCAAGCAGGCTAACTAGGAGTT 
-1 TTGG C CC AGTGTGATTGATTG CTTTA 

TCTTTGGTACTTT TACTT GAATGG 
-1 CATCCAG CACTAATTTTCATG CATTTA 

TGAAAGGATGCCTGAGGACCCTT 
-1 AGCCTGAGGCAAATAAAATTCCAGTA 

ATTTCGAAGAATGGGTGTTGGCAA 
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5565 db mining 
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5567 db mining 
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Hs.101370 AL583391 

Hs. 101 370 AL583391 

Hs.7187 AU158636 

Hs.66671 AV648638 

Hs.343475 AV648670 

Hs.2730 AV650434 

Hs.312582 AV651615 

Hs.5897 AV653169 

MA AV654188 

Hs.38218 AV659358 

Hs.133333 AV661783 

Hs.85844 AV700210 

Hs.285173 AV700298 

Hs.238730 AV700542 

Hs.284674 AW00636 

Hs.240077 AW002624 

Hs.301704 AW002985 



NA 



AW004905 



Hs.173280 AW005376 

HS.233560 AW006045 

Hs.158643 AW006352 

Hs.231987 AW006867 

Hs.157118 AW009081 

Hs.134272 AW009671 

Hs.131687 AW009730 

Hs.232000 AW016002 

Hs.233261 AW026667 

Hs.101340 AW026713 

NA AW027160 



12952309 AL583391 CDNA 

/done=CS0DL012YA12-<3-prime) 
12952309 AL583391 cDNA 

/done=CS0DL012YA12-(3-prime) 
11020157 mRNA for K1AA1757 protein, partial 

cds/cds=(347,4576) 
9869652 602079785F2 cDNA, 5* end 

/done=IMAGE:4254068 /done_end=5' 

9869684 601 556208T1 cDNA, 3' end 

/clone=IMAGE:3826392 /done_end=3' 

9871448 heterogeneous nuclear 

ribonudeoproteln L (HNRPL), mRNA 

/cds=(28 t 1704) 
9872629 601439711F1 cDNA, 5 1 end 

/ctone=IMAGE:3924482 /done_end=5* 

9874183 cDNA FU13388 fis, done 

PLACE1 001 1 68 /cds=UN KN OWN 

9875202 AV654188 6LCcDNAdone 

GLCDTC01 3\ mRNA sequence 

9880372 602569369F1 cDNA, 5* end 

/done=IMAGE:4693744 /done_end=5' 

9882797 AV661783 cDNA, 3' end 

/done=GLCGXE12 /donej5nd=3* 
103021 81 neurotrophic tyrosine kinase, receptor, 
type 1 (NTRK1), mRNA/cds=(0,2390) 

10302269 602632207FlcDNA,5 , end 

/done=IMAGE:4777537 /done_end=5' 

10302513 hypothetical protein MGC10823 

(MGC10823), mRNA/cds=(63,1235) 

10302607 AV700636 CDNA, 3' end 

/clone=GKBAGH1 2 /clone„end=3' 
5849540 wu60d10jc1 cDNA.^encT 

/done=IMAGE:2524435 /done_end=3' 

5849991 eomesodermln (Xenopus laevls) 
homolog (EOMES), mRNA 
/cds=(0,2060) 

5853768 wz82d03jc1 NCl_CGAP_Gas4 cDNA 
done IMAG&2565317 3' similar to 
SW:ATP6_HUMAN P00846 ATP 
SYNTHASE A 

5854154 ws94a12Jd cDNA,3'end 

/done=tMAGE:2505598 /done_end=3' 

5854823 wz81b09jd cDNA, 3* end 

/done=IMAGE:2565209 /done_end=3' 

58551 30 Wt04d1 2jc1 cDNA, 3' end 

/done=lMAGE:2506487 /done_end=3' 

5855645 602320903F1 cDNA, 5* end 

/done=IMAGE:4424065 /done_end=5* 

5857859 ws76g10j(1 cONA, 3' end . 

/done=lMAGE:2503938 /done_end=3' 

5858449 ws85g09 j(1 cDNA, 3* end 

/c!one=IMAGE:2504800 /done_end=3* 

5658508 60241 5255F1 cDNA, 5' end 

/done=IMAGE:4523725 /done_end=5' 

6864759 UI-H-BIOp-abh-h-06-0-UU1 cDNA, 3' 
end /ctone=IMAGE:2712035 
/done_end=3' 

5880120 wv15d09.x1cDNA,3 , end 

/done=lMAGE2529617 /done_end=3' 

5880 1 66 EST380762 cDNA 

5885916 wt72b08.x1 Soares_thymus_NHFTh 
cDNA done IMAGE:2512983 3' similar 
to contains AIu repetitive eleme 



AGGACCTTGACAAGCCGTTTGAGATG 

GAATGTAGGCCCTGATGTTATGCT 

AGGACCTTGACAAGCCGTTTGAGATG 

GAATGTAGGCCCTGATGTTATGCT 

AGTGGAGTGTTTACACCTTGCTGTAA 

CATTTGAACTTTCACAAGAGATGT 

ATATCATATTATTTGATGCCATTAGGC 

GGCCTGGATCACCAATTCTAAGT 

GCCACCAGACAGAAGGACCAGAGTT 
TCTGATTATAAACAATGATGCTGGG 

TGTTGGTGAGCAATGTGCAGAGGCA 
GAGCCGCTGAAGTATGGTTCCTGAG 

GGCTGCTGTTGACTGAAATTCCTATC 
CTCAAATTACTCTAGACTGAAGCT 



CTTTTTAGTAGG CAAAGGTTCTTCTTC 

CTCCTCTTTTG GTGCAG GGACGC 

GCGTGTATGTGGGATGCCATAGGTG 

TGACTGTAGAGTCATTCTTCCTTCC 

TGTAAGTTGACTTTCAAAAGTCTCTG 

GAAACACTGGACTTTAGCTGGTCC 

GAAGCGTGGCAGAGAACTATGGATC 
AGGCAGCCCCTCTCATCTTTACCAT 
TTGGTCCAAACTCTGGAGCCTTGTGG 
GAGAACATAGGGCATAACGTGTTT 

C C CTTCTTAGTAAAGAG ACATCTTCT 
ACAGTAACCACAGAGAAGAAGTGG 

TG GACATAACCTG GGTCAGAAGAGAA 

ACTTTTGAAGCTACACGAACAAGC 

CGGCTCAAATAAACCTTTACCGGATT 

TTTGGGGTTATGCCCACACCCTTG 

GGACCACTAGTACTCCAGAACCATAA 

TATAACTAGACATG CCTGGAATGC 

AACAAGCCATGTTTGCCCTAGTCCAG 
G ATTG CCTCACTTGAGACTTG CTA 

TCTACTGACTATCCTAGAAATCGCTG 
TCGCCTTAATC CAAGCCTAC GTTT 



GAGAAACTTCCGTGCATGAAGGTTTC 
CTCCTTGACTCGGCAGCAGCGGCC 

CCAAGTAGGTTTTAACTCTGGTATGG 
TCTCGTGTTTTCATTTGTTGTGCA 

GTTCCCACGGAGCTGACTTCTCCGG 
GGTGCCTGTGCCCTACATTAAACCC 

CCGTAACTCCGACAAACGCAGAACTT 
CTTGAGGCTTTCTTCTTCTAAGGA 

TCTGGACCCTGCTTGGGTTCACAGCA 
TTGGTGGAGGTAAGTAGTATTCTC 

GAAGAGGAAGCTCATCCGAAGTCTTC- 
CGACAGAGTGAGCCGTCATGCCCG 

AGTGTGTATTCTTGATGTTTATTGGCT 
CATGTGGACAGAAATGTACAGGG 

AGATGAGGCTGCTCTGAAGATTCAGT 
AATTAGG ATGGACAGTCAG CTACT 

TGGGCTTTGGGGTTCAG 1 1 IGI IACC 
TTTG GAG ACTTATTTAATGAAAC C 

CAGTGGTTCCTGAGAGAATCTTAGTT 
CAAAGGACTGCCCCCGCCAACCCC 
ACCGCCAAAGCCAATCATCCACTTTC 
AGTACTTACCTAACCAATCTCCCA 
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Hs 279067 

119. 9UVf 


AW063730 
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rih mininn 
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Hs 279069 


AW063239 


5587 


rih mininn 
uu it in iiny 


Hs 279070 


AW063242 - 


5588 


db mining 


Hs.279071 


AW063246 


5589 


db mining 


Hs.279072 


AW063252 
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db mining 


Hs.279087 


AW063267 
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db mining 


Hs.279073 


AW063271 
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db mining 
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db mining 
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db mining 
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db mining 
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db mining 
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db mining 
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AW063552 



Table 8 

5886286 wv74c06.x1 cONA, 3' end 

/done=IMAGE:2535274 /done_end=3' 

5904386 wy81g04.x1 cDNA, 3' end 

/clone=IMAGE:2554998 /clone_end=3' 

5913245 wz25f04.x1 cDNA, 3' end 

/done=lMAGE:2559103 /done_end=3' 

8887051 TN0103 cDNA, 3' end /done_end=3' 

88871 69 TN0257 cDNA, 3' end /done_end=3 l 

8887202 TN0786 cDNA, 3* end /done_end=3* 

8887204 DP 1003 cDNA, 3* end /done_end=3' 

8887205 TN0974cDM,3 , end/done_end=3* 

8887207 TN031 1 cDNA, 3* end /done_end=3' 

8887208 TN0312cDNA,3'end/done_end=3' 
8687240 TN0359cDNA t 3 , end/done_end=3' 
8887245 TN0360 cDNA, 3' end /done_end=3* 
8887259 TN0377 cDMA, 3' end /done_end=3' 
8887055 TN01 07 cDNA, 3* end /done_end*3' 
8887084 TN001 8 cDNA, 3* end /done_end=3' 
8887067 TN01 38 cDNA, 3* end /done_end=3' 
8887071 TN0358 cDNA, 3' end /done_end=3' 
6887077 TN0149cDNA,3'end/done_end=3 , 
8887092 TN0331 cDNA, 3' end /done_end=3 t 
8887096 TN01 56 cDNA. 3' end /done_end=3* 
8887099 TN0792 cDNA, 3' end /done_end=3* 

8887124 TN0185cDNA,3 , end/done_end=3' 

8887144 TN0230cDNA,3'end/done_end=3' 

8887150 TN0236 cDNA, 3' end /done_end=3' 

8887152 TN0238 cDNA, 3' end /done_end=3' 

8887289 TN0725 cDNA, 3* end /done^end=3' 

8887295 TN0979 cDNA, 3* end /done_end=3' 

8887308 TN0746 cDNA, 3* end /done_end=3' 

8887309 TN1 085 cONA, 3' end /done_end=3 f 
8887365 TN0121 cDNA, 3' end /done_end=3' 
8887373 TN0922 cDNA, 3' end /done_end=3* 
8887395 TN0949 cDNA, 3' end /done_end=3' 
8887406 TN0961 cDNA, 3' end /done_end=3' 
8887411 TN0354cD^lA,3 , end/done_end=3 , 
8887434 TN0113 cDNA, 3' end /done_end=3' 
8887446 TN1012cDNA t -3' end/done_end=3 t 
8887471 TN1054cDNA,3 , end/done - end=3* 
8887483 TN0243 cDNA, 3' end /done_end=3' 
8887489 TN 1 055 cDNA, 3' end /done_end=3' 
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-1 CAGGATGTTATTGACAGG GTGGCCTT 
TGTGATTCCTCCGGTGGTGGCAGC 

-1 G C C ATTTCATTTG CTGTGTG GTTAGA 
CTTCCAGGAGGCTGTTTAGCTCTA 

-1 CCTTTGTGAAAAGTCACCTGTGACTG 
TCAGGGGTATGCTATGGG CCTTTT 

-1 GATCCACTTTGGGGTTCGGCGGCAG 

ATTATTCCGCTGGTAGAGCCGGATG 
-1 AATAAGGGACTCATTCATTATGCAGC 

AAATGTTGTTTGTTATTGGCTTGC 
-1 CTTCATGGTCTCCAGCCAG GACTCCA 

TCAGCGCCACGGCTTCATCCGAAC 
-1 TTGATGCTCATCATCTGCTCGAGGTG 

ATTGATGCCAGGTTGACGCACCAT 
-1 TCCTTTGGATAAGGTCCAAAACCTGT 

AAC AC ATGACCCTCAG AG C CCTTT 
-1 CCCGGCGACTTCACCACCCGCTATCT 

GGGCACCAAAGACTATATCTAGAT 
-1 CGCAATAGTCCTCGACAAGTCGCCAA 

CCCTCCCACTTCGGTCGATCAGCT 
•1 CGTCGGGTACCTCGCCGATAAAATC 

GCTGATGGCCTGGTCGATCCTGAAG 
-1 ATCTTATCCCTCTGTTACTCAATGTGA 

GTGCATACTTTACATTGCCTACT 
-1 G GTCCTTGAAG ATGACGCGGATGAT 

CGAGGTCTCTGCGCCGTAGGCGATG 
-1 ATGATGAAGCTGCTGTCCAACGCCTT 

CGTCTGCCAGTTTCTGCTGGTGTG 
-1 TCCTTGCCAGAG CCTTCGG GTTCTAC 

GATTTGATCGACGACGCTGGTGTC 
-1 TCGAACATGGGCAGCTCCGTTTCAAG 

ATGGCTCAAGACTAGCGGATTGGG 
-1 AGTGATAGAGACCAAAGACTGCTTTT 

TAATTTTGTGGGGGAGGGGGTGGA 
-1 CGGGTCACTCATGTTGGCTACTAACC 

CTTTTCGTGCGCCGGGCATTCTAG 
-1 CTTGTC CTTGATCGCTTC CTTCTCTG 

CAAGGGAGAGCTTCTGGACCTTCA 
-1 CTTGTTTGACATCAGCG C C ATCTCGA 

CAGCGTATTCCGCTATGACTGTTT 
-1 C ACGAAG CCTTCGATCAGTTGCAGCA 

CGCGGCCAGAGCGGTCGATAGAAC 

-1 CATTTTGCCATCTGCGAGCATCTGGG 

TATTGACATGATCCCCAGTGGAGC 
-1 CACCAAGCTGGTCAACATCCAGGCG 

AATGGCTATTACGTGGATGAGATCA 
-1 TTGCTGATACGGCCTTTGATCATGTT • ■ 

TTCAACGATGTTTTCCGGCTTGCC 
-1 CCTCGACAAACTAAATGTTGATTTGA 

ATTG GCCTGTTATCATCTTGATCAC 
-1 GTTTCAGATCGGGCCGCTCCCGCCG 

GGTACCTATAGCGGAATCGAATTTC 
-1 GAAAACAGAAATGATGCTCGGCACAT 

TCTCGTCCAGCACCTCGGCAACGG 
-1 AACTGTATTCGATCACCGTGGCGCTG 

ATGGTGTCAGCAGTCGCCTTGTTC 
-1 AGTTGACATATAACCCACTTTACATAC 

ATTCCAAAATTGCGAGTAGTGAGT 
-1 ATATCGTACCGAGAAACTAGTGCGGA 

TATCTGACCAGGTATGGCGGTTGG 
-1 GTGGATGACCTGATCCAGGTCGGCC 

TGATCGG CCTGACTGATGAGCTGTC 
-1 ATGATGACCAGATGCTCTGGCACCGT 

GTCGAGTTCGAGGATGCCGACATT 
-1 GATCTGGGACGCATGGCCGAAGCTG 

AAAAGCTGGCTGTAGAAGACCTCGA 
-1 AACATG GCAATATTTATTGGTC CTAAT 

ACTGTC ACTG GCAAGGTTG GTGT 
-1 GAGGCAGAGGTGTAGCGAGTCCAGG 

CTCTCTTCGAACGTTGCACCCGACG 
-1 GTCCCACACGTTCGGCCCTGACTCT 

GCTGTGTTCGACGAGGACAATCTCG 
-1 CATGACGTTGTGCTCGACACCCCAAC 

AGATCACGTAATCAGCCTGGTGGA 
-1 TAGGCTATAGAGATGTGAGGGATTAT 

TATTAGTCACACCTCTAGTCATGCC 
.1 GGCTGCCGGATGTGTAGGTCTTCCC 
■ ATGTTGTGAAGTAACGGTGCTCCAC 
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5611 


db mining 


Hs.279109 


AWD83556 


5612 


db mining 


Hs.279110 


AW063561 


5613 


db mining 


Hs.279090 


AW063572 


5614 


db mining 


Hs.279111 


AW063598 


5615 


db mining 


Hs.302424 


AW063600 


5616 


db mining 


Hs.279124 


AWD63609 


5617 


db mining 


Hs.279113 


AW063630 


5618 


db mining 


Hs.279114 


AW063635 


5619 


db mining 


Hs.279125 


AW063652 


5620 


db mining 


Hs.279116 


AW063678 


5621 


db mining 


Hs.279117 


AW063709 


5622 


db mining 


Hs.279118 


AW06371B 


5623 


db mining 


Hs.279119 


AW063746 


5624 


db mining 


Hs.279120 


AW063778 


5625 


db mining 


Hs.279121 


AW063780 


5626 


db mining 


Hs.279123 


AW063833 


5627 


db mining 


Hs:279138 


AW063909 


5628 


db mining 


Hs.279126 


AW063951 


5629 


db mining 


Hs.279174 


AW063977 


5630 


db mining 


■ Hs.279128 


AW064020 


5631 


db mining 


Hs. 2791 30 


AW064046 


5632 


db mining 


Hs^79084 


AW064052 


5633 


db mining 


Hs.279825 


AW064053 


5634 


db mining 


Hs.279131 


AW064060 


5635 


db mining 


Hs.279135 


AW064084 


5636 


db mining ■ 


Hs.279136 


AW064098 


5637 


db mining 


Hs.302426 


AW064100 


5638 


db mining 


Hs.279175 


AW064121 


5639 


db mining 


Hs.279139 


AW064129 


5640 


db mining 


Hs.279140 


AW064136 


5641 


db mining 


Hs.279106 


AW064157 


5642 


db mining 


- Hs.279141 


AW064160 


5643 


db mining 


Hs.279142 


AW064161 


5644 


db mining 


Hs.279143 


AW084166 


5645 


db mining 


Hs.279144 


AW084175 


5646 


db mining 


Hs.279824 


AW064185 


5647 


Table 3A 


NA 


AW064187 


5648 


db mining 


Hs.279146 


AW064189 


5649 


db mining 


Hs.279145 AW054194 



Table 8 

8887493 TN1 059 cDNA, 3* end /ctone_end=3 f 

8887498 TN1066 cDNA, 3* end /done_end=3' 

8887509 TN1079 cDNA, 3' end /ctone_end=3' 

8887535 DP0133 cDNA, 3' end /done_end=3' 

8887537 DP0925 cDNA, 3* end /done_end=3* 

8887546 DP0922 cDNA, 3' end /donej3nd=3' 

8887567 DP01 54 cDNA, 3' end /done.end^S 1 

8887572 DP0774 cDNA. 3' end /done_end=3' 

8887589 DP0189cD^IA,3 , end/done - end=3 , 

8887615 DP0229cDNA t 3 , end/done_end=3' 

8887646 DP0336 cDNA, 3' end /done_end=3* 

8887655 DP0314 cDNA, 3' end /done_end=3' 

8887683 DP0347 cDNA, 3' end /done_end=3' 

888771 5 DP0954 cDNA, 3' end /done_end=3* 

8887717 DP0388 cDNA, 3' end /done_end=3' 

8887770 DP0756 cDNA, 3' end /clone_end=3' 

8887846 SP0953 cDNA, 3' end /done_end=3' 

8887888 DP0986 cDNA, 3' end /done_jend=3' 

8887914 DP1 01 9 cDNA, 3' end /done_end=3' 

8887957 DP1 073 cDNA, 3' end /done_end=3* 

8887983 SP01 53 cDNA, 3' end /ctone_end=3' 

8887989 SP0159 cDNA, 3* end /done_end=3' 

8887990 SP0992cONA,3'end/done_end=3' 
8887997 SP0638 cDNA, 3* end /clone - end=3 , 
8888021 SP061 2 cDNA, 3' end /done_end=3* 
8888035 SP0575 cDNA, 3' end /ctone.end^' 
8888037 SP0684cDNA,3 , end/cion9__end=3» 
8888058 SP0554cDNA,3 , end/done_end=3' 
8888066 SP0696cDNA l 3 , end/ctone_end=3' 
8888073 SP0570 cDNA, 3' end /done_end=3' 
8888094 TN1014 cDNA, 3' end /done_end=3' 

8888097 SP0594 cDNA, 3* end /done_end=3' 

8888098 SP0595 cDNA, 3' end /done_end=3' 

88881 03 SP0805 cDNA, 3' end /clone_end=3' 

8888112 SP0615cDNA,3 , end/done - end=3' 

8888122 SP0530cDNA,3 , end/done_end=3 , 

88881 24 (One single EST, artifact 7) SP0632 
KRIBB Human CD4 intrathymicT-cell 
cDNA library cDNA 3', mRNA sequem 

8888126 SP0634 cDNA, 3' end /done_end=3' 

88881 31 SP0633 cDNA, 3* end /done_end=3' 



TGCCCTGTATAGTGTTGTAAAAATTA 
GAATGTTTCACCCAAAC CATCTG G 
GTCTTTCGAATCGCTCTTTAGCTCGT 
GCG GGCTGTTGTCCCACTTGTTGG 
CTATGCGCTGCGCTACAAGCTGGAC 
CTGTATTCGGAC7TCAGCTACTACC 
TTCGAAGCGACGCTGCGTGCG CTGC 
TC GTCCAATTG CAG CATG GATAAG G 
CCTTCCGCTGTCCCTTCAGTAGCTGT 
TTCTGTTCCCTGACGCCCACTTCT 
CAATGGAGCGGCTGATGGAGATCAC 
CCACGAGATGCAG GACGAAGGCGAG 

TCATTCAGTCTGAGTAGGAGGAAAGA 

GGACAGGTTGTTGGAGAGTTGGTT 

TAATTGCCGCTGAAGCACGAATCCTC 

GAAATGCGTCACCTTCGGATTGAC 

AAATGTG GTGACAAAGTAC CAG CAAG 

AACTGGACTGTGTTTCTGGAGCCT 

GTTCATCGTCTCG CGTCGCAAGAAGT 

AAGGGCTAGGCCATGACTCGTTCG 

CTCTTGGCAGCCCTGCTCTCGTGGG 

TCAGCATCGTCGCGTGCTCC GGTG G 

GTGCTCGCTGAGCTGGTCCAGAAAT 

CCGTCGACTGAGGCGATGGCGGCTG 

CATGAACAAGGGCCG GATCATCCTG 

ATGCCCAACACACTGGACTTCGGTG 

CACCCGTTGTAGGCGACGAGCGTGA. 

ACGAAAACGTGTCGGACGGCTTGTA 

CATATGCGGCTGTGCCATAGCCGGA 

TGTTCTTCGTGCGTGCCTACCCCCG 

TTCTTTCCGTCGCGCATCGGAATGCG 

AAACTCGTACTTCGTGTAGAACTC 

GCCAG G GGCTTTATCACTTCCATGG C 

CGCAG CGATGACCAGGTCAAGCTG 

CGCCGACCAAGCTTACCGACTTCTCG 

CCGATCTACTGCGACGAAGAAGGC 

GGTAGTGACGTGCTGAATGACGGTG 

CCGTCCATCATCGGGTCGGAGTAAG 

TTCAGGACTCGTTTCACGTAGG CAAC 

GCTGTCTAAAGTTCCCAAGGGA7T 

CTCTTTACCCGGAAACAGGTTG GGGA 

GATGACACGCAGAAAATCATACGC 

CTTTGGATATATCGAGAAAGGCCAGG 

GCCTGAACAAGGAAAGCTTC CAGG 

AAG G CTGGTCAAGAATCTTGAGACG 

GAATTGCACAGTCTCGGCGTGATCC 

GATCGATTCGGGGGTGACATCGGCG 

CTGAG CACCATCACCGGAACATAAG 

CTGAGATCACCCTGAACACCGACAAG 

GACGAGATCGCAGTCTGCAACCTG 

CTGAAGGCTTTGGCGACAACCAGGT 

CTATCCGTTTGAAATTGGCGAGAAC 

TCTTGTGCCAGCACGTCTTGCTGATA 

GCCGATGAATCGCGTCCCTTTGTC 

GAACTCCTCAAGGAAATAGTCCACCG 

CCTGCTGCTTGGACGCTGCCAGTT 

GTGACCTCGGGGTCCCCCTTGGTGA 

GGGTGCCGGTCTTGTCGAAGACGAC 

GTGTTCGGGCTTCATGTCGCCAACAC 

CATCGGCACTGGCATCATCGATCC 

AGGTTGATTTCCACTTCCTCGGG AG G 

TTTCGCCACCTCTTCGCCTTTGAG 

GTTAGCTTCCACGCTTTATCTCCTGC 

TCTGAGTGTGTACCCGCGCTGCTC 

TTAAAGTGGTAAGGGAGGTTTCTACT 

CCTGG GGAAACATTAAAGTACCTT 

CTTTCTCCGACTTCGAGATCTGCCCG 

TGGTCGAGATCGTGGTAGATGATG 

AACTG GATAGAG CACGAGCCTTCTAA 

GCTTGGAGTTGCAGGTTCGAATCC 

GAAGATCGGCGCAACGAAGACCGCT 

TCCACTTCATCAACTG G AC C AAGAA 

TGCTTCTGTGACAGATTAGCTTACAT 

CTTACCACCTCACCGAGAAGAGCT 



AGCTCAAGAGCTTCCGCGACGTACC 
CAGCAAAGTAACGCTCGACGAATGC 
ATCGAAGACGTGATGCTGAACCTTTG 
GGCGAAGGCCGAGAAGGAAGGCAA 
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5650 


db mining 


Hs.279147 


AW064201 


5651 


db mining 


Hs.279132 


AW064208 


5652 


db mining 


Hs.279148 


AW064218 


5653 


db mining 


Hs.279826 


AW064223 


5654 


db mining 


Hs.279149 


AW064250 


5655 


db mining 


Hs.279150 


AW064255 


5656 


db mining 


Hs.279134 


AW064258 


5657 


db mining 


Hs.279151 


AW064272 


5658 


db mining 


Hs.302427 


AW064275 


5659 


db mining 


Hs.279153 


AW064284 


5660 


db mining 


Hs.279156 


AW064319 


5661 


db mining 


Hs.279157 


AW064320 


5662 


db mining 


Hs.279164 


AW064343 


5663 


db mining 


Hs.279159 


AW064348 


5664 


db mining 


Hs.279161 


AW064375 


5665 


db mining 


Hs.279162 


AW064377 


5666 


db mining 


Hs.279163 


AW064378 


5667 


db mining 


Hs.279168 


AW064424 


5668 


db mining 


Hs.279165 


AW064433 


5669 


db mining 


Hs.279166 


AW064445 


5670 


db mining 


Hs.279823 


AW0S4450 


5671 


db mining 


Hs.279167 


AW064452 


5672 


db mining 


Hs.279169 


AW064468 


5673 


db mining 


Hs.279155 


AW084473 


5674 


db mining 


Hs.279170 


AW064478 


5675 


db mining 


Hs^79171 


AW064479 


5676 


fin m in i n n 

uw 1 1 iu ill iy 


Hs 279158 


AW064487 


5677 


db mining 


Hs.330544 


AW064490 


5678 


db mining 


. Hs.279160 


AW067725 


6679 


db mining 


Hs.279129 


AW067742 


5680 


db mining 


Hs.279133 


AW067752 


5681 


db mining 


Hs.279154 


AW067760 


5682 


Table 3A 


Hs.89433 


AW071894 


5683 


Table 3A 


Hs.299581 


AW073707 


5684 


db mining 


Hs.243286 


AW075809 


5685 


db mining 


HS.277714 


AW075814 


5686 


db mining 


Hs. 244 046 


AW075894 



Table 8 

8888136 SP0650 cDNA, 3' end /done_end=3» 

8888145 SP0656 cDNA, 3' end /done_end=3' 

8888155 SP0732 cDNA, 3' end /done^end^' 

8888160 SP0676 cDNA, 3' end /done_end=3' 

8888187 SPIOIScDNA.S'end/done.end^' 

8888192 SP01 05 cDNA. 3* end /done_end=3' 

8888195 SP0717cDNA,3 , end/done_end=3' 

8888209 SP0130 cDNA, 3' end /ctone_end=3' 

8888212 SP1065 cDMA, 3' end /done_end=3' 

8888221 SP0755 cDNA, 3* end /done_end=3' 

8888256 SP1 055 cDNA, 3' end /ctone_end=3' 

8888257 SP1 045 cDNA, 3' end /ck>ne_end=3' 
8886280 SP0916 cDNA. 3' end /done_end=3' 

8888285 SP1 044 cDNA, 3' end /done_end=3' 

888831 2 SP01 1 5 cDNA, 3' end /ctone_end=3' 

8888314 SP1 066 cDNA, 3' end /done_end=3' 

888831 5 SP0966 cDNA, 3' end /done_end=3' 
8888361 SPlOSecDN^end/done^endsS' 
8888370 SP1 030 cDNA, 3' end /done.end=3' 
8888382 SP1042 cDNA, 3' end /done_end=3 , 
8888387 SP1048 cDNA, 3' end /done_end=3' 
8888389 SP1069 cDNA, 3*. end fctone.endsy 
8888405 SP1067 cDNA, 3' end /done_end=3' 
8888410 SP1072cDNA,3 , end/done_end=3' 

8888415 ■ SP1080 cDNA, 3' end /c!one_end=3' 

8888416 SP0147 cDNA, 3' end /done_end=3' 
8888424 SP1087 cDNA, 3' end /done_end=3' 
8888427 SP1090 cDNA, 3' end /done_end=3' 
8888472 SP01 1 0 cDNA, 3' end /done_end=3' 
8888489 SP01 50 cDNA, 3* end /done^nc^' 
8888499 SP0141 cDNA, 3' end /done_end=3' 
8888507 SP01 22 cDNA, 3' end /donej3nd=3' 

6026892 ATP-binding cassette, sub-family C 
(CFTR/MRP), member 1 (ABCC1), 
transcript variant 1 , mRNA 
/cds=(196,4791) 

6028705 xb01h03JdcDNA,3'end 

/done=tMAGE:2575051 /done_end=3' 

6030807 xa85g05 jrf cDNA, 3' end 

/done=!MAGE:2573624 /clone_end=3' 

6030812 xa85h03 jd cDNA, 3' end 

/clone=lMAGE2573621 /done_end=3' 

6030892 xa81c04.x1cDNA,3 , end 

/done=IMAGE:2573i90 /done_end=3' 



-1 CGATACCCTCACTAGACCTCGGATCG 

AAATAAATCAGAGCGATCACATCG 
-1 GGGGATACACACCCCACAAGCCTTC 

CTGCGGCTTCATCACGGTTACCACC 
-1 GATCTTGGTGAGAAGCTCGGTCATGT 

AGAAGACCTCGCCCTGGGACACTA 
•1 ATTTTATCGCCAGCTACGTCGGCATT 

GGTCAGGACGACCTGAAGGGGAAT 
-1 TGATGCGG AGAG CGAGGTAGATCCC 

GGCGGAGTTTTCGTCGATGGGAAAG 
-1 GTACACTTCCTGGATCTGATCCACGA 

GGTAACGAGCGAGAGTGGTGATAC 
-1 GTGACTTCATGCTCGGGGTTGAGCTT 

GGCGTCCACCACCTTTTCCCACTC 
-1 CCGGTGTCCTTGATCAGCTTCAGCAG 

TGGCTTGACGTAGATG CGGGTCGG 
-1 CATCAGTGTTTCTCCTGCTGGGACTG 

TTGCATGTGGTG CATCACGGTTTG 
-1 GCGAGGCGAAACATAGCTTCCATTGT 

GTCTTTTCTCCTTATGCGTCTTGC 
-1 AATGAGACCCGCCGTCCCTGGAGAT 1 

GAAGATGTCGTCCGACTCCGTCCAC 
-1 CGGATGTTGTCGTTCCAGAACGAAG 

GATCGGCCTCTTGGGCCTGGATTTC 
-1 GGCACCGACTTGGGCCTGAGAGAGG 

CGCAGGTCATCAATATAGAATCGGG 

-1 CCATGCTGAACTTGGCCAGGTCCTTG 

ACGGCGGTGTTTTCCGACAGCACC 
-1 CGCGATGATCTCGTCCTTCGGCATG 

GCGATGCGCTATTCCTTCGACATGG 
-1 GCCCATTGACCGTATCGCGTCATCTT 

GCTG GCATTTCTAAGAAAATACC G 
-1 TGAAACAGGGAAAAGCCAGGAAGAT 

CTCCGGTTCCACGTCCAATTTGTAC 
-1 CAAGAATGACGGAAAAATCCGTGAGC 

ACAAGG CAAAGGCTTGCCGTGTGG 
-1 GACTTGATCACAACCCGATCCGTAAC 

GACGTATTGGAGCCACTCGAACAA 
-1 CTTCTCGCCGTAACTTTTCCGCCGAG 

CACGCTAC GCACGTAGGTGTTGTG 
-1 TCGACTACGACTTCAACTTCCCCAAA 

CGGTGGGAGAAG CGAG CTTGAGGC 
-1 AAGTTGATCAGATCACGGG CC ACG C 

CTG CAACCAGAGG CTTGTCATCGTC 
-1 TGATCTGATTGTGAGGAGAGTGGAGA 

AGGTGGTATAGAAGCTGAAAGGGT 
-1 CTTCATGCTC GAGAAGAAAATG CTCC 

GTGCCTCCGACGACGCCACCATCG 
-1 CAGATG GTCACGAGACGCTTGTCCG 

TGATGTCTTCCGTCAGCGTGCAGAG 
-1 TGATGGATTTGGAAAGTGTTATTCTG 

TTTGACTTCTCCCTGCTCTGCTCA 
-1 TTGAACGG6TATAGCCACCAAG GCAT 

TGGCTGCAAAGTCGGGCAAAACTT 
-1 ACTGTGTATTGATGAGTATCTGATGC 

CTATAACATCTGTAGGAGG CTACA 
.1 GTACGAAGGTGGCGATGATGCGTTC 

GATCACCTCGGGGATTTCCTCGGCG 
-1 CGACCTTCGGCGTTTCCGCTTCGGAA 

CCCGTGAAGGCGTTCTTCACTTTG 
-1 ATTCGCTGGCAACATAATTACCAGAC 

TCACATCGAACGAAGCTCGGTTCC 
-1 TGTTCGTTGCCATCCTTGTCGAGGAA 

CATCTCGCTTTCCAGTTCCGCCTG 
-1 TTTG G G G G ATCCTTTTGTAATGACTT 

ACACTG GAAATG C GAACATTTG C A 



-1 GGACAAGGGGCACCCGGATTATATTT 
CCCACCAATCCTAATCCTAAACCC 

.1 TGGAGCTTATTTTGGAGAACTGTCAC 
CATTTTATCCCAGTTGGCAATTTT 

-1 ATTATGGGTAAGGCTTGGGCTTGTTC 
CCACATGTTAACCAAATGGCCTCA 

-1 GGGAGGGCCAAAGAAATCTTTTTCCC 
GTTTCAAATTATGTTCCCCAAAAA 
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5687 db mining 

5688 db mining 

5689 db mining 

5690 db mining 

5691 db mining 



5692 db mining 

5693 db mining 

5694 db mining 

5695 db mining 

5696 db mining 

5697 db mining 

5698 db mining 

5699 Table 3A 



5708 Table 3A 

5709 Table 3A 

5710 Table 3A 

5711 Table 3A 

5712 Table 3A 

5713 Table 3A 



Hs.329433 AW075905 

Hs.329434 AW075921 

NA AW075929 

Hs.265634 AW075948 

Hs.277716 AW075986 

Hs.241982 AW076004 

Hs.257711 AW076027 

Hs.277717 AW076038 

Hs.241983 AW076068 

Hs.277718 AW076075 

Hs.242605 AWD76083 

Hs.329436 AW076127 

Hs.244816 AW078847 



5700 Table 3A Hs.245616 AW080951 



5701 Table 3A Hs.176498 AW081098 



5702 Table 3A NA 



AW081232 



5703 Table 3A Hs.295945 AW081320 



5704 Table 3A Hs.120219 AW081455 



5705 Table 3A Hs.277738 AW082714 



5706 db mining NA 



AW088500 



5707 Table 3A Hs.243457 AW1 02838 



Hs.341908 AW117189 

Hs.3642 AW130007 

Hs.248367 AW131768 

Hs.203608 AW131782 

Hs.335449 AW1 36717 

Hs.8121 AW137104 



Table 8 

6030903 xa81d05jd cDNA, 3' end 

/done=lMAGE:2573193 /done_end=3' 

6030919 xa81fD4jc1cDNA,3 , end 

/done=IMAGE:2573215 /done_end=3' 

6030927 xa81g05jc1 NCI CGAP CML1 cDNA 
done IMAGE:2573240 3\ mRNA 
sequence 

6030946 xa82b03.x1 cDNA, 3* end 

/done=lMAGE:2573261 /done_end=3' 

6030984 xa82f05 cDNA, 3' end 

/done=lMAGE:2573313 /ctone_end=3' 

6031002 xa82n04.x1 cONA, 3' end 

/done=lMAGE:2573335 /done_end=3' 

6031025 he31c12jc1 cONA, 3* end 

/done=lMAGE:2920630 /done_end=3' 

6031036 xa83d08j(1 cDNA, 3' end 

/done=lMAGE-2573391 /done_end=3' 

6031066 xa84a02Jd cDNA, 3' end 

/done=MAGE:2573450 /done_end=3' 

6031073 xa84a10JCl cDNA, 3' end 

/ck>ne=IMAGE:2573466/done_end=3' 

6031081 xa84b10jc1 cDNA, 3' end 

/clone=IMAGE:2573467 /donejsnd^' 

6031125 xa84g01jc1 cDNA,3'end 

/done=IMAGE:2573520 /done_end=3' 

6033999 xb1 8g07 jcl cDNA, 3' end 

/done=tMAGE2576700 /done_end=3' 

6036103 xc28c10 XI cDNA, 3* end 

/done=MAGE2585586 /done_end=3' 

6036250 xc29a12j(1 cDNA, 3' end 

/done=IMAGE:2585682 /done_end=3' 

6036384 XC22e08Xl NCI_CGAP_Co19 cDNA 
done [MAGE:2585030 3' similar to 
SW:RS1A_HUMAN P39027 40S 
RIBOSOMAL 

6036472 xc30f12jc1cDNA,3 , end 

/done=IMAGE:2585807 /clone_end=3' 

6036607 XC31C07JC1 cDNA,3'end 

/done=MAGE:2585868 fclone_end=3' 

6037866 xb61fD7j(1 cONA, 3* end 

/done=lMAGE2580805 /done_end=3' 

6044305 Xd10a04jc1 NCI_CGAP_Ov23 cDNA 
done IMAGE:2593326 3' similar to 
SW:BAT3 HUMAN P46379 LARGE 
PROUNE- 

6073449 xd38h1 2 jc1 cDNA, 3' end 

/done=IMAGE:2596103 /done__end=3' 

6085773 Xd83f08.x1 cDNA, 3' end 

/done=lMAGE:2604231 /done_end=3' 

6131612 RAB1, member RAS oncogene family 
(RAB1), mRNA /cds=(50,667) 

6133375 MEGF11 protein (MEGF11), mRNA 
/cds=(1 59,3068) 

61 33389 PMO-UT01 03-3001 01 -00241 2 cDNA 

6140850 Ul-H-BI1^adm-a-03^)-Ul.s1 cDNA, 3' 
end /done=MAGE:2717092 
/done_end=3' 

61 41 237 Notch (Drosophiia) homolog 2 

(NOTCH2), mRNA/cds=(12 t 7427) 



-1 
-1 
-1 
-1 



PCT/US01/47856 



TTACCCCAATGCTTTTG CCCCGGTG G 
CCCAGTTTGTAAATTGGTTTGATT 

CCCCCCTTGGCAG GTTAATTGGTGTT 
TAAGGAACCCTCCAGGGTGGGGGG 

CCCCCCAGTTTTAATGTTAGGGGGAA 
GGGATTTAACCCCTTATTTAAAAAA 

CTATCACCCTTGATATGAAATTCCAG 
AATTTTCTGTGATACCACATGGCC 

ACTCCGGGCCTTAATGGATTTGGCCT 
GTCCTCAAGAATGGTAATTATGAA 

ACGTG GTTTCAGTCCTTAGCACCGTG 
GTATTGACATGACATCAGTTGCAA 

CACAACTTGCTGTTCACGTCTTTGGG 
GTGTTTTCCATTCCTAATAGATGG 

AAACCCGTCCTCCATTATAATTACCTT 
TCAAAGGGCAAGTCAAAAGTTGT 

AAACAGCACAACATGAGTGTTTCCTA 
C CAC ATCAATTTTAATGAAGACAC 

CGGAATCGGGTTTCCATTGGACCCCA 
AAAATTTCCCTTTGGGCTTCATGA 

TGAG GATAGAAGCAGCCTTTTATATT 
TTTGTGTGGTAAAGCAAATTGGCA 

GGGGCAAATTTCAAGGGACCTCCCC 
AAAGGGGGTGTTTTCCCTGGATGGG 

AAACAG GAAGGGGGTTTGG GCCCTT 
TGATCAACTGGAACCTTTG GATCAAG 

ACTCTTTGTC 1 1 1 1 ! AAGACCCCTAAT 
AGCCCTTTGTAACTTGATG GCTT 

CCGGCTGCCTCCATCCCAGAAGAGT 
GCGCAGAGAATTAAATCTAGATATT 

GGGATGTAATACATATTTFTCCAAATA 
AAATGCCTCATGGGCTTTGGGGC 



AGAACCCGTATTCATAAAATTTAGAC 
CAAAAAGGAAGGAATCGAACCCCC 

AGTTAGTATACAGCCAGAACAGCCAA 
GCCTCAATTCTTGTACCTTGTGTC 

CCCTGATCCTCTGTAGGGAACTTCCT 
TTTCTCTAATCCTAGATCTTTTCA 

GAGG CATCAGAGGTTCAG G AGAGTT 
ACAGGCAGCAG GTGCGGTATAATAT 



TCTGGAAGGCATTAATTCTTGAA 

GCTTTGCCTCTCGGAGGAGTCAAAG 
GGGCAGTAACTGTATGGGGTGAGAG 

GCTCCCGAATATTGTAATTTGTTGCC 

CCCTATGTACCCAACCCCCTGAAA 

AGGAAGTATGAGAGTTCTGAAACCCT 

TGATAGAAACTGGAAGCCTGCCAT 

GACATAGGGTTG CAGTAGTGAGTGG 

GCATCTGTTCTCAGAAGGCAGTGCC 

TTCTGGCCTTGTTCACCTAGAAACGC 

TATTTCCTGTGTTATGGTTCTGGC 

GCTCTGGGAAAGAGACAGGGAAGTC 
TG GAATG GAAAAGAACAC GATGAGA 
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5714 Table 3A Hs.12035 AW137149 

5715 Table 3A Hs.342003 AW1 38461 

5716 Table 3A HS.24513B AW139918 

5717 Table 3A Hs.276718 AW148618 

5718 Table 3A Hs.891Q4 AW148765 

5719 Table 3A Hs.248657 AW1 50084 

5720 Table 3A NA AW1 50085 

5721 Table 3A Hs.265838 AW150944 

5722 Table 3A Hs.301104 AW151854 

5723 Table 3A Hs.337727 AW161820 

5724 Table 3A Hs.299987 AW1 66001 

5725 Table 3A Hs.81248 AW166442 

5726 Table 3A Hs.169738 AW172306 

5727 Table 3A Hs.8991 AW172850 

5728 Table 3A Hs.143525 AW173163 

5729 Table 3A Hs.38664 AW188135 

5730 Table 3A NA AW188398 

5731 Table 3A Hs.252989 AW191929 

5732 Table 3A Hs.203755 AW194379 



5733 Table 3A 

5734 db mining 

5735 db mining 

5736 db mining 

5737 db mining 

5738 db mining 

5739 Table 3A 



Hs.253151 AW195119 

Hs.253154 AW195169 

Hs.330019 AW195270 

Hs.253167 AW195284 

Hs.253168 AW195300 

Hs.253169 AW195313 

Hs.253384 AW204029 



5740 Table 3A Hs.253502 AW205624 



Table 8 

6141282 602122419F1 cDNA, 5' end 

/clone=lMAGE:4279300 /donej^S* 

6142779 UI-H-BI1-adg-e-0frO-Ul.s1 cDNA. 3 1 

end /done=lMAGE:2716882 

/done end=3* 
6144636 UI-H-BI1-aee-d-05-0-Ul.s1 cDNA, 3' 

end /done=lMAGE:2719136 

/done^end^' 
6196514 601473284T1 cDNA, 3' end 

/done=lMAGE3876165 /donej3nd=3' 

6195661 602590917F1 cDNA, 5* end 

/done=IMAGE:4717348 /done_end=5' 

6198076 xg36f03jc1cDNA,3 , end 
/clone=IMAGE:2629661 /done_end=3' 

6198077 xg36fD4.x1 NCI_CGAP_Ut1 cDNA 
done 1MAGB2629663 3* similar to 
gb:X65018 PULMONARY 
SURFACTANT-ASSOC 

6198842 xg42e09jc1 cDNA,3*end 

/done=lMAGE:263024B /done_end=3' 

61 99839 60231 3002F1 cDNA, 5' end 

■ /done=lMAGE:4422480 /done^eno^S 1 

6300853 au70hD3.x1 cDNA,3'end 

fctone=IMAGE:2781653 /done_end=3* 

6397526 xf43e1 1 .xl cDNA, 3' end 

/done=IMAGE:2620844 /done_end=3 f 

6397967 CUG triplet repeat RNA-bindlng 
protein 1 (CUGBP1), mRNA 
/cds=(137,1585) 

6438254 xj37a08 Jd cDNA, 3' end 

/ctone=IMAGE2659382 /done_end=3' 

6438798 adaptor-related protein complex 1 , 
gamma 2 subunit (AP1G2), mRNA 
/cds=(45.2402) 

64391 1 1 xj84b08.x1 cDNA, 3' end 

/clone=IMAGE:2663895 /done_end=3 f 

6462571 IL0-MTO1 52-061 100-501-e04 cDNA 

6462834 Xj98c03jc1 NCI_CGAP_Co18 cDNA 
done MAGE:2665252 3\ mRNA 
sequence 

6470628 xJ77c10.x1cDNA.3 , end 

/done=lMAGE:268Q722 /done_end=3' 

6473179 xm08h07JClcDNA,3 , end 

/done=!MAGE:2683645 /donejend=3' 

6474139 xn66b07.x1 cDNA, 3' end 

/ctone=IMAGE:2699413 /done_end=3' 

6474211 xn66h03.x1 cDNA, 3' end 

/done=IMAGE:2699477 /done_end=3' 

6474330 xn67c04.x1 cDNA, 3* end 

/done=IMAGE:2699526 /ctone_end=3' 

6474352 xn67d09xl cDNA, 3' end 

fctone=lMAGE:2699537 /done_end=3' 

6474368 xn67f12j(1 cDNA, 3' end 

/done=IMAGE:2699567 /done_end=3' 

6474381 xn67h05.x1cDNA,3 , end 

/done=IMAGE2699577 /done_end=3' 

6503501 UI-H.BI1-aen-d-02-0-UI.s1 cDNA, 3' 
end /done=MAGE2719899 
/done_end=3* 

6505098 Ul-H-BI1-afr-e-01-0-Ul.s1 cDNA, 3* end 
/done=lMAGE2722657 /dane_end=3' 



PCT/US01/47856 



-1 GGGTTACATTTGAGTCTCTGTACCTG 
CTTGGAAGAAATAAAAATACGTGT 

-1 CTGGGAATATGAAGCGAACGCCACA 
CACTAGAACGCGCCCTGGGAGCTGG 

-1 G CTGCTTTTGCCCATCCAGGTTTCCA 
CATCCTAATCTTTGCTTTTCTTGT 

-1 TGTAAATGTGGTTTGACTATTTCTGTA 
TGTCCCCATCTATTGATGAGGGT 

-1 TTGTTTTAACAACTCTTCTCAACATTT 
TGTC CAGGTTATTC ACTGTAACCA 

-1 ACATAAACTGTC C CTTTAG GAAGAAG 
CCCAATGCCCGATTTTGCCCTTTA 

-1 G GACAAGTGGCATCG GTACTATATTT 
CCCACCAATCCTAATCCTAATCCC 



-1 TATGTC CCTTTTTCTCCTCCCTTCCCC 
ATTCCCTGGCATCATATTGGGAC 

-1 CGCTGTCGCCTTAATCCAAGCCTACG 
TTTTCAC ACTTCTAGTAAG CCTCT 

-1 TGTGGGCTTGGTATAAACCCTACTTT 
GTGATTTGCTAAAG CACAGGATGT 

-1 CCGCCTGAAACGGGCATTTTGTAAAT 
GGGGTTTGACTATTTTTGTATGTC 

-1 ACTGGCAAATGAAGCATACTGGCTTG 
CAGGGACCTTCTGATTCAAGTACA 

-1 GAATTCGATTTGAGATCTGAGGGCAG 
ACCCGAACCAGGAAAGCAACTCAG 

-1 AATGCACCAGGCTGCCACCTGCACC 
AGTGGTTGCTACATGGGATAAGAAA 

-1 TATGATAG GATTCTCCACAGTGGCTT 
CCGACTCAGGCTCCAATGGACCAA 

-1 TGCTGTATGGGCAGGTTGTCTT ATTA 
TGTGATCAACAGATGTCCAGGAAC 

-1 ACCTC CAAGAACATC TG C CTTTGTTG 
AACGTGTTTATTACCTGTC CACTC 

-1 CCTTTTGCCCCTTAGCCCTTGGATAA 
TCCGGCTGGGAATGGGGGTGAGGG 

-1 CCCAAATAAGCTCTGTACTTCGGTTA 
CCTATGTACCTGTTACCACTTTCA 

-1 GCCACATGTCCTATTCTCACACAGGT 
GCTTTAATTTCAGCCCAGTCTCTA 

-1 CTTGAAGGGGCTTTGTTGGGTTTTTG 
GGGTTTTGGGTGGGACTCCCAAAG 

-1 GGGGTTTTAAAAATTTTCCCGATTTCA 
AAATTAATTTTCCGTTGCCCCCCGG 

-1 CCCCCTGG6GTTTTTGGGAATGAGG 
TAAGGCTTTG AATTTG GTTTG ATAT 

-1 ACATGCTTAGAGCTGGAGGCTTGAAA 
CCATAATCCCAATTAAGTGCTGTC 

-1 TGTTTGTCCAGGAAAAGGAAGAG GG 
GGAAATTAAAACCTTTCCGGTTAGT 

-1 GCACTGCTCCGTCTAGCTGTATGACC 
TTTGTTATGTTTC Mil CTTCCGT 

-1 CTTCAATCTGGGCTG GGCACTCCAC 
GCACATAATCGTCACTCTCGGAGGA 
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5741 Table 3A 

5742 Table 3A 

5743 db mining 

5744 db mining 

5745 db mining 

5746 db mining 

5747 db mining 

5748 db mining 

5749 Table 3A 

5750 Table 3A 

5751 Table 3A 

5752 db mining 

5753 Table 3A 

5754 db mining 

5755 Table 3A 

5756 Table 3A 

5757 Table 3A 

5758 Table 3A 

5759 Table 3A 

5760 db mining 

5761 Table 3A 

5762 db mining 

5763 db mining 

5764 db mining 

5765 db mining 

5766 db mining 

5767 db mining 

5768 db mining 



Hs. 330058 AW206977 



Hs.157315 AW207701 



NA 



NA 



AW236186 



AW236203 



Hs.330063 AW236208 



Hs.253747 AW236252 



Hs.253748 AW235271 



NA 



AW236345 



Hs.253820 AW237483 

Hs.342342 AW243795 

Hs.250591 AW262077 

Hs.250591 AW262272 

Hs.277994 AW262728 

Hs.61345 AW262891 

Hs.5652 AW264291 

Hs.122655 AW274156 

Hs.250600- AW291304 

Hs.47325 AW291458 



Table 8 

6506473 UI-H-BI1-afe-h-1 1-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:2723180 

/done_end=3' 
6507197 UI-H-Bl2-age-e-03-0-Ul.s1 cDNA, 3* 

end /done=lMAGE:2724172 

/done_end=3* 
6568575 xn70e07j(1 NCI_CGAP_CML1 cDNA 

clone IMAGE:2699844 3', mRNA 

sequence 

6568592 xn70h07.x1 NCI_CGAP_CML1 cONA 
clone IMAGE:2699869 3\ mRNA 
sequence 

6566597 xn71a06j(1 cDNA, 3' end 

/done=IMAGE:2699890 /done_end=3' 

6568641 xn71g08jc1cDNA,3'end ■ • 

/done=IMAGE:2699966 /done_end=3' 

6568660 xn72b03 jc1 cDNA, 3' end 

/done=IMAGE:2699981 /done_end=3' 

6568734 xn73c12.x1 NCI CGAP_CML1 cDNA 
done IMAG&27001 1 8 3' similar to 
contains element MER21 repetitive e 

6569872 xm72e01jc1 cDNA, 3' end 

/done=lMAGE:2689752 /done_end=3' 

6577635 xo56fD2.x1 cDNA, 3' end 

/done=lMAGE:2707995 /done.end^ 



xp19e09j(1 cDNA, 3' end 
/done=IMAGE:2740840 /done_end=3' 

xp19e09jrt cDNA, 3' end 
/done=IMAGE2740840 /cione_end=3 1 



6639544 xq94a12Jrt cDNA, 3' end 

/done=IMAGE:2758270 /done_end=3' 



6639707 
6641033 

6661186 
6697940 

6698021 



Hs.170381 AW291507 6698143 



Hs.255118 AW292757 



Hs.255119 AW292772 6699408 



Hs.255123 AW292814 6699450 



Hs.255129 AW292855 



Hs.255544 AW292873 6699509 



Hs.255134 AW292900 6699536 



Hs.255135 AW292902 6699538 



HS.255139 AW292928 6699564 



Hs.255140 AW292941 6699577 



mRNA for KIAA1 1 54 protein, partiai 
cds/cds=(0,676) 

guanine nudeotide binding protein (G 
protein), beta polypeptide 2-iike 1 
(GNB2L1), mRNA /cds=(95,1 048) 

hypothetical protein MGC14425 
(MGC14425), mRNA /cds=<31 8,686) 

UI-H-BI2-agk-a-02-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2724386 
/done_end=3' 

UW-BI2-agh-(>O2-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2724099 
/done_end=3' 

UI-H-BI2-aga-g-11-0-UU1 cDNA, 3* 
end /done=IMAGE:2723900 
/done end=3' 

UI-H-BW0-aij-b-12-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729423 
/done end =3' 

UI-H.BW0-ai}-d-03-0-Ul.s1 cDNA, 3' ' 
end /done=IMAGE:2729501 
/done end=3' 

UI-H-BW0-aiHvO2-O-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729691 
/done_end=3' 

UI-H-BWO-aif-d-03-04Jl.s1 cDNA, 3» 
end /done=IMAGE:2729117 
/done_end=3' 

UI-H-BW1-ame-e-09-0-UU1 cDNA, 3' 
end /done=IMAGE*3069784 
/done end=3* 

UI-H-BWO-aig-a-05-0-UI.s1 cDNA, 3' 
end /done=IMAGE:2729000 
/done_end=3' 

Um-BW0-aig-a-07-0-U!.s1 cDNA, 3* 
end /done=IMAGE:2729004 
/done end=3* 

Um-BVV0-a]g-d-11-O-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729156 
/done_end = 3' 

Ul-H-B WO-aig-f-1 0-O-UI.S1 cDNA, 3' 
end /done=lMAGE2729250 
/done end=3* 



PCT/US01/47856 



GCG GGAAGTGAAAGCGGAG GCTGGG 
ACAAGGGGAACTTACTGCTCAAAAA 

AGTGGTGTGGTG G CAATAGGAAAAG 
AAAAGATC AG GATGAGAAATTG CTT 

C CAAG G GCCTTTTGGGGTTGTTTCCT 
ATAACTTCAGTATTGTAAATTAGT 

CATAAAGG GG CATTGC CCTAG CCGG 
TCCGGCCTTTTTCCAGTCCATCCTG 

AGGTTTAAGAAATTTCCCCTAAATCTT 
GTTTGGTTGGTTGGGATGAAAAGT 

AATTGATCCCATTCTTGCTGAAGTAG 
ACAGTGCCCTCAAGTGGAATTAAA 

CTCCAATG CTGTTATCCCGGCTG GGT 
CCTCACACTCCCCCAACAATCCCA 

AGAATGCGCTATTTCCCTCAAAGCCC 
TGGCTGTAATAAAGAAGCCGATTT 

CTGAG GTCAGTGTGGTTTGGTGGAA 
GGATTATGATATTTACAAG CTGAGT 

G GTCAATGTTTTGAAATTTGTG GAG C 
AAACCCCAGTTTTATGCCCTTGGT 

AGTTGGAAAATTTAGAAATGTCCACT 
GTAG GACGTGGAATATGGCGTCGA 

TTCACGTCCTAAAGTGTGGTAGACGC 
GCCCGCGAATTTAGTAGTAGTAGG 

GGACAAGTGGCATCCGTATTATATTT 
CCCACCATTCCTATTCTTAATCCC 

GGTCTGCCTCAGTCTTCTACTCATCA 
GCACCACACTGTCAAAATGTTGGA 
AGATGAATTGAAG CAAAAAGTTTTCA 
GTACCAGCAGCAAG GCAGACCCCC 

TCACCTCCACCTCTGAGGGAGCAAC 
GAATACAAAG GTAGAC CCCCAAAAG 
CCCCA GCCA GCACTTCCCTTTTCTGC 
GAG G GTTTTCTGTTTCTTTGATTA 

AGAAAATTTGAAC CCTACGCTTCTCC 
CATCCCACTTCTTACTCCATCCCG 

CTGTGGCATCATTCAC ACCAC CAGC A 
GAGTCCCTTCCAAGAGGGGTCTGG 

CCGTGTTAAAACCAAAGTTTGGGATT 
TTTCGGGTATTCATTGGAAGTCAC 

CGAGAGCCTGGAAGCTTTGGACACTA 
CTG CCTGGAAGATCTGATTCTTTG 

TGTTTTAAAAGTG G GTTTATTTC AAC C 
CCTTCACTCCCGGTTGGTGACCG 

TCTTCTCTCAGTCTTCAGCAAGTAGC 
TTCTTTCAGAACTGCCTCCTCCCG 

GTTTTCTGCATCCCAAATGTCCTGGG 
GCATGTGTCCCTTCCTTGCTGACC 

TGTTATGATTCTCTCAATTTCATAAAG 
CTCTTCTGGCAGAGGAGACAGAT 

AAATG GATTAC AATTTCCCTGACATTT 
GGGCATAAAACATCTGCCATCCT 

TCCTCCTTCCAGAGACC 1 1 1 GCTTTA 
CTGCCAI Nil I CTGTGGGCTTTT 

AGGCATAGCAGTAGAATCTGTCAAAA 
AGGAGGCATGGAATGAAATGAACC 
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5769 db mining 

5770 db mining 

5771 db mining 

5772 db mining 

5773 db mining 

5774 db mining 

5775 Table 3A 

5776 db mining 



577J7 Table 3A 



5778 Table 3A 

5779 Table 3A 

5780 Table 3A 
5761 db mining 

5782 Table 3A 

5783 db mining 

5784 db mining 

5785 db mining 

5786 Table 3A 

5787 Table 3A 

5788 db mining 

5789 db mining 

5790 Table 3A 

5791 Table 3A 

5792 db mining 

5793 Table 3A 

5794 db mining 

5795 db mining 
5798 db mining 



Hs.255142 AW292980 

Hs.147728 AW292989 
HS.255152 AW293001 



NA 



NA 



AW293017 6699653 



AW293143 6699779 



Hs.255172 AW293158 6699794 

Hs,166975 AW293159 6699795 

Hs.255174 AW293172 6699808 

Hs.255178 AW293267 6699829 

Hs.75354 AW293424 

Hs.255200 AW293426 

Hs.10041 AW293461 

Hs.291317 AW293859 

Hs.255249 AW293895 

Hs.255251 AW293922 

Hs.255253 AW293949 

HS.255254 AW293950 

Hs.255255 AW293955 

Hs.190904 AW294083 

Hs.255330 AW294618 

Hs.255333 AW294644 

Hs.255687 AW294654 

Hs.255336 AW294681 

Hs.255337 AW294692 

Hs.255339 AW294695 

Hs.255341 AW294697 

Hs.342539 AW294717 

Hs.255347 AW294739 



Table 8 

6699596 Ul-B-BWO-aih-a-02-O-Ul.sl cDNA, 3* 
end /done=lMAGE:2728995 
/done end=3' 

6699625 RST12623cDNA 

6699637 UI-H-BWO-aih-d-12-0-Ul.s1 cDNA, 3* 
end/done=IMAGE:2729159 
/done end=3' 
Ul-H-BWO-aih-f-06-0-Ul.s1 
NCI CGAP Sub6cDNAdone 
IMAGE:2729243 3', mRNA sequence 
UKH-BW0-afi-a-O3-O-Ul.s1 
NCI_CGAP_Sub6 cDNA done 
MAGE:2729356 3', mRNA sequence 
U!-H-BWO-aii-b-07-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729412 
/done_end=3' 

splidng factor, arginine/serine-rich 5 
(SFRS5), mRNA /cds=(21 8,541) 
UI-H-BWO-aii-c-10-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729466 
/done end=3' 

UI-H-BWO-aii-e-10-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729562 
/clone end=3' 
6700060 mRNA for KIAA021 9 gene, partial cds 

/cds=K0,7239) 
6700062 UI-H-Bl2-ahm-b-02-0-ULs1 cDNA, 3' 
end /done=IMAGE:2727122 
/donejend=3* 
6700097 6027r3308F1 cDNA, 5 1 end 

/done=MAGE;485361 6 /done_end=5' 



6700495 nx40e10.s1 cDNA, 3' end 

/done=IMAGE:1258602 /clonejandsS' 

6700531 Um-BW0-airvf-10-0-Ul.s1 cDNA, 3' 
end /ctone=lMAGE:2729995 
/done_end=3* 
6700558 UI-H-BW0-aik-a-04-04JLs1 cDNA, 3' 
end /done=MAGE:2729382 
/dons 6od^3* 

6700585 UI-H5wO-aik-c-10-0-Ul.s1 cDNA, 3' 
end /done=lMAGE:2729490 
/done_end=3* 

6700586 UI-H-BWO-aik-C-1 1 -0-UI.S1 cDNA, 3' 
end /done=(MAGE:2729492 
/done_end=3' 

6700591 UI-H-BW0-aik-d-05-O-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729528 
/done_end = 3' 
6700729 UI-H-BI2-ahg-b-05-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2726720 
/done end =3* 
6701254 UI-H-BWO-an-a-05-0-Ul.s1 cDNA, 3' 
end /clone=IMAGE:2729365 
/done_end=3' 
6701280 UJ-H-BWO-aD-C-H-O.UUIcDNA.y 
end/done=MAGE2729493 
/done__end=3' 
6701290 UI-H-BW0-aikM0^)-ULs1 cDNA, 3' 
end /done=lMAGE:2729539 
/done end=3' 
6701317 Ui-H-BWO-afl-g-1 0-0-UI.S1 cDNA, 3' 
end /done=WAGE2729683 
/clone_end=3' 
6701328 Ui-H-BWO-aO-Ml-O-ULsl cDNA.3* 
end /done=IMAGE:2729733 
/done_end=3* 
6701331 UI-H.BWO-aim-a-02-0-UI.s1 cDNA, 3' 
end /done=MAGE:2729738 
/done_end=3" 
6701333 UI-H-BW0-ain>a-O4-O-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729742 
/done_end=3' 
6701353 UI-H-BW0-aJl-g-03-0-UU1 cDNA, 3* 
end /done=IMAGE:2732333 
/done end=3' 
6701375 UI-H-BW0-ainvf-07-O-Ul.s1 cDNA, 3' 
end /done=lMAGE:2729988 
/done end=3' 
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-1 CTGACCCTCTCGCCCCTCCACCTGTG 
CTTCTGCCCTAGGATAACGCTGGG 

-1 GACCCAAAGAAAAGATCAAGACCGCA 
TGTAG CAAATGTAG CAAGGAGGCA 

-1 CTAATTTCCCACTAAAAGGTCCAGAA 
AAATTGATGCCACCTGTAGTTTGG 

-1 GTAAAGTTCCAAGCGAGTGGAAGGTA 
AATCACGACTGTGGCACCGGAGCC 

-1 GAAACTGAATGACCATG GAATGCTGA 
AATTCCAAAAGAAAAAC GTCG CGC 

-1 TCTCTCAGGTCGTCT TCAGA GTCCAT 
TCCCTTTGTCTTGATCTTTTCTCT 

-1 CTCCCATCATTCCCTCCCGAAAGCCA 
TTTTGTTCAGTTGCTCATCCACGC 

-1 GCCCTGCCCCCTACCCTTGCCCTTTA 
AATTTTTGGGACTGAATAAA GAAT 

-1 TG CAG GATAACTTG CTC ATGAAAG GA 
AATGCCAGATTAAACCCCTTGCCA 

-1 GCCTTCCCTTCGTTCCTTTCCAGGCA 
ATAATGACATCATTAGTGATGCAA 

-1 CGCCACGGCTCCAATCCCTATATGAG 
TGAGCAGTAGAATCACATAGGAAT 

•1 CCTAGAATCAGACTTTAAGCACAAGC 
AGGGAGGGAAAGCACTTGAGCAGT 

-1 GCACATGCAAAAACTCAGATGTGCAA 
ATAACTGTTCCCTATTAACTAGAA 

-1 GGTGCTCAAACTGTATTTTCTCCCTC 



TTCTTC CACGG G ATTTCTAATTC ATTA 
AATAGGACCTCCACACCAGACCT 

TATCCAGCCTGACTTCTTCATGCTGT 
ACTAGCCTTC CAATCCTTAACTAA 

TGGACATTGGGGGTCAAACCCTTTTG 
TTTAAATTTTCC CTTTCCCAG G G C 

GCTGTGCCACGGTCAGGTGGCTTCC 
AATCTGTACTCAATTGTTACTGTAC 

TCAGAGATGCTGATGTCATATAAGTA 
GTTTCCCTGTCTGGCCTTGGATGT 

GTATGACTGATGATAGCTGCGAATGA 
GGAGGAGGGAAGGGAAGGCTGGAG 

CCATTGCCCCGGTGTTTTGGTTTAAT 
TTTCCCAGGCTTATTTTAAAGGCC 

AG GAAATTAAACATG AG CATGAC ATG 
ACCCCAACTCTCAAGAAATCCCCA 

ATCAGGTCCCCTACAAAATTAGCTAC 
TTTGGCCTTTCCTACAAAATTAGC 

TCATTCGTTTGCTTTCTCTGACTGACA 
GGCAGTAATGACTTCAATAAGCT 

AGGG CCTGCTTCAGAGTTTGTTTCCT 
AAATAAAACAATGGCTCTCCCCGT 

CCCCCAACTTACATGGAAAAGGGATG 
GTTGCATTTCTGTGTCATATGCAT 

GCAGAGGGAAGAGGAAATGCTTTGA 
AG CCTTG CTAGTTATTTAATTAGTT 

GACATAGTTGCAAAACACAATACTTA 
ATACTTTTTCTGGAGGAGGGGGCC 
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5797 db mining 

5798 db mining 

5799 db mining 

5800 Table 3A 



Hs.255354 AW294769 6701405 



5807 db mining 

5808 db mining 

5809 db mining 

5810 db mining 

5811 db mining 

5812 Table 3A 

5813 Table 3A 

5814 db mining 

5815 db mining 

5816 db mining 

5817 db mining 

5818 Table 3A 

5819 db mining 

5820 db mining 

5821 db mining 

5622 db mining 

5823 db mining 

5824 db mining 



NA 



AW294812 6701448 



Hs.255388 AW295071 



5801 db mining Hs.255157 AW295376 

5802 db mining Hs.330175 AW295597 

5803 Table 3A Hs.255446 AW295610 

5804 db mining Hs.255448 AW295616 

5805 db mining Hs.255449 AW295629 

5806 Table 3A Hs.255454 AW295664 



Hs.255455 AW295669 



Hs.255457 AW295688 



Hs.255459 AW295711 



6701707 



Hs.255389 AW295088 6701724 



6702012 
6702233 
6702248 
6702252 
6702265 
6702300 
6702305 
6702324 
6702347 



HS.255462 AW295724 6702360 

Hs.255464 AW295731 6702367 

Hs.156814 AW295965 6702531 

Hs.255492 AW296005 6702641 

Hs.255495 AW296020 6702656 

Hs.255497 AW296044 6702680 

Hs.255498 AW296054 6702690 

Hs.255499 AW296058 6702694 

Hs.255501 AW296063 6702699 

Hs.255502 AW296066 6702702 

Hs.34871 AW296352 6702988 

Hs.255543 AW296373 6703009 

Hs.255546 'AW296398 6703034 

Hs.255549 AW296404 6703040 

Hs.255552 AW298446 6703082 



Table 8 

UW-BWO-ail-g-02-0-Ul.s2 cDNA, 3* 
end /done=lMAGE:2729667 
/done end=3' 

UI-H-BI2-ahwj-06-0-Ul.s1 
NC!_CGAP_Sub4 cDNA clone 
IMAGE2726842 3', mRNA sequence 

UI-H-BW0-aft-t>03-O-Ul.s1 cDNA, 3* 
end /done=IMAGE:2730245 
/done end=3' 

UI-H-BW0-an-M9-0-Ul.s1 cDNA, 3' 
end /done=lMAGE:2730305 
/done end =3' 

UW-BI2-ahv-f-03-0-Ul.s1 cDNA. 3' 
end /done=IMAGE:2728085 
/done end=3* 

UI-H-BW0-aip-a-10-0-Ul.s1 cDNA, 3' 
end /clone=IMAGE:2729779 
/done_end=3* 

UI-H-BWO-aifW>03-0-Ul.s1 cDNA, 3' 
end/done=IMAGE:2729861 
/done_end=3' 

UI-H-BW0^ip-c-09-0-UI.s1 cDNA, 3' 
end /done=IMAGE:2729873 
/done_end=3 l 

UI-H-BW1^amu-a-09-0-Ul.s1 cDNA, 3' 
end /done=IMAGE3071 1 28 
/done end=3' 

UH+BW0-aip-g-12-O-UU1 cDNA, 3' 
end /done=!MAGE2730071 
/done_end=3' 

UI-H-BW0-aip-h-06-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2730107 
/done end=3' 

Ul-H-BW0-arw-b-02-O-Ul.s1 cDNA, 3* 
end /done=IMAGE:2730578 
/done end=3' 

U W-BW0-aivwM)3-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2730676 
/clone end=3' 

UI-H-BW0-aiw^-08-0-ULs1 cDNA, 3* 
end /clone=IMAGE:2730734 
/clone_end=3* 

UI-H-BWO-aiw-f-05-O-Ul.s1 cDNA, 3' 
end /ctone=IMAGE:2730776 
/done end=3* 

KIAA0377 gene product (KIAA0377), 
mRNA /cds=(1 26,4346) 

UI-H-BWO-aiu-b-01-0-UI.Sl cDNA, 3 1 
end /done=IMAGE:2730552 
/done_end=3* 

UI-H-BW0-aiu-c-07-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2730612 
/done end=3' 

UWH-BW0-aiu-e-10-O-Ul.s1 cDNA, 3' 
end /done=IMAGE:2730714 
/done end=3' 

UI-H-BW0-aiu-f-10-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2730762 
/done_end=3' 

UI-H-BW0-aiu-g-02-0-Ul.s1 cDNA, 3' 
end /ctone=IMAGE:2730794 
/done end=3' 

UI-H-BW0-aiu-g-08-0-Ul.s1 cDNA, 3' 
end /done=lMAGE:2730806 
/done_end=3' 

UI-H-BW0-aiu-g-11-0-Ul.s1 cDNA, 3' 
end /ctone=IMAGE:2730812 
/done_end=3' 

zinc finger homeobox 1 B (ZFHX1 B), 
mRNA/cdS=(444,4088) 
Ul-H-BW0-aio-c-10-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729874 
/done_end=3' 

UI-H-BWD-aio-f-01-0-Ul.s1 cDNA, 3' 
end /clone=lMAGE:2730000 
/done_end=3* 

UI-H5w0-atO-f-O8-0-Ul.Sl cDNA, 3* 
end /clone=IMAGE:273o014 
/done_end=3* 

UI-H-IW0-aiq.b-07-0-UI.s1 cDNA, 3' 
end /done=IMAGE:27301 80 
/done_enH=.v 
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ACCCCTTTTCTTAATTTCTCAGGAAAA 
TGGCAG CTCCTTCTTTTGTCGTC 

CCTCCGGTGTCTTCGGAAG CACTGAA 
GGGACATCTGGGGACCCTCACCTG 

ACTCTTTGAC CAATAAATCACTGGAA 
TAGAG GTTCCAG CATATTCTGAGA 

ATGCTTACACCCTGGATGAATAAAGT 
CTTTATTTACACCTCCACCTCCCC 

CTCTTCACAGGTCATAAGC CCCTCTG 
AGCGGCGACAGTCCTCGCATCCAG 

CAGCTCGACCTCAGTCCCCTTCAGAA 
ATAAGATGGCGGCTGCGCTGACAG 

TTTCAACGTGTACCTTTCCTGG GAAA 
CCATCTC AATAAAC ACATTTTG GT 

G CTG GACAC ATGG GTTAAGAGGAG G 
AAAAGTAGGAAAGGAGGAGGGGAAA 

GGCTGGGACCAGGGTTTTTCAAGCC 
ACCTTTTCCTGTCTCAGTTCAGAGA 

CCCACTTTCACACATGACTCACACGA . 
CTGAAGGAAAGAAAGGGCATCCTT 

AAGAAATTAAGGAAGG CAAGAGGGTA 
GGTGTTGGCCCATGGAAGTTTCCC 

CTGGCAAATATTG CGGAAGATGTACT 
GAAATGTAATTGAAATGTAGCTGC 

AGCATAAGAGATACGAAGCTGATGGT 
AATTAACTTGTACC C CTTGAAGTG 

AGTGTCAGACAATTAGATACTCTTTC 
CTGTCTTCAGGAGCCCATCTGGAA 

GAAGTGTAAACATGCCAACAGGGTTT 
ATATTTAGGTTCCAAGAGTTGCCA 

CTTCCCAAACTCCA7TGTCTCATTCTC 
ACTG CTTATGTTATTGCTCTTAT 
CCCAC ACAG CAGAGAAGTATCAGAAA 
ACATAGAAACATGTGAAAATGCGC 

AGGTTCAATTCATTTTCCTGAGATGTT 
TGGTTTATAAG ATTTGAG GATGGT 

ATACTTAGATGTGCTTGGATCCTGGG 
TGGGAGGCTTG GTTAGAAGTCACG 

TGGGTCAGCGTGTTCAATTTTAAATA 
GGAATACACTAGCCTTACAACGGA 

TGTTCATCTTGATGTAATAGAGAAGG 
AAAGAGAGAGCATCCCTTTTCAGT 

ACCAGTAACAC AATGAC GGCAAGCAC 
AGAGAAGGAAAAAGTCAGATCCCC 

ACTTGGAGCTAGAGAGCCACCCATCA 
TATGGAG GAGAAGTGGTCACTCTA 

TGCATGTGTGTTGTGTACTTGTCTGT 
TCTGTAAGATTGTCGGTGTTACAC 
TTCCTGGCAGTAAAGAAAAGAAAGAA 
GATGTGAGTTATGAAGCATTGACT 

AAATAGGAATATAATCTGTCCACATC 
AAAGAATGGGAAGTCGAAGTGTACA 

GTTCCAAATGTTTTCCG CTAATAGTTT 
GTCCTAAAGCCTTTGCCATTCCT 

AGAGAGAAGGCTTATTTACGTTG GGA 
ATTAC ATTAAG GAAAAGTG GTGAC 



WO 02/057414 

5825 Table 3A Hs.255554 AW296490 6703126 

5826 db mining Hs.255556 AW29B504 6703140 

5827 db mining Hs.255558 AW296511 6703147 

5828 TaWe3A Hs.255559 AW296532 6703168 



5829 Table 3A Hs.255560 AW296545 



5830 db mining ' 

5831 db mining 

5832 db mining 

5833 Table 3A 

5834 db mining 

5835 db mining 

5836 Table 3A 

5837 db mining 

5838 db mining 

5839 db mining 

5840 db mining 

5841 db mining 

5842 db mining 

5843 db mining 

5844 db mining 

5845 db mining 

5846 db mining 

5847 db mining 

5848 db mining 

5849 db mining 

5850 db mining 

5851 db mining 

5852 db mining 



H5L255561 AW296567 



Hs.255569 AW296695 



Hs.288403 AW297036 

Hs.255614 AW297162 

Hs.255615 AW297175 

Hs.255618 AW297199 

Hs.255617 AW297201 



Hs.255621 AW297220 
Hs.255622 AW297233 
NA 



6703181 
6703203 
6703331 



Hs.255572 AW296727 6703363 

Hs^55573 AW296730 6703366 

Hs.255575 AW296758 6703394 

Hs.255577 AW296773 6703409 

Hs.255579 AW296797 6703433 

Hs.255580 AW296802 6703438 

Hs.255590 AW296914 6703550 

Hs.255591 AW296947 6703583 

Hs.255598 AW297024 6703660 

Hs.255600 AW297026 6703662 

Hs.255601 AW297030 6703666 



6703672 
6703808 



Table 8 

Ul-H-BWO^aiq-f-08-0-UU1 cONA, 3' 
end /done=MAGE:273D374 
/done_end=3' 

UI-H-BW0-aiq-g-12-0-Ul.s1 cDNA, 3' 
end /clone=!MAGE:2730430 
/clone end=3' 

Ul-H-BW0-aiq-h-08-0-UI.Sl cDNA, 3* 
end /done=lMAGE:273Q470 
/done end=3' 

UI-H-BWO-aiv-b-07-0-ULs1 cDNA, 3» 
end /done=!MAGE:27305B5 
/done_end=3' 

UI-H-BW0-aiv-c-11-0-Uls1 cD NA, 3' 
end /done=IMAGE:2730621 
/done end=3' 

Ul-H-BW0^rv-f-Q4-0-Ul.s1 cDNA, 3' 
end /done=WAGE:2730751 
/done_end=3' 

UI-H-BW0-aix-c-0&-0-Ul.s1 cDNA, 3* 
end /done=IMAGE:2730635 
/done end=3" 

UI4^BWO-aix-f-O9-0-ULs1 cDNA, 3' 
end /donff=IMAGE:2730785 
/done_end=3' 

UI-H-BW0-aix-f-12-0-UU1 cDNA, 3' 
end /done=IMAGE:2730791 
/done end=3* 

UI-H-BWO-ajb-a-10-0-Ul.s1 cDNA, 3* 
end /done=IMAGE:2730931 
/done_end=3* 

UW-BW0-ajb-c-04-0-Ul.s1 cDNA, 3 1 
end /done=IMAGE:2731015 
/done_end=3' 

UI-H-BW0-ajb^07-0-UI.Sl cDNA, 3' 
end /done=lMAGE:2731 1 17 
/done end=3' 

Ui-H-BW0-ajb-f-02-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2731 155 
/done_end=3' 

UI-H-BW0-ajc-a-12-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2731294 
/done_end=3' 

UI-H-BWO-ajc-e-05-O-Ul.s1 cDNA, 3' 
end /done=!MAGE:2731472 
/done end=3' 

UI-H-BWO-ajf-e-04-O-Ul.sl cDNA, 3' 
end /done=IMAGE:2731495 
/done_end=3' 

UI-H-BWQ^jf-e-06-O-Ul.sl cDNA, 3' 
end /done=IMAGE:2731499 
/done end=3' 

UI-H-BW0-ajf-e-10-0-ULs1 CDNA, 3' 

end/done=IMAGE:2731507 

/done_end=3* 

AV757131 cDNA, end 
/done=BMFAKG04 /done_end=5* 

HNC68-1-F10.R cDNA 



670381 1 UI-H-BW0-ajd-c-04-0-Ul.s1 cDNA, 3* 

end /done=IMAGE:2731375 

/done_end=3* 
6703835 UI-H-BW0-ajd-e-07-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:2731477 

/done_end=3* 
6703837 7k38c02jc1 cDNA, 3' end 

/done=IMAGE:3477507/done_end=3' 



Hs.48820 AW297262 
Hs.255626 AW297265 



6703856 UI-H-BW0-ajd-g-09-0-UJ.s1 cDNA, 3' 
end /done=lMAGE:2731 577 
/done end=3' 
8703869 Um.BWO-aji-a-03-0-Ul.s1 cDNA, 3* 
end /done=IMAGE:2731684 
/done end=3' 
AW297255 6703891 UI-H-BWO-ajw>04-0-ULs1 

NCI_CGAP_Sub6 cDNA done 
MAGE:2731782 3\ mRNA sequence 
6703898 TAFH105 mRNA, partial /cds={0,2405) 



-1 
-1 
-1 



6703901 Ul-H-BW0-ajW-02-0-UUl cDNA, 3' 
end /done=IMAGE:2731826 
/done end=3' 
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CCTTCCTCCTATATCCTGCCTTGAAT 
AGGGATGTGATACCTTGAGCCATG 

ATATTTGGGTCTCTGTTTAAGATTTCA 
TTGCCGTGGTAGGGAGAGTTCCA 

TG GATG CCATGATGACAC C AATAAGC 
AACCCACAGATTAGGGGAAATACT 

GGGGCTGGGAGCCACCAAAAGGGCC 
TGCTCTTCGGAGAAATGCTGAATTC 

AG GCATCTTGAAAGTTCCATAAAGAC 
AGAAGTAAGGGTCATTCAGTCATT 

AG CTAAAG C CACG GAACTC AATGAGA 
TTTATGCATGGAAGGAAACAGGTT 

TGTTCTCTCTCG AACTCTG GAG CACA 
TCAGCTCTCTCTGCATAAACTGTT 

ATCTGGAGGATGGCAGTTTGAGAATT 
AGGACTAAGCCCGTCTCCCCTTTG 

CATTAGCTCTCTAAACATTTGGCCTA 
AGGGATTCATAGGTGAAGCCTTTA 

GGTAGGATTTATCCTTTTCTTCATGTG 
CAACTGTATAAACT GGCAAAG CA 

AGTCTTATGGGACAGAGCAGCTCTCC 
AGTCTAGGATG GTAGAAGATTCTT 

GAGTCTGTACCCCTTTCTAATAAACT 
G CTCTG GACACAATGAAC CCTGAA 

CCATCGGCAAGCCTTGGTGGGTTCAT 
ATTC AGTG GCATTAG GGATTAAGG 

CCATTTCTTCTGGATCCTCTCCTAGTT 
GTCTTTGTGTGGACGCACAAGCG 

GATCCTTTGCTGACACTGGTTTCTCT 
CTTATTTTGCCCCGCCAATAAAAA 

TCTGTCTGAAACTTCTTTTCTCTCTGA 
GAATTAAATTTTCCAATG GACCGT 

GATCTGTGTTTTCCTCCCAAAAGAAG 
ATCATCTTTCCAGAAAAAGAGGAT 

TTCCATATGTCACTGTATCTGCCTGG 
CATTACCCCTTCTTAAAACACACA 

GCTCACTACCACTTCTTCAAATCCAG 
CTAAAAGCATCACGGCCTCAATGA 
GTCTG GTTGTTAGCTTTCCCGATCCT 
CCACACATTGGAAACCTAAGCATA 
GGGCAATGGAGCCACAGACTCTCTA 
ACTTCAAGAGGTGTTTCATAG GTGT 

AGCTGAGGTCAGACAAACCACAACAT 
ATATG C AGAT7TATCAG CAATAAA 

CCTGCCAGGGTTGTTCGGAAGTCGC 
AGGTCCGAAAATCTCCTCCGCATAC 

CTTCTCTGAAATG GTAC GCCTATACT 
TGCATTTCTGAGAAGCCAAACAAA 

AGTTTTCTGGCTAAGTCACCTCTTAA 
GGAGATCCCTGTAAAATTCACCCT 

CAGATTAAAAACCCCATCCCGGCCCT 
CACCGAGGTGTTACAACTCTGTCC 

AGCAAATTACTCTGCCTGGAAATAAA 
ATTCTGTCACTTCAAGCATCTCCT 
TCCAGGCACTGTATAGGTGGCGAGG 
ACACAATGATAGGCAAAGTAGTACA 
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5853 db mining 

5854 db mining 

5855 db mining 

5856 db mining 
6857 db mining 

5858 Table 3A 

5859 db mining 

5860 db mining 

5861 db mining 

5862 db mining 

5863 db mining 

5864 Table 3A 

5865 db mining 

5866 db mining 

5867 db mining 

5868 db mining 

5869 db mining 

5870 Table 3A 

5871 db mining 

5872 db mining 

5873 db mining 

5874 db mining 

5875 db mining ' 

5876 db mining 

5877 db mining 

5878 db mining 

5879 db mining 



Hs.255630 AW297294 

Hs.255632 AW297313 

Hs.255633 AW297317 

Hs.255634 AW297318 

Hs.255635 AW297328 

Hs.255637 AW297339 



Table 8 

6703930 UI-H-BW0-ajhf-09-0-Ul.s1 cDNA, 3' 
end /done=IMAGE2731936 
/done end=3' 

6703949 7k46h07x!cDNA ( 3»end 

/cione=lMAGE:3478525 /done_end=3' 



NA 



6703953 
6703954 
6703964 
6703975 



AW297356 6703992 



Hs.330185 AW297367 6704003 

Hs.255644 AW297374 6704010 

Hs.255645 AW297384 6704020 

Hs.255646 AW297390 6704026 

Hs.255647 AW297400 6704036 

Hs.255648 AW297401 6704037 

HS.255649 AW297407 6704043 

Hs.255650 AW297411 6704047 

Hs.255653 AW297426 6704062 

Hs.255657 AW297443 6704079 

Hs.255661 AW297522 6704158 

Hs.255665 AW297581 6704217 

Hs.255666 AW297590 6704226 

Hs.255672 AW297626 6704262 

Hs.255673 AW297636 6704272 

Hs.255874 AW297649 6704285 

Hs.255675 AW297651 6704287 

Hs.255677 AW297664 6704300 

Hs.255679 AW297692 6704328 

Hs.255681 AW297694 6704330 



Ui-H-BW0-aii-h-12-O-Ul.s1 cDNA, 3' 
end /done=IMAGE:2732038 
/clone_end=3' 

UI-H-BW0-aIr-a-01-0-Ul.s1 cDNA, 3' 
end /done=lMAGE:2730121 
/clone end=3' 

UI-H-BW0-air-a-11-0-Ul.s1 cDNA, 3* 
end /done=IMAGE;2730141 
/clone end=3* 

UI-H-BWO-air-c-03-0-UI.$1 cDNA, 3* 
end /done=IMAGE:2730221 
/done_end=3' 

UKH-BW0-air-<M)8-04Jl.s1 
NCI_CGAP_Sub6 cDNA done 
IMAGE2730279 3', mRNA sequence 

Ul-H-BW0-air-f-01-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2730361 
/done end=3' 

UI-H-BW0-aif-f-0B-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2730375 
/clone end=3* 

UI-H-BW0-air-g-08-0-Ul.s1 cDNA, 3* 
end /done=IMAGB2730423 
/done_end=3* 

Ui-H-BWO-air-h-05-0-Ul.s1 cDNA, 3' 
end /done=IMAG&2730465 
/done_end=3' 

UI-H-BW0-ais-a-05-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2730152 
/done end=3* 

Ul-H-BW0-ais-a-08-0-Ul.s1 cDNA, 3* 
end /done=IMAGE:27301 54 
/done_end=3' 

UI-H-BW0-ais-b-02-0-Ul.s1 cDNA, 3* 
end /done=IMAGE:27301 94 
/done_end=3' 

UI-H-BW0-ais-b-07-0-Ul.s1 cDNA, 3' 
end /done=tMAGE2730204 
/done end=3* 

UI-H-BWO-ais-c-12-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2730262 
/done_end=3* 

Ul-H-BW0-ais-e-09-0-Ul.s1 cDNA, 3' 
end /clone=IMAGE:2730352 
/done end=3* ■ 

Um-BWO-aja-e-02-O-Ul.sl cDNA, 3' 
end /clone=IMAGE2731106 
/clone_end=3' 

UW4-BWO-ajg-b-OB-0-Ul.s1 cDNA, 3' 
end /done=lMAGE:2731718 
/done_end=3' 

RST6539 cDNA 

U!-H-BWMg-f-12-0-Ul.s1 cDNA, 3* 
end /done=BVIAGE:2731918 
/done_end=3* ■ 

Ul-H-BWO-ajg-h-03-O-Ul.sl cDNA, 3' 
end /done=IMAGE2731 996 
/done_end=3' 

U l-H-BW0-ajh-a-05-O-UI .s1 cDNA, 3' 
end /clone=IMAGE:27316S5 
/done_end=3* 

Um-BW0-ajh-a-07-0-ULs1 cDNA, 3" 
end /done=lMAGE:2731669 
/done_end=3' 

UI-H-BW0-ajh-b-11-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2731725 
/done_end=3' 

UI-H-BW0-ajh-e-05-0-Ul.s1 cDNA, 3' 
end /done=MAGE2731857 
/done_end=3* 

UI-H-BW0-ajh-e-07-0-Ul.s1 cDNA, 3* 
end /clone=lMAGE:2731861 
/done end=3' 
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ACAGACCCAAACCTCACAGAGTGAAA 
GGGGACTTTCCTCACAGAGTGAAA 

TTG CTTCAGACTTTTAAC AAC AATCCT 
AGAAGCCAGAAAACAATGAAGAAA 

TTCTGTCAG GG CTTC AAAAGAGACTT 
CCATAGTTTTGGGAACTGGAGTCA 

GATATATTGAAGGTCAGAGGCAGAGC 
TAAACAGGTGATGCCACTGGGTCT 

AGGCTCTTGTTGAGTATTCCTTTGATT 
CCTG CTTCTGTCTTTTTAAATCA 

ACACACCAAAAGAAATAGAAGAGTCT 
TTTTCTGCCCTTGGGGAATCTGCA 

ACACCCAGCACCCACAGGGAAGAAA 
TAATTC C ACAGAG CTAAGTATTCC A 

TGTG CCTGTGTGCTCCAG CCTCTTCC 
TATGTGTGTAACTTCAATAAAACC 

ACCGAGTGTTACCGCAAGAGGTGTAA 
AAATCCAGGTTCATGTTTGCACAC 

TCCTGATTCTCAAAGTACCCCCTTCC 
CTACAACTCTAACATG CTTTGTCT 

CCATGATTTTTCGAATG GACAAG C AC 
TATTAACATGGGACTGTATTTCCT 

AATAGAACTGATAGC CC ATGATGATT 
GGCTGGCAGGGTTAAGGAAGTGGG 

TCCCAGGAGAGTCACATTTCTTTTTC 
ACTAAATAAGGAGGGGAAGAAAAA 

GGGTTACCTCACTTTCTAGGTTCCCA 
AGATTCCCAAGTTAAGGAAGCTTT 

AAAG CGTCCAGTCCCCCTAACTCAAA 
CACAGAAACATAACAATTTTACAA 

CCCAGGGCTCCTCCACCTGAAAGAAT 
TGTCAGG GTTTC AGATCAGCTAAA 

TGGCCTCCACCCATTAAACTGTCTTT 
GCCTAAGACAAATAATTCCCAGGA 

TGTACTCCTGATGCCTGAAAATCGTT • 
AAGTGAAGACTTATCACATTACCG 

ATCCTTCAGATTGAGCTGG GTGTCAG 
CATTCAATTCCACAAGGCTACCTG 

TGGATAAG CAATATGTTGG ACTAGTA 
TGAAAATGGCATTCCCAGCAGTGA 
TCACTAGCAGAATATAGTGGGCATGA 
CCAGTATCCTAGTAGAGCTGACCC 

AGTTTCTTTCTTACAATGGGGGTCTG 
AAATCCAGGGTTTCCAGACCAGGG 

CCAAATACTTAGTGTAGTTGACTTGT 
CTTGGGTTGCACTGTAAGGCAGAG 

CAAGAGTTTCCATGCGTCCAGTGATG 
ACCGGAATTAATCATGTATG GTGT 

GTTTCTAACCCATAAGTGCCTCATAC 
ATACATTGCTAGTCTAAAGAGCTTT 

ACCGGCTAATTTTGTAACTGGCTTGT 
TTGTAAAATAAATCCTTCCTGTGT 

TGGTGGGACTATGTGTTATTCTTGTA 
TACTTGCAGTGGGTAGATGTCACT 
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5B80 db mining 

5881 db mining 

5882 db mining 
5B83 db mining 
5884 db mining 
5685 db mining 

5886 db mining 

5887 Table 3A 

5888 Table 3A 

5889 db mining 

5890 db mining 

5891 db mining- 

5892 db mining 

5893 db mining 

5894 db mining 

5895 db mining 

5896 db mining 

5897 db mining 

5898 db mining 

5899 db mining 

5900 db mining 

5901 db mining 

5902 db mining 

5903 db mining 

5904 db mining 

5905 db mining 

5906 db mining 



Hs.255682 AW297698 6704334 

Hs.255686 AW297728 6704364 

Hs.255688 AW297749 6704385 

Hs.342530 AW297756 6704392 

Hs.255691 AW297780 6704416 

Hs.255692 AW297781 6704417 

Hs.255693 AW297785 6704421 

Hs.255695 AW297813 6704438 

Hs.255697 AW297827 6704452 

Hs.255698 AW297843 6704468 

Hs.328317 AW297929 6704585 

Hs.255705 AW297949 6704585 

Hs.255706 AW297951 6704587 

Hs.255708 AW297970 6704606 

Hs.255710 AW297974 6704610 



Hs.255713 AW297994 

Hs.255717 AW298042 

Hs.330189 AW298048 

Hs.255721 AW298073 

Hs.342533 AW298095 

Hs.255725 AW298108 

HSJ255726 AW298110 

Hs.255727 AW298123 

Hs.255736 AW298201 



NA 



AW298208 



Hs.255740 AW298234 
Hs.330191 AW298238 



6704630 
6704678 
6704684 
6704709 
6704731 
6704742 
6704746 
6704759 
6704837 
6704844 
6704870 
6704874 



Table 8 

Ul-H-BW0-ajh-e-1 1 -0-UI.S1 cDNA, 3' 
end /done=lMAGE:2731869 
/done_end=S' 

UI-H-BWO-aly-a-01-O-Ul.sl cDNA, 3' 
end /clone=lMAGE:2730888 
/done end=3' 

UI-H-BWO-aiy-c-03-0-Ul.s1 cDNA, 3' 
end /clone=IMAGE:2730988 
/done_end=3' 

UI-H-BW0-aly-d-01-O-ULs1 cDNA, 3* 
end /done=MAGE2731 032 
/done_end=3* 

Ul-H-BWO-ary-e-1 1-0-ULsl cONA, 3' 
end /cione=IMAGE:2731 100 
/clone_end=3' 

UI-H-BW0-aiy-e-12-0-Ul.s1 cDNA, 3' 
end /done=lMAGE:2731 102 
/cione_end=3 , 

UI-H-BWO-aiy-f-04-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2731 134 
/done_end=3' 

UI-H-BWO-aiy-g-09-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2731 192 
/done end=3' 

UI-H-BW0-aiy-n-11-0-Ul.s1 cDNA, 3' 
end /ctone=IMAGE2731244 
/done end=3' 

Ul-H-BWl-aoa-c-05-0-ULs1 cDNA, 3' 
end /done=lMAGE:3083913 
/done_end=3' 

yg18e06.s1 cDNA, 3* end 
/done=lMAGE:32551 /done_end=3' 

UI-H-BW0-ajn-d-11-0-UU1 cDNA, 3' 
end /done=IMAGE2732229 
/done_end=3' 

UI-H-BW^ajrve-01-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2732257 
/done_end=3' 

UI-H-BW0-ajn-M0-0-Ul.s1 cDNA, 3* 
end /done=IMAGE:2732323 
/done_end=3' 

UI-H-BWD-ajn-g-02-O-Ul.sl cDNA, 3' 
end /done=IMAGE:2732355 
/done end=3* 

Ut-H-BW0-ajn-b-11-0.UI.Sl cDNA, 3* 
end /done=IMAGE:2732421 
/clone end=3' 

UI-H-BW0-ajp-e-07-0-Ul.s1 cDNA, 3* 
end /done=IMAGE:2732629 
/clone^encW 

Um-BW0-aJp-f-01-0-Ul.s1 cDNA, 3* 
end /done=lMAGE:2732665 
/done_end=3' 

UI-H-BW0-ajp-h-O5-0-UU1 cDNA. 3' 
end /done=IMAGE:2732769 
/clone_end=3' 

UI-H-BW0-ajs-b-12-0-Ul.s1 cDNA, 3» 
end /done=IMAGE:2732878 
/done end=3' 

Ul-H-BW0-ajs-c-O7-O-ULs1 cDNA, 3» 
end /done=lMAGE:2732916 
/done_end=3' 

Ui-H-BW0-ajs-c-11-0-Ul.s1 cDNA; 3' 
end /done=IMAGE:2732924 
/done_end=3' 

Ul-H-BW0-ajs-e-Q1-O.Ul.s1 cDNA, 3' 
end /done=lMAGE:2733000 
/done_end=3* 

Ul-H-BW0-ajt-aX)8-0-Ul.s1 cONA, 3' 
end /done=IMAGE:2732987 
/done_end=3' 

UI-H-BW0-ait-e-05-0-ULs1 
NCI_CGAP_Sub6 cDNA done 
IMAGE:2733009 3*. mRNA sequence 

UI-H-BW0-ajt-g-O9-O-Ul.s1 cDNA, 3' 
end /done=lMAGE2733113 
/done_end=3' 

UI-H-BW0-ajt-h-04-O-ULs1 cDNA, 3' 
end /done=IMAGE:2733151 
/done_end=3' 
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ACTTCCCTACCTCACAGGTTAGGATT 
CAAAGTGTGTATTCCCCCATTGTG 

GGGTGCTTTACAGGATTCTTGGAAAT 
GTGTAGTGGATGCTGGCTCTAGGG 

ACAGAAGCAGGGGGTCAGAAAGTTT 
CATAAAG GAG GTGTCTTGGAACAAA 

CTATTGTGTGGGTTGCCTTGTCCTAC 
TCAACTTCAAATATTCACCACCCC 

CAGGTGTGCTTACTGGCAGGAACCG 
AG G GAATAAATAAAGATCACTGGAA 

ACGAGCCTTATGTGTGTGGGTATTCA 
ATACTCTGCACATTATATACTGTA 

GGGCATTTGTTACCCCCTCCTCACCA 
CCATCCCCATTAAAGGCTTCGGGG 

CTGTATCTACAACTCCTGACTTCAGA 
TTTTTGCTTTCTTCAAAACAGCCT 

AGCAAGACTTAACCACTAATTACTATT 
ATCTGACC CAG GAAAACTCCGCC 

TGGATAGTTGCTCAATGTAGCAGTGA 
TGTTCTTG GAATTG CCAG CAG AG C 

CCAACAGATTCGTGCTTACCCTGAGG 
TGAAGCCTCGTTTGAGAACCAAAT 
GAACCTTCTTGTTGAATTGATTTACTA 
CTCATCAG G GTCATG CACAAG CA 

ACATTCAAACTGCCAGAATATGACTG 
TAAAACAGCGAAGTGTTCTCTTGC 



TCTTCCTGGGAATGTGATGTG 1 1 1 1 1 
CACTGGTTCTAATTCTGTCTTCCT 

ACTTATTAATTCTC AC CTCAG C CTCA 
GGGATGTATGTAGGGAAGGAGCAT 

ACATTCCTGTCATTAGTGAATAAGAA 
GCTGAGGTGTGACTAAGAAGACAA 

CCTCCTTGATAAAATCAAGAACAGGT 
TAGATTAAAGCAGTAAATCCTAGACT 

TCCTGG CCTTTG TG GG Mi l lAATTC 
CCTTTACCTTTTCCCTTTTTGGAT 

ACTGCTGCAACTACAATTCTCAGATA 
GTCCCATTTGTTTAAATCACG CAT 

CCTTCCCTCTTGCCTGTAGGTTCTGT 
GGCTATAAACAAATCATAACmT 

TTAAATGCTTCCCTGGCTCTCCCTGG 
GTTTCAGTTTCTATCCATGCCCTG 

TTGTTCTC CTCC CAAGTCTCTGGTTC 
TATTTGG CTTTTTCAGCTCTGTGC 

GCATTTCAG G GACACAAATGGTCCAT 
GGCAGAGACCAGTAATGCCAGATA 

TTTTATC CCC G CTTTAACTTTGTTTGC 
TTG GTACTTTTCTTGTG GTTACA 

CACGCACCCAACTCCCCACTGCTCCT 
CTCCATCCAGATGTTCGTCCAGAG 

TTTGAG GG CAATTTAATGGTTAAGTG 
TAGGAAAATCCACTCTTACAGTGT 

G GCCTTTTGATTTTCCATTG G G GTCC 
CCCGCTTTCCCAI II I I GG 1 1 1 1 1 
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Table 8 

6704875 UI4*-BW0-ajt-h-05-0-UI.Sl cDNA, 3' 

end /done=MAGE27331 53 

/done end=3' 
6704994 UI-H-BW0-ajk-d-01-0-UU1 cDNA, 3' 

end /done=lMAGE:2732184 

/done_end=3' 
6705035 mRNA for KIAA1 271 protein, partial 

cds/cds=(72,1700) 

6704908 7I80e10.x1cDNA,3'end 
/done=lMAGE:3392778 /done_end=3' 

6704909 UI-H-BW0-aji-c-10-0-Ul.s1 cDNA, 3* 
end /done=IMAGE:2731795 
/done_end=3' 

6704915 UI-H-BW0-ajj-d-06-0-Ul.s1 cDNA, 3* 

end /done=MAGE:2731835 

/done end=3" 
6704948 ULH-BW0-a]}-g-08-0-UI.s1 cDNA, 3' 

end /done=IMAGE:2731983 

/done_end=3' 
6705066 602721745F1 cDNA.S'end 

/done=tMAGE:4838506 /done_end=5 t 

6705073 UI-H-BW0-ajl-d-0B-0-ULs1 cDNA, 3' 

end /done=IMAGE:2732199 

/done_end=3' 
6705081 UI-H-BW0-a]l-e-07-0-ULs1 cDNA, 3' 

end /done=IMAGE:2732245 

/done_end=3' 
6705083 UI-H-BW0-ajl-e-09-O-Ul.s1 cDNA, 3' 

end /done=lMAGE2732249 

/ctone_end=3' 
6705118 UI-H-BWO-ajl-M1-04JLs1 cDNA, 3' 

end /clone=IMAGE:2732397 

/done end=3' 

6705125 U|.H-BW0-aJnva-08^-Ul.s1 cDNA, 3' 
end /done=IMAGE:2732078 

/done end=3* 

6705126 UI-H-BW0-ajnva-09-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2732080 
/done_end=3' 

6705130 UI-H-BW0-ajm-b-01-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:27321 12 
/clone end=3' 

67051 38 dassTcytokine receptor (WSX-1), 
mRNA /cds=(1 38,2048) 

6705139 UI-H-BW0-ajm-b-12-O-UU1 cDNA, 3' 
end /done=IMAGE:2732134 
/done_end=3' 

6705146 UI-H-BWD-ajm-c-1 1-04JI.S1 cDNA, 3' 

end /done=BWAGE27321 80 

/done_end=3' 
6705195 UI-H-BWO-ajrn-h-04-O-UI.sl cDNA, 3* 

end /ctone=IMAGE:273240B 

/done end=3' 
6705243 UI-HiW0-ajrKH24)-UI.s1 cDNA, 3' 

end /done=!MAGE:2732615 

/done_end=3* 
6705252 UI-H-BW0-aj^-e•10-0.Ul.s1cD^lA 1 3 , 

end /done=IMAGE:2732659 

/done end =3' 
6705263 UI-H-BWO-ajr-f-10-0-Ul.s1 cDNA, 3' 

end /clone=IMAGE:2732707 

/done end=3' 
6705268 U W^W0-ajr-g^)4-0-Ul.s1 cDNA, 3* 

end /done=IMAGE2732743 

/done^end^ 
6705283 UI-H-BW0-ajr-h-09-0-Ul.s1 cDNA, 3' 

end /done=IMAGE2732801 

/clone end=3' 
670531 1 U WBWO^]OK>03-0-Ul.s1 cDNA, 3* 

end /done=tMAG&2732524 

/done_end=3* 
6705356 UI-H-BW0-aJo-g-07-0-UUl cDNA, 3' 

end /clone=IWIAGE:2732724 

/done_end=3' 
6705388 UKH^W0-ajq-b-06-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:2732506 

/done_end=3* 
6705442 RC4-MT0235-OS1 200-01 1-e 11 cDNA 



-1 



-1 

-1 
-1 



-1 



GACAGTTTGGGGAAGGGATTGAAGG 
TCTGCGTCAAAGAGAACAGAAAACC 

AGGGGCCTTTTACCGG7TTGTTTTCC 
CTTAAATTTTTAAAGGAATTGAATT 

TCCTCTTTCTTGTCACTGTGAAG CGA 
TGAATAAACCTG G GTGTAGATCCA 
CCTAGAAATTATTATACAGGGATAAAT 
GAGGCACTGAAGGTGGGAGAACC 

ACGACAAACTGCACAGTAAATATCAC 
AAAC AC G GAAATAC CACAGTGTCT 

AC CATGACTTG GCAAAGAGTTTC AAG 
AGAGGGCATAATCAAAAGTAACCA 

G ATTAATCAAG G GAAGAG CTTCAAG C 
AGAGCTCCTTAGGTTTTTCAAAAA 

G CTCAG GG GACAGCTATTCTTTTTC A 
AAGCGTTTACCGACTGGATCACCT 

TGAGAGCTTTCCTTCCTCCTACGATC 
CAACCATGTCAAACATTTCCTACA 



TGTGCCAACGCATGATTTCTTTGAGT 
AAATTTCTAAACGTCACAGAAGTT 

AGTCAACATGGAGCAAGTGAGCTAAG 
GAAGTAATGGAAACTGTTTG GAGA 

AGCTCAGGTCTTCCCTCATCTGTTAG 
TTTCCTGGAGTCTGTTCTCATACT 

AAACATACTCCTCTTCACCAGCACTC 
AGACATTTGTATCCAGAGAAAGCT 

AGTCTGTCAATTGT7TAAGCCTGTGA 
TCTTTCTTTTCCCAGTTAAGAGTT 

TGTCCTCTCAACCCTACTTGTGGTTT 
TACACTGTTAATTAGACTATTTGC 

GTGTGTGTATGGTTGTTGGGCGTAG 
GACAGGTTTCGGGGATGCGCGGTAC 
CTGTGCTTGACTATTGAAAACTTAGA 
ATTGG GATGCC AAAGTTACTTC CT 

GGTTGTATCAAAAGAACTCCACATCC 
ATATTGAATAAACTCCCACTAGCC 

GGCTGCCCAGATCTCGTGGGAAGAA 
GACCACAGGAGGACTCGGCTCAATG 

TGGAAAAATGATAGCAGCCAACTTGA 
CAGAAGAACCCAGCATACACATTC 

TTG GTTTTGG G GATTG G GAAGTCTTA 
AGCCAAATTGTCCCCGGTCTCCCC 

GCCCTATATCTAGTGAGCAGGTTGTG 
G C AATCA GGAAGG GATTGATATTT 

TGCACGCAATGCTTGAAGTGTTCCCA 
GGTATTTAGTTTCAGGTAAATTTT 

CTGTAGGTATGAGCTGCCAGGATCCA 
GGTGTGACTCGGGTAT7TCTAGGG 

TCCCATTTGG GGGGTGGGCTG7TTAA 
ATTTTGACTCCCTGTTTTAAACCC 

CCACTTGCATCTCTTCTGGGGGTTCT 
TTCCTTTCTTTCCTGTTCTAAGGC 

TGGGTAATCAACACTCAACCATCAAC 
AAACACTCTCTATTCCAGG CACTG 

AGGAGAAATAATTAGAGTGGCACACT 
AGCATGATGGTAAACATTCTGTCA 
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Table 8 

6710177 XS66c06o1 cDNA, 3' end 

/done=IMAGE:2774602 /done_end=3* 

6710545 xk07d09.x1 cDNA, 3' end 

/clone=IMAG&2666033 /done_end=3* 

6834513 he12d07.x1cDNA,3 , end 

/done=lMAGE:2918797 /clone_end=3' 

6834741 tp39g05.x1cDNA,3'end 

/done=lMAGE:2190200 /clone_end=3' 

6836156 he13d09jf1 cONA, 3' end 

/done=IMAGE: 291 8897 /done_end=3' 

6836277 he15g04jc1 cDNA, 3' end 

/done=MAGE2919126 /ctone_end=3' 

6837047 hc96h02jdcDNA,3'end 

/clone=IMAGE:2907891 /done_end=3' 

6837631 xz92h04jrt cDNA, 3* end 

/done=lMAGE:2871703 /done_end=3' 

6838075 arginyt aminopeptidase 

(aminopeptidase B) (RNPEP), mRNA 

/cds=(9,1982) 
6975823 Homo sapiens, done MGC: 1 7431 

IMAGE:2984883, mRNA. complete cds 

/cds=(1 336,1 494) . 
6976044 heQ3b05.x1cDNA,3 , end 

/done=tMAGE:2917905 /done_end=3' 

6976048 he03c02.x1 cDNA, 3* end 

/done=IMAGE2917922 /done_end=3' 

6976172 he05f02jc1cONA,3 , end 

/done=!MAGE:2918139 /done_end=3* 

6976175 Mediterranean fever (MEFV), mRNA 

/cds=(41,2386) 
6976271 HNC35-1-D12.R cDNA 

6976271 HNC35-1-D12.R cDNA 

6976280 he08e12.x1 cDNA, 3' end 

/done=lMAGE:291 8254 /done end=3' 



Hs.342632 AW444482 6986244 UI-H-BI3-akb-e-05-0-UI,s1 cDNA, 3* 

end /done=IMAGE:2733777 
/done_end=3* 
6986394 xanthene dehydrogenase (XDH), 

mRNA /cds=(81 ,4082) 
6986574 Ul-H-BB-ajy-d-ll-O-ULsi cDNA, 3' end 
/clone=fMAGE:2733380 /done end=3' 



Hs.250 AW444632 
Hs.335815 AW444812 



Hs.99665 AW444899 

Hs.257283 AW450350 

Hs.313715 AW450835 

Hs.199014 AW450874 

Hs.342873 AW451293 

Hs.101370 AW452023 

Hs.342735 AW452098 

NA AW452467 

Hs.257579 AW452513 



6986661 UI-H-BI3-aJz-<j-07-0-UI.Sl cONA, 3' end 
/done=IMAGE:2733373 /done_end=3* 

6991 126 U!-H-BI3-akn-c-01 -0-UU1 cDNA, 3' 
end /done=IMAGE2734825 
/done_end=3' 

6991611 UI-H-Bl3-alf-f-06-0-Ul.s1 cDNA, 3' end 
/done=IMAGE:2736539 /done_end=3* 

6991650 601499703F1 cDNA, 5' end 

/done=IMAGE:3901440 /done.erc^S* 

6992069 RC3-KT0230-1 301 00-01 4-gO 6 cDNA 



6992799 AL583391 cDNA 

/done=CS00L012YA12-<3-pnme) 
6992953 UI-H-Bl3-al(wJ-02-0-UI.Sl cDNA, 3' 
end /clone=lMAGE:3068186 
/done_end=3 f 
6993243 UI-H-Bl3-als^»-09-0-Ul.s1 

NCLCGAP^SubS cDNA done 
IMAGE:30S8832 3\ mRNA sequence 
UI-H-BWl^e-b-03-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:3069628 
/done_end=3' 
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AGGAGTTCAAGAAG CAGAGATTTCCA 
G GTC CATGCACCAAAGCTCATGTG 

CTTGTCCTCTCCTGATCCAGGGCTCC 
AGTGCCCATGTCCAGTG CCTTGGT 

GCATCTCCCCGCTGTCAGCCTCAGC 
CCTCTCCTACCAAAATCTCTTTCGA 

GGCGTTTCCCATTGACCAGTTTGACC 
CTGGTTTGAATAAAGAGAAGTGCG 

AGC C CATTGAAAACCTTGG CAAAATG 
TCAGACCTTAAGACTTTCCACTAT 

TCAGAGACAACGGAAGCTGAAAAATA 
AGAGCTGAGAAAGGAAGAACTTTT 

ATATACATACAAATCTAAGCTCCAAG 
AAGCCTAAGAAAACCCCTTAGGGG 

GGGCAATTTACATCGGGACTCGTTTC 
ATCTCTAGACCTTCACTTACCTGA 

AGCTCTGGAGTG CCCCTCCCTCGAAA 
TAAAGTATT7TAAG CGAACACTG A 

GCCAGTCTCTATGTGTCTTAATCCCT 
TGTCCTTCATTAAAAGCAAAACTA 

CCCTCAG G C ATAGAAATTG AATCTGA 
AATG G CTG ATGAATAAG C AAAG G C 

CAGCCCTGCCTGAGTTTTTGACACCT 
GCATCCCTCCCTGCCTCACCTCAC 

AGAGCAGGAGAAATCCTACTGCATTA 
TTAATCTGAAAG CACAAGGACAGC 

CTGTCTTGGTTTGTATGGGAAAATCT 
GCG G GTTGTGGAATATTAGGTTCT 
TGGGATTATAGG GGGAGACAGGAGT 
TGTGGAATTACAGGAGAGGTTCACT 
TGGGATTATAGGGGGAGACAGGAGT 
TGTGGAATTACAGGAGAGGTTCACT 



CTCCCAAACTTCCAGTAGCTTCCA 

TCGAGGTTCTTCCCAAGAAAAG CCCA 
ATCTTATAAACTGTTACTTCCCCT 

TG CAATGAG G CAGTG G G GTAAG GTT 
AAATCCTCTAACCGTCTTTGAATCA 
TGGCAACTTCAACTCCTTGATGGCGA 
TAATCTCTGGTATGAATATGAGCC 

TTGTGCTCCTGATAC GACGTTGCCAC 
AGTTAATCCGTTCTGATCTCTGCT 

CAAGCCTAACTTTCCAACACTCCCGC 
GACGCAACCCCTTCCCCTTTCCTC 

CACGGTTAGAGTCACCAAACCTGTAT 
TTCAGGG GACATCTTTCCAGCTCC 

C C AAAG GCTCACTACCCCTGTGCGTT 
GTCCAGCACACAGACACTATGTGC 

TGCTTGGGAAATTTGGTTTGTAAACC 

TAAAATAGCCCTTATTTCTGGGGA 

CATCTGCTGAGCAGTGTGCTGTGTCA 

ACCTCCTCCTAGGTCTCCTCTATG 

CTTTCTGCCTGAAGCTGCCCCCATGA 

CTCCCTTCTTTGTGCAAAAGCATG 

GAAATGAGTTGGTGTCTTCACAGAAT 
GAGGATCCCCAGAGCCATCTTGCC 

GTCTCCCTCCCACTCTCTGCCTTACC 
TGGTATCTATGACTCGACTGAAAT 
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Hs.257581 AW452528 6993304 



Hs.257582 AW452545 6993321 



Hs.257630 AW452932 6993708 



Hs.257632 AW452953 6993729 



Hs.257633 AW452960 6993736 



Hs.257636 AW452985 6993761 



Hs.257668 AW467208 



Hs.255877 AW467312 



Hs.257677 AW467338 



Hs.257679 • AW467385 



Hs.257680 AW467400 



NA 



AW467421 



NA AW467437 
NA • AW467445 



NA 



AW467448 



Hs.257687 AW467501 

Hs.257688 AW467571 
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Hs.266387 AW467607 
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6993810 
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Hs.257667 AW467193 7037299 



Table 8 

UJ*H-BW1-ame-o07-0-U!.s1 cDNA, 3' 
end /done=lMAGE:30S9684 
/clone end=3* 

Ul^-BW1-ame-d-12-0-Ul.s1 cDNA, 3' 
end /done=lMAGE:3Q69742 
/done_end=3* 

UI-H-BW1-amd-c-07-0-Ul.s1 cDNA, 3* 
end /done=IMAGE:3069325 
/clone end=3' 

UW-BW1-amd-e-04-0«Ul.s1 cDNA, 3' 
end /done=tMAGE3069415 
/done end=3' 

UI-H-BW1^md-e-11-0-Ul.s1 cDNA, 3' 
end /done=!MAGE3069429 
/done_end=3' 

UI-H-BW1-amd-g-12-0-Ul.s1 cDNA, 3 1 
end /done=IMAGE:3069527 
/done_end=3' 

Ul-H-BW1-amaH>02-0-U!.s1 cDNA, 3' 
end /done=IMAGE:3069290 
/done_end=3' 

UI-H-BW1-ama-d-03-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:3069340 
/done end=3* 

UWH-BW1-ama-d-O8-0-Ul.s1 cDNA, 3* 
end /done=MAGE:3069350 
/done_end=3* 

UI-H-BW1-arn*e-01-0-Uls1 cDNA, 3* 
end /done=lMAGE:3069384 
/done_end=3' 

Ul-H-BW1-ama-e-12-0-Ul.s1 cDNA, 3' 
end /done=lMAGE:3Q69408 
/donejend=3* 

he07a04jc1 cDNA, 3' end 
/done=lMAGE:2918286 /done_end=3' 



7037314 he07c09JrtcDNA,3 , end 

/done=!MAGE:2918320 /clone_end=3' 

7037418 he09b01 jcl cDNA, 3* end 

/done=IMAGE:2918473 /clone_end=3 ( 

7037444 he09e07.x1cDNA t 3'end 

/done=IMAGE:2918532 /done_end=3' 

7037491 he10d12jrtcDNA,3 , end 

/done=IMAGE2918615 /done_end=3' 

7037506 he10f11.x1 cDNA, 3* end 

/done=MAGE291 8637 /done_end=3* 

7037527 he17b02JCl NCLCGAP CML1 cDNA 
done IMAGE:2919243 3' similar to 
contains Aiu repetitive elementcon 

7037543 He17d05jc1 NCI_CGAP_CML1 cDNA 
done IMAGB2919273 3*, mRNA 
sequence • 

7037551 he17e08xi NCLCGAP_CML1 cDNA 
done MAGE2919302 3' similar to 
contains element MSR1 repetitive el 

7037554 he17flJ2JCl NCLCGAP_CML1 cDNA 
done MAGE291 9291 f similar to 
contains Alu repetitive elementcon 

7037607 he19e06.x1 cDNA, 3' end 

/done=IMAGE2919490 /done_end=3 l 

7037677 he21f02.x1 cDNA, 3' end . 

/done=lMAGE2919675 /done„end=3' 

7037688 602497524F1 cDNA, 5' end 

/done=MAGE46l 1316 /done_end=5' 

7037713 he22c05j(1 cDNA, 3« end • 

/done=lMAGE291 9752 /clone_end=3' 

7037776 he23d05jd cDNA, 3' end 

/done=lMAGE29l9849 /done_end=3' 

7037969 he27c04jc1 cDNA, 3' end 

/done=IMAGE2920230/done end=3' 
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TG CGAGAG GAAGC AGAGACCAC CTT 
GAAACTCGGGTGCATTAAGTCCTTG 

TTAGCCACTGCTATTCTAGGTTCCTT 
GATGGAGCCCCACTCCCACGCCTA 

ACCACCCAGAGGTTGCTGGCTTC CTT 
AATAAAG CTAACTTTC CTTTC AC C 

AGGGGAGCCAGTGGTTTTTGGTCAT 
G GGAAGTGTTCTCATAAAATTCATT 

GCACCAGACTTCTGAACAGGCTGGG 
AGAGTGAG G CATAAACACATGAAAT 

ACACAGTACTTTGTTGAGATGTTGGC 
TTCTTGGTTTATG G CATGAATTCT 

ACTTATCTTTTGCCACCCATGTTCCT 
GGATGCCTTGCCTTCCTCTTTCAT 

AAACAG GAAG CCTCTC ATGAATTTGA 
CCAAGGAGCTACATTCGTTCTCTA 

TGAG GAAGAG G AGATTTATTAAG C C C 
CTTCTTTTAG GCTAGGAGGTTTCC 

GGACACTGG CTTTTGTGCAGCTCTTC 
ATCACAGAGTCTGTTGAGCTACAA 

ACAGTGATTTTCAACCAAG GGGCTTT 
TTCAAACTACATTCCTTAGCTCCC 

GGTGGTGGCTACAAGGGTGATTGCC 
TTATGATAATTGAC C GTGTCATAAT 

AGCTGGGAGGCCATTACTTTTTGTCT 
GAGTCTTCTGGAGTTCTAGCAAAA 

AGTTG CATTAAACTGA G CTTAGATGT 
GTAAGTTT6CTAACG GATGGGTTT 

CCTCTAAGGCATTTATTTACTGACAA 
CATAAAATCTTGAACCCCAGGTCA 

TCACCTCCATCAACTTACTAGCACAT 
AAAGGGTGGGATTTCATGTGTTGA 

CTGGCAAAGGCATGGGTACAACCTG 
CTCTGTGATCTACCTTCTGAACCAC 

ACACCTGTG GTATATTTGTATCATTCA 
GTCTGGTTTCTC ACC CTTCCTAA 

AACCCTCGTAAG GTTTCATCTTCCTT 
GATTGCAAAATGAGTTTGTGTGAA 

CCCGCTTCACCTTCCCTAAATAACTC 
GTTTGCAGGCTAATTCCATCAAAT 

ATTTTG CTCATTACCTGTCAGGAGAA 
AACCCTCCTTCCCCAGTCTCCACT 

AC CTACTGAATCTC C AG ATTG C CAAG 
TGAAAC ACAATG GTTG C CTCTTCA 

TGCGAAAGCTAATTCCCTAGTATGAA 
TAAACTTCAGACCTTGCTCTCCTT 

AGCCTGAGGTGGGTGAAGAAAATAC 
CTGCTTTATACTGTTCTGGAAACTC 

CTTTTCCCCTTCATGGTAGTTGCTGC 
TTAAGTTTCTCTAACATGCCTGCA 

TGAATGTGCAGATG CAGAACC CATTG 
ATATGGAGGGCTGAGTGTCTGAAA 

TGT ACTACTTATTTATGTGTAAACCAT 
ACACAGGGCTAGAAAGGAAGGGAT 
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5991 Table 3A Hs.2577Q6 AW467864 

5992 Table 3A Hs.257709 AW467992 



5993 db mining 

5994 Table 3A 

5995 db mining 

5996 db mining 

5997 Table 3A 

5998 db mining 

5999 db mining • 

6000 Table 3A 

6001 Table 3A 

6002 Table 3A 

6003 Table 3A 

6004 Table 3A 

6005 Table 3A 

6006 Table 3A 

6007 db mining 

6008 Table 3A 

6009 Table 3A 

6010 Table 3A 

6011 Table 3A 

6012 Table 3A 

6013 db mining' 

6014 Table 3A 

6015 Table 3A 

6016 Table 3A 

6017 Table 3A 



Hs.257713 AW468139 

Hs.257716 AW468207 

Hs.257719 AW468316 

Hs.278060 AW468430 

Hs.257727 AW468431 

Hs.330268 AW468459 

Hs.257738 AW468559 

Hs.257743 AW468621 

Hs.122116 AW469546 

Hs.80618 AW510795 

Hs.193669 AW512498 

Hs.42915 AW572538 

Hs.342858 AW572930 

Hs.325991 AW573211 

Hs.258933 AW589231 

Hs.304925 AW592876 

HS.298654 AW614181 

Hs.259842 AW614193 

Hs.342967 AW629176 

Hs.140720 AW829485 

Hs.175437 AW771958 

Hs.151393 AW778854 

Hs. 109441 AW780057 

Hs.343475 AW873028 

Hs.166338 AW873324 



Table 8 

7037970 he27c05j(1 cDNA, 3' end 

/done=IMAGE:2920232 /done_end=3* 

7038098 he30b01 .x1 cDNA, 3' end 

/done=IMAGE:2920489 /clone_end=3' 

7038245 he32g1 1 J<1 cDNA, 3' end 

/done=lMAGE;2920772 /done_end=3* 

7038313 he34a12jc1cDNA,3 , end 

/done=IMAGE:2920894 /done_end=3' 

7038422 he36a05.x1cDNA,3 , end 

/done=IMAGE:2921072 /done_end=3' 

7038536 he37h10.x1 cDNA, 3' end 
/clone=IMAGE:2921251 /done_end=3' 

7038537 he37h1lJClcDNA,3 , end 
/clone=tMAGE:2921253 /done_end=3' 

7038565 he38d05.x1 cDNA, 3' end 

/done=IMAGE2921289 /ck>ne_end=3' 

7038665 he41a07jc1cDNA,3 , end 

/done=IMAGE:2921 556 /done.end^S' 

7038727 he42e03 j(1 cDNA, 3' end 

/done=IMAGE:2921692 /done_end=3' 

7039652 hd19e09J(1 cDNA, 3* end 

/dorte=IMAGE:2809992 /done_end=3' 

7148873 hypothetical protein (FU20015), 

mRNA/cds=(31,522) 
7150576 hypothetical protein DKFZp5B6J1119 

(DKFZp586J1119). mRNA 

/cds=(27,2153) 
7237271 ARP2(actin-related protein 2, yeast) 

homolog (ACTR2), mRNA 

/cds=(74 t 1258) 
7237663 hf17fD7.x1 cDNA, 3' end 

/done=IMAGE2932165 /done_end=3' 

7237944 602679187F1 cDNA, 5' end 

/done=IMAGE:4812093 /done_end=5* 

7276337 he27g09j(1 cDNA, 3 1 end 

/clone=lMAGE2920288 /done_end=3' 

7280068 hg04d05.x1cDNA,3'end 

/done=IMAGE2944617 /done_end=3' 

7319367 hg77d03.x1cONA,3 , end 

/done=tMAGE2951621 /done_end=3* 

7319379 cDNAFLJ11025fis,done 

PLACE1 003968, moderately similar to 
5WWIP-ACTIVATED PROTEIN 
KINASE, GAMMA-1 SUBUNIT 
/cds=<1 59,1 145) 

7375966 60261 9939F1 cDNA, 5' end 

/done=IMAGE:4745649 /clone_end=5 1 

7376275 FRAT2 mRNA, complete cds 

/cds=(1 29,830) 
7704007 hn66h09j(1 cDNA, 3' end 

/done=IMAG£3032897 /done_end=3' 

7793457 glutamate-cysteine ligase, catalytic 

subunit (GCLC), mRNA /cds=(92,2005) 

7794660 cDNA FU14235 fis, done 

NT2RP4000167 /cds=(82,2172) 

8007081 601556208T1 cDNA, 3' end 

/done=lMAGE3826392 /done_end=3* 

8007377 hl92a07jrf cDNA.S'end 

/done=lMAGE3009396 /done_end=3' 
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-1 TGTAGAATTGCG GAGTAGAAAGAC C C 
TTGAAAGATCATTTGTCCTGTGGT 

-1 GCTCAAGTTCCCAGCACCTGGGGAA 
TTCTAAG CCTGAGGAAGACAAGGTG 

-1 TGTTTTTATGTCCTGAGCAAGCAAATT 
GCTGCAATTAAAATCACCAATTT 

-1 AGGCCTGATATTGAAAGCTTTTGATA 
CTGAGATCCTATTAATCTCAGATGA 

-1 TG7TAGTTTGC7TTTGAAATTCTTTGG 
AGGGTACTCTTCAGGGCTTCACA 

-1 TAGTGATTATCTCCAGGAATCAAGTA 
CAAACTTTGAAAAAAGACTG GAGGT 

-1 TTTGTC CCAAG G G CTC AGACTGAAAG 
AATG CAATGTGAGAGGTATGCCAC 

-1 TCTGTGAAAATCTTTCTGCAAATGTCT 
TTGCTTGCTTGTACTCACGTTTT 

-1 TGTCTTTAACGCACAGATGTTACTTC 
AGCACCACAAGGACTGTTGATGGA 

-1 CAGTCAGATG7TGGAATTGGGGGTA 
GAGGGATTATAGAGTTGTGTGTGCT 

-1 AAAGGAGGGACTATGGCATCAAACA 
GCCTCTTCAGCACAGTGACACCATG 

-1 AC C C AGTTTGTG CATAGTTC ATGATC 
CTCTATAAAACCAGCTTTTGTGGA 

-1 CTGTCGGGCTCTGAAGCGAGCTGGT 
TTAGTTGTAGAAGATGCTCTGTTTG 

-1 TG G AATG GACTCTTAAAAC AATG AAA 
GAGCATTTATCGTTTGTCCCTTGA 

-1 TCACTACCTTCAATTGTTTACAAGGT 
GGATATGG GCAGGCAACAGATACT 

-1 CTAG GCCGGATGGGCCAGAGAAGGA 
GAACCATGGCAGGAGCCGGAAGCAG 

-1 AAATGTTGAGCAACTGTTCAATAACA 
GCACTAATTGTGTGTTCATTGGCT 

-1 CTGGCACATCCAGGTTTTAGAGCAGG 
• CAGCCTGAGATTTCAAAAATGAGG 

-1 GGAGCGGAATACAGTAAAAGCACTG 
GACTGACCTAAGAGTTTGTTTCTGC 

-1 ACAC CATTTCAG C G TTGGATCAC AGA 
CAGCTCTTCCTTTATATCCCAGCA 



-1 CCACCTTGCTGCCTTTTGAAACACTC 
AGGAAATATAGTTGGCTAAAACTG 

-1 C ACTTCG CAACG GAGTGTTTG AAATT 
GTGGTGGTCCTGATTTATAGGATT 

-1 G CTTTGG CAGATGG ATTAAC CTTGTT 
C TTTTG GAG C CAGATCAATATC TA 

-1 AGAATG CCTG GTTTTCGTTTG CAATT 
TGCTTGTGTAAATCAGGTTGTAAA 

-1 TTCTGAACATTTTAGTC AAG CTACAAC 
AGGTTTGGAAAACCTCTGTGGGG 

-1 TG CAAGTGGATGGTTTGGTATCACTG 
TAAATAAAAAGAGGGCCTGGGAAA 

-1 GTGGCTTTTCTGTTGACGCCAAAGGT 
TACTCCCTCTGCCTCACCATAAAA 
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6018 Table 3A 

6019 Table 3A 

6020 db mining 

6021 Table 3A 



6024 Table 3A 

6025 Table 3A 

6026 Table 3A 

6027 Table 3A 

6028 Table 3A 

6029 Table 3A 



6040 Table 3A 

6041 Table 3A 

6042 Table 3A 

6043 Table 3A 

6044 Table 3A 

6045 Table 3A 



Hs.90960 AW873326 

Hs.120243 BE044364 

Hs.157489 BE047166 

Hs.82316 BE049439 



6022 Table 3A Hs.121587 BE217848 

6023 Table 3A Hs.5734 BE218938 



Hs.203772 BE220869 

Hs.73931 BE220959 

Hs.128675 BE222032 

Hs.167988 BE222301 

Hs.79914 BE222392 

Hs,99237 BE326857 



6030 Table 3A Hs.83623 BE328818 

6031 Table 3A Hs.27774 BE348809 

6032 Table 3A NA • BE348955 

6033 Table 3A Hs.56156 ' BE349148 

6034 Table 3A Hs.315050 BE351010 

6035 Table 3A Hs.5027 BE379724 

6036 Table 3A Hs.86437 BE464239 

6037 Table 3A • Hs.127428 BE466500 

6038 Table 3A Hs.21812 BE487470 

6039 Table 3A Hs.1 22575 BE502246 



Hs.279522 BE502919 

Hs.1 97766 BE502992 

Hs.61426 BE550944 

Hs.201792 BE551203 

Hs.122655 BE551867 

Hs.282091 BE552131 



Table 8 

8007379 602563938F1 cDNA, end 

/clone=tMAGE:4688769 /done^end^ 

8361417 gamma-parvln (PARVG), mRNA 

/cds=(0,995) 
8384219 602462536F1 cDNA, 5* end 

/done=lMAGE:4575393 /done_end=5' 

8366494 interferorvinduced, hepatitis C- 

assodated microtubular aggregate 
protein (44kD) (MTAP44), mRNA 
/cds={0.1334) 

8905166 602637362F1 cDNA, 5' end 

/done=MAGE:476519l /done_end=5' 

8906256 meningioma expressed antigen 5 

(hyaiuronidase) (MGEA5), mRNA 

/cds=(395,3145) 
89081 87 FSHD region gene 1 (FRG1 ), mRNA 

/cds=(191,967) 
8908277 major histocompatibility complex, class 

II, DQ beta 1 (HLA-DQB1), mRNA 

/cds=(57 l 842) 
8909271 hr61g11.x1cDNA,3*end 

/clone=lMAGE31 33028 /done_end=3' 

8909619 neural cell adhesion molecule 1 

(NCAM1), mRNA /cds=(201 ,2747) 
8909710 hjmican(LUM),mRNA/cds=(84,1100) 

9200633 hr65h06.x1 cDNA, 3' end 

/done=IMAGE:3133403 /done_end=3* 

> 

9202594 nudear receptor subfamily 1 , group I, 

member 3 (NR1I3), mRNA 

/cds=(272 l 1318) 
9260662 602386841F1cDNA,5'end 

/done=IMAGE*451 5730 /done_end=5 f 

9260808 hs91h01.x1 NCI_CGAP_Kid13 cDNA 
done IMAGE3144625 3', mRNA 
sequence 

9261087 601463367F1 cDNA, 5' end 

/ctone=IMAGE:3866512 /done_end=5' 

9262791 ht22g04.x1 cDNA, 3' end 

/done=IMAGE:3147510 /done_ends3' 

9325089 601 15941 5T1 cDNA, 3' end 

/clone=lMAGE:351 1 107 /clone_end=3' 

9510014 602411368F1 cDNA, 5' end 

/done=IMAGE:4540096 /clone_end=5 1 

951 21 98 Homo sapiens, Similar to homeo box 
A9, done MGC:19648 IMAGE:2987818, 
mRNA, complete cds /cds=(62,880) 

9513245 AL562895cDNA • 

/done=CS0DC021YO20-(3-prime) 
9704654 endothelial differentiation, 

{ysophosphatidic add G-protein-coupled 

receptor, 4 (EDG4), mRNA 

/cds=(6,1061) 
9705327 hz81b08.x1cDNA,3 , end 

/done=IMAGE:3214359 /clone_end=3' 

9705400 done 23932 mRNA sequence 

/cds=UNKNOWN 
9792636 602329933F1 cDNA. 5' end 

/done=IMAGE443l248 /done_end=5' 

9792895 7b55h12.x1 cDNA, 3' end 

/done=IMAGE3232199 /done_end=3' 

9793559 hypothetical protein MGC1 4425 

(MGC14425), mRNA /cds=(31 8,688) 

9793823 hW29b05 Jrt cDNA, 3* end 

/done=MMAGE:31 84305 /done end=3' 
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-1 ACCTCCTACGTCTGTTTTCTGGCTGT 
G GTGACTTG G GATTTTTAACCTTA 

-1 ATCGTTGGATTATCTTTGAACCCCCT 
TGTGTGGATCATTTTGAGCCGCCT 

-1 AGCTCCAAAGTGGT7TGATGACCACA 
GGCTAAAATTCATAGTCTTAAAAT 

-1 TCAGAAAG GAG AAAACACAGACCAAA 
GAGAAGTATCTAAGACCAAAGGGA 



-1 GCATCACGATTTGTCTACATAAGTCC 
AGTTCATCTC G C GTTTGTTTTGGC 

-1 ATACAGGGTTCCATCCAGAAAGCATT 
CAGTCAGAGGAAGTTAAAGTCAGT 

-1 AAGTGCCAGATTTTGATAATCACCAG 
CCTCTCATTCAACTCCTATGTTGC 

-1 ACCCTTGGTCACTGGTGTTTCAAACA 
TTCTGG C AAGTCACATC AATC AAG 

-1 AGCTCTGGAGCCTTTGCTTCCTCAAA 
TACGAG CGGGAACTGC GTTGAGCG 

-1 AAGTTGTCCTGTGCTAAAG CAAG CGT 
GGGATGATCCTACCTACCTCTAGG 

-1 ATTTG GACAG ATG CAGAAG GAA CTGT 
TAGTGAGTCAAGACAAACACATCT 

-1 CCCCTACCCCTGGAAAGTAATATACT 
GAAGTCTCATCATACTGTTTTGGG 

•1 TGTTTCGTAAATTAAATAGGTCTGGC 
C CAGAAG AC CCACTCAATTGCCTT 

-1 AGCTAGTGATGTTTTGTCCAAAGGAA 
GATTCTGACAACAGCTTCAGCAGA 

-1 ACACAGACATATTGACCGCACACAAC 
ACTGAAATGGACTGACTTGAGAAA 

-1 TGGTTCTCTGATTTGTAATGAGCACC 
TGGATATGTCAATTAAAATGCCCA 

-1 GGTCCATGTCACCGTGAGTACACCC 
CTATGATTGGTTTGTTGTCAAGAAG 

-1 TG CTAGTTCAG GTCCTCCAGGCATTG 
ATTTGTACAGTTAAACTCCGAGTG 

-1 ACAAG CATTTAGATCATAACATG GTA 
AAGCCTATTACCAGCCAATGTTGT 

-1 GGCCTACTGACCAAATTGTTGTGTTG 
AGATGATATTTAACTTTTTGCCAA 



-1 AAGTTTGTGCAGCACATTCCTGAGTG 
TACGATATTGACCTGTAGCCCAGC 

-1 CGATAGAATTGAAGCAGTCCACGGG 
GAGGGGATGATACAAGGAGTAAACC 



-1 ATAGA CTCC AAAGAGG CGTTAA GCAC 
CTGGTTTTCCTTTGGCTCAGAAAA 

-1 CTCAAACGAAATTGGGCAGGCCATTT 
GCGTGGTTTCTCTGGATAAG TTCC 

-1 G CAC ATGACAGTAAG CGAGGTTTTG G 
GTAAATATAGATGAGGATGC CTAT 

-1 TCCCAGAGTAACTGACAGTATCAAAT 
AGCAAGAG AGTTAG GATG AGGACT 

-1 ACACAGGAACCGCTTACCCACCAGCT 
CTGCCCGCGTCTCTACCGCCATAG 

-1 TTCTTCCAAGAGAATAACCCTATTAAA 
GGCTAAAAATGGAAGCTCCCAGT 
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6046 Table 3A 

6047 Table 3A 

6048 Table 3A 

6049 Table 3A 

6050 db mining 

6051 Table 3A 

6052 db mining 

6053 Table 3A 

6054 db mining 

6055 db mining 

6056 db mining 

6057 db mining 

6058 Table 3A 

6059 Table 3A 

6060 Table 3A 

6061 Table 3A 

6062 Table 3A 

6063 Table 3A 

6064 db mining 

6065 Table 3A 

6066 Table 3A 

6067 db mining 

6068 Table 3A 

6069 db mining 

6070 Table 3A 



Hs.146381 BE613237 

Hs.4310 BE614297 

Hs.1 98802 BE621611 

Hs.324481 BE646433 

Hs.283165 BE646441 



Hs.341573 

Hs.283168 

Hs.187872 

Hs.283167 

Hs.283168 

Hs.283169 

Hs-225200 

Hs.129192 

Hs75703 

Hs.1 95374 

NA 



BE646470 
BE646492 
BE646499 
BE646510 



BE646617 
BE646640 
BE670564 
BE670804 
BE671815 
• BE672733 



Hs.77542 BE673364 

Hs.66357 BE673759 

Hs.283248 BE674662 

Hs.88845 BE674685 

Hs.171120 BE674709 

Hs.283249 BE674713 

Hs.167208 • BE674762 

Hs.283247 BE674807 

Hs.174010 BE674902 



6071 Table 3A Hs.174144 BE674951 

6072 Table 3A Hs.190065 BE674964 

6073 Table 3A Hs.211828 BE675092 



Table 8 

9894834 RNA binding motif protein, X 
chromosome (RBMX), mRNA 

/cds^oi.nee) 
9895894 eukaryotic translation Initiation factor 

1 A (HF1A), mRNA ^=(207,641) 
9892551 601493754T1 cDNA, 3* end 

/done=iMAGE:3B95836 /done_end=3' 

9970744 EST380617CDNA 

9970752 7e86h06.x1cDNA,3 , end 

/done=IMAGE:3292091 /done_end=3' 

9970781 tc38c1 1 j<1 cDNA. 3* end 

/done=IMAG E; 2066 900 /done_end=3' 

9970803 7e87g01.x1 cDNA,3'end 

/clone=lMAGE3292176 /done_end=3' 

9970810 7e87h02jc1cDNA,3'end 

/done=IMAGE:3292179 /donej3nd=3' 

9970821 7e88b08 Jd cDNA, 3' end 

/done=IMAGE:329221 5 /ctone_end=3' 

9970880 7e89c01 .x1 cDNA, 3* end 

/done=lMAGE:3292320 /done_end=3' 

9970928 7e91b07j(1 cDNA, 3' end 

/ctone=IMAGE:3292501 /done_end=3» 

9970951 7e91f08jc1 cDNA, 3* end 

/done=lMAGE:3292551 /done_end=3' 

10031125 7e36h08XlcDNA t 3'end 

/done=lMAGE:3284607 /done^end^ 1 

10031 345 small inducible cytokine A4 

(homologous to mouse Mip-1b) 
(SCYA4), mRNA/cdsKmsse) 

10032445 7a47c12.x1cDNA,3'end 

/done=IMAGE:3221878 /clone_end=3 , 

10033274 7b75g07.x1 NCI CGAP Lu24cDNA 
done IMAG&3234108 3' similar to 
TR:099231 099231 CYTOCHROME 
OXIDASE 

10033905 602629438F1 cDNA, 5' end 

/ctone=lMAGE:4754432 /done.eno^S 1 

10034300 7d69d02.x1cDNA,3'end 

/done=MAGE:327B211 /ctone_end=3' 

10035284 7e93g03j<1cDNA,3 , end 

/clone=tMAGE:3292756 /done.end^' 

10035307 AV733781 cDNA, 5* end 

/done=cdAASF08 /done end=5* 

10035331 7e94f05j(1 cONA,3' end 

/done=IMAGE:3292833 /clone_end=3" 

10035335 7e94g02.x1 cDNA, 3' end 

/done=lMAGE:3292850 /done_end=3' 

10035230 7e98d05JClcONA t 3'end 

/done=IMAGE:3293193 /done_en*=3' 

10035275 7e93d11j(lcDNA l 3'end 

/done=IMAGE:3292725 /done_end=3' 

10035443 7e97a04JClcDNA ? 3 , end 

/done=IMAGE:3293070 /done_end=3' 

10035492 7e97g10jc1cDNA f 3 , end 

/done=lMAGE:32931 54 /done_end=3' 

10035505 7f11b09j(1cONA.3 , end 

/done=IMAGE:3294329 /done,end=3' 

10035633 7fO2d07 jd cDNA, 3' end 

/done=IMAGE3293485 /done_end=3' 



ACTGACCTAGCAGATGTGTGGAAAAG 
GAATCAGATCTTGATTCTTCTGGG 

ACAACTCAAGTGAAAAGATGTCTCCA 
GTTTCTGAAGATAACGCACGCTGA 
CGCCGACTCGTTGAAAGTTTTGTTGT 
GTAGTTGGTTTTCGTTGAGTTCTT 

CACCCACCTGGTAGGAAGGTCAATCT 
TATG CTCAGAAGTCCCACCCACCA 
CAACTCCTTAAAGGGTTGAAGGTTGT 
GAC AATAACTGAGG GAACTGATGT 

AAAACACTCCACCTAAAAGCAGGAAA 
GATG G C AATTCTAAATAG C AGCTA 



GGAGGTTTTGATCGTGACTTTATTTT 
GAGATATTGTATCTTTGTTAGTATTGC 

TTGTAAGGTTCCGGGGAACTGACTCA 
ACATGGTTCTCCAACTCGAGGTTG 

TGTGAGTGTTATAGGTTACAGTGGAT 
TCCAAACTAGCCACAAGTGAAGCA 

TCAGCCAGGAGGAAAAGCACTCTGAT 
TATGAATTGAGCAGAAG GAAACAA 

GTTC C CACTCGTTCTTGCCG GAG AAA 
CCTGCCTTTTCAAGCATAATTCAA 

G G GTC CAAGATTATTG ATTAATTTG G 
GCACCGCGAGAGCTCGAGTCCCCC 

GACCACCTGTAAAGCAAGTCCTTTCA 
AGTTTCACTGCACATCCCAAACCA 

TGGTCCACTGTCACTGTTTCTCTGCT 
GTTG C AAATACATG G ATAAC ACAT 

AGACTCTGGAAAAGGAGGGTCGGAG 
TATTAAACTGGCTGG GAATGAGAGG 

TGAGAG CACACCATAAATTCAC AG C A 
GGAATAAACGAAGACACACGAGCA 



A C ATTCTCTC ATTTTG CTG AAG CTGAT 
TTGATTGGGTGTCTGTTTCTCGC 

TGAGAAG GTAAAGTAGAAAGGG AAG 
ATGATGAGTGAACAATAAGCCTTGT 

ACATTATTCCATG GGAATAAGTCATC 
AGTG CAAAGGACTGTAAGGAGTGC 

CGCCGCTCCTGGAGACCTGATAACTT 
AGGCTTGAAATAATTGACTTGTCT 
TGTATGTG CAATATGCTTATGGGTAA 
TTATGGGCAAGAGAAATGGAAACA 

ACCC CTTGGTAAAGCAGTTGTAAGAA 
TTAAACAAGAGGAATTG CTCTTTC 

AAATCAGGCCCCTTG CGCCATTCACA 
AAAATCCTTGTGAGATGACTCAAG 

AGGGCAGAGGTCCTTTGGGAGGGTA 
AGCTCACAAAAACTCAGGGAGGCAG 

TCATCTCCG CCAAGGTTCCCACTAGG 
CAGGAAAGGAI i 1 1 1 ATCTAAAGT 

CCACCCAAGTCGGAATCCGAGTGAA 
ATAAATAGCATCGCCCGCCAACTAC 

AG GCACACGATTGTCACCATTTCTCC 
CTTTAC AAG CTGTATAATCAGTAA 

GCAACGTCTGAATGTAGTAATGTGAC 
TCAGAG CTTCAAAGTAAG C ATTC G 
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6074 db mining 

6075 db mining 

6076 db mining 

6077 db mining 

607B db mining 

6079 db mining 

6080 db mining 

6081 db mining 

6082 db mining 

6083 db mining 

6084 db mining 

6085 db mining 

6086 db mining 

6087 Table 3A 

6088 Table 3A 

6089 db mining 

6090 db mining 

6091 Table 3A 

6092 db mining 

6093 Table 3A 

6094 Table 3A 

6095 db mining 
6098 db mining 

6097 Table 3A 

6098 db mining 

6099 db mining 

6100 db mining 

6101 db mining 



Hs.330706 BE675125 

Hs.283251 BE675180 

Hs.339281 BE675338 

Hs.283253 BE675379 

Hs.283254 BE675403 

Hs.283255 BE675434 

Hs.283256 BE675531 

Hs.315345 BE675610 

Hs.1 80637 BE675718 

Hs.283258 BE675792 

Hs.283259 BE675819 

Hs.283261 BE675957 



NA 



Hs.181015 BE676054 

Hs.283263 BE676154 

Hs.283264 BE676173 

Hs.134648 BE676210 

HS.283266 BE676275 

Hs.158714 BE676408 

Hs.220929 BE676472 

Hs.283268 BE676474 

Hs.283269 BE676528 

Hs.123254 BE676541 

Hs.283505 BE676548 

Hs.283270 BE676613 

Hs.283271 BE676614 

HS.283272 BE676667 



Table 8 

10035666 I L3-UT01 14-301 1 0D-357-H02 cONA 

1 0035721 7f03h06 jcI cDNA, 3' end 

/done=lMAGE:3293627 /done_end=3' 

10035879 HNC29-1-D4.RCONA 

10035920 7f08b02.x1 cDNA, 3' end 

/done=lMAGE:3294027 /done_end=3' 

10035944 7f08d10.x1 cDNA, 3' end 

/done=IMAGE:3294067 fdionejznd^y 

10035975 7fD9a10.x1 cDNA, 3* end 

/clone=lMAGE:3294138 /done_end=3' 

10036072 7f10h08jrt cDNA, 3' end 

/done=lMAGE:3294303 /done_end=3 f 

10036151 7f12g09.x1 cDNA, 3' end 

/done=IMAGE:3294496 /done_end=y 

10036259 7f14h04.x1 cDNA, 3' end 

/ctone=IMAGE:3294679 /clone_end=3' 

10036333 7f16b02J(1 cDr4A, 3' end 

/done=IMAGE:3294795 /done_end=3* 

10036360 7M7d10Jc1cDNA,3 , end 

/done=IMAGE:3294931 /done_end=3' 

10036498 7f19b08.x1 cDNA, 3' end 

/done=IMAGE:3295091 /done_end=3' 



BE676019 10036560 



Hs.170584 BE676049 10036590 



7f20c12j(1 NCI_CGAP_CIL1 cDNA 
done (MAGE:3295222 3* similar to 
contains Alu repetitive element;, m 
7f21a03xl cDNA, 3' end 
/done=IMAGE:3295276 /done_end=3* 



1 0036595 signal transducer and activator of 
transcription 6, interieukin-4 induced 
(STAT6), mRNA/cds=<1 65,2708) 

10036695 7f24a12.x1cDNA,3'end 

/clone=lMAGE:32955B2 /done_end=3' 

10036714 7f24c12Jd cONA l 3 , end 

/done=lMAGE:3295606 /done_end=3' 

10036751 7f25c05 j(1 CDNA, 3* end 

/done=MAGE:3295588 /done_end=3' 

10036816 7f26d04.x1 cDNA, 3' end 

/done=IMAGE:3295783 /cione_end=3' 

10036949 7f29b11.x1 cONA, 3' end 

/done=IMAGE:3296Q61 /done_end=3* 

10037003 cONAFUl4369fis, done 

HEMBA1001174, highly similar to ADP- 
RIBOSYLATION FACTO R-UKE 
PROTEIN 5 /Cds=(207,746) 

10037005 7f30c08 Jrt cDNA, 3* end 

/done=lMAGE:3296174 /done_end=3' 

10037069 7f31d12jc1cDNA,3'end 

/done=IMAGE:3296279 /done_end=3' 

10037082 AL572605cDNA 

/done=CS0DI034YH06-(3-prirne) 
10037089 wh79K)1.x1 cDNA, 3* end 

/done=lMAGE:2386969 /done_end=3' 

10037154 7f33a08.x1 cDNA, 3' end 
/done=IMAGE:3296438 /done_end=3' 

10037155 7f33a10jt1cDNA,3 , end 
/done=IMAGE:3296442 /done_end=3' 

10037208 7f34a07jc1 cONA, 3' end 

/done=IMAGE:3296532/done end=3* 



PCT/US01/47856 



-1 GCCACCCGATCTGGGAGGCCCAGCA 
TCCAATTCAGTCGCCTTCAATGATT 

-1 TGATAGACTGGATGCTGCTATGGTAA 
TCTGCCTCAGGAAAATGCCGGACT 

-1 TGGAG CCAAGAAGCCACTGACTCAA 
GAG GATTTCAAG CGAGAG CTG CTTG 

-1 CAACTTTTGTAACAGGGGACTTAGCC 
GGGGGCAGGAGGGGTTCTTGAGAC 

-1 ACTTGAAGG CACATCTTC CTTTTG GT 
TGTTTTCCATCTTCAAATTAAACT 

-1 TAAAAACTGACATGACATGAGATGGT 
TTAAGTGTCAAACATAAGGGTCTTT 

-1 ACTGACATAAGCCCACTTCAGGTGTT 
TGGAAGACACTAAAGAGAATCAGA 

-1 GCAGCTTTTTGCTGGCGGGG GTCTA 
AATAAAGTAGCTTCCCCAAAAGAAA 

-1 ACCTGGTTATCTCGCAATGACCTAGC 
TAACACAAATG C AACATCAG C C G G 

-1 TGATC AAAATGAAGATGCTC CAACCG 
TATAAATGGCAGATGAAATAGACT 

-1 GCAGGAGAGAAATACCTTCTAATGGG 
TGTGGACACTGGAGGAACTGTTAC 

-1 AGGG CACTGTTTGTTCCTTTAATATG 
GAGAAATATCGCAAATAACTG GGA 

-1 TTGGCCTATGTTAATTTCTATTCTCAG 
TTCTTCTGTGCC CTTC CTCCTCT 

-1 GAACGTAAGCCCGACGCTAGGCAGT 
GCTGTTAGAAAGTGATTTGGAAGAG 

-1 ATCCCATTCTC CCTCTC AAGGCAGGG 
GTCATAGATCCTAAGCCATAAAAT 

-1 TGCTGTAAAATGGCAGCTCCATAGGA 
ACCTATTTTCCATAGGAACCTGCA 

-1 ACTG GAGAAAGGTGTCTTCCTGTC CT 
TTCAGGGGCTCCTGCGGGGAATTC 

.1 ATTATATTTGTCCCTATCAGAATCCTC 
GAATCCCTAG CAGCCAGTCCCTG 

-1 TGCTCACTGTCTTCTGGAAGAGACAA 
GCACTTTCTTGAAATTCCTAAGCA 

-1 CAATCG GATCATTCTTCTCAACTTGG 
GCGGCTCTTTCCTCCCTTCCTTCC 

-1 TGCTTTGGGGAGTAGCTGAAGCCGA 
AGTATGAACAGTCCATTTTGTTTCT 



-1 CACAGTTG AGTAG GAGGTC ATGAAGA 
AGAAGAGATGATAC CTGCCTTACC 

-1 TTTGTGTAGCAAATGTTCATTAATTGC 
CTACTTTGTGCCAAATTCAGGCC 

-1 TCCAGCATTGTATTGTCTATTGACAC 
ACAAAGTTTGAAAATAAAGGGGCA 

-1 CACCCACCAGACCGAGGATTCCAAAA 
GGGGGCGAAGGCGGAGAGCAAAGG 

.1 TGGACTCTGTTTTCAAGAGGAAGAAA 
CAACTGACAAATAAGTTGATGTCA 

-1 ATGTTGAAACTGGTTTTAACTTGTAAT 
GGTGTGGCTGATGTTACCCGACC 

-1 ACACAGATTTGAAGTCTACTGTTCTA 
AATGGCCTCTACTTCCTGCTGTCA 
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6102 cfb mining 

6103 db mining 

6104 db mining 

6105 Table 3A 



6108 Table 3A 

6109 Table 3A 

6110 Table 3A 

6111 Table 3A 

6112 Table 3A 

6113 Table 3A 

6114 Table 3A 

6115 Table 3A 

6116 Table 3A 

6117 Table 3A 

6118 db mining 

6119 Table 3A 

6120 Table 3A 

6121 Table 3A 

6122 Table 3A 

6123 Table 3A 

6124 Table 3A 

6125 Table 3A 

6126 Table 3A 

6127 Table 3A 

6128 db mining 

6129 Table 3A 

6130 Table 3A 



Hs.102165 BE676737 

Hs.283276 BE676772 

Hs.86761 BE738569 

Hs.293842 BE748663 



6106 TaWe3A Hs.293842 BE748663 



6107 Table 3A Hs.270293 BE857296 



Hs.155935 BE858152 

Hs.294348 BE961923 

Hs.5181 BE962588 

Hs.314941 BE9628B3 

Hs.301110 BE983194 

Hs.330887 BE963374 

Hs.334926 BE963551 

Hs.316047 BE963666 

Hs.294578 BE963811 

Hs.302585 BE964028 

Hs.210628 BE964051 

Hs.330588 BE9B4134 

Hs.252259 BE964149 

Hs.1 84052 BE964596 

Hs.286754 BE965319 

Hs.297190 BE9B5554 

Hs.108327 BF001438 

Hs.161075 BF001821 



NA 



BF056055 



Hs.221695 BF058398 

Hs.255564 BF058429 

Hs.43857 BF058599 

Hs. 144583 BF059133 



Table 8 

10037278 7f37g03.x1cONA,3'end -1 
/done=IMAGE3298884 /done_end=3' 

10037313 7f35d05jc1 cONA, 3' end -1 
/done=lMAGE:3296649 /done_end=3' 

10152561 601572850F1 cDNA, 5' end -1 
/done=tMAGE:3839581 /done.end^ 

10162655 601571679F1 cDNA, S'end -1 
/done=[MAGE:3838675 /dane_end=5' 

10162655 601571679F1 cONA, 9 end -1 
/done=IMAGE:3838675 /done_end=5' 

10371182 7g27bOUc1cONA l 3 , end -1 
/dane=lMAGE;3307657 /clone_end=3' 

10373065 complement component 3a receptor 1 -1 

(C3AR1), mRNA /cds=(0,1448) 
11764299 601655335R1cDNA,3 , end -1 

/done=MAGE:3845768 /done end =3' 



11765636 proliferation-associated 2G4, 38kD 
(PA2G4), mRNA/cds=(97,1281) 

11766238 602381893F1 cDNA, 5* end 

/done=IMAGE:4499447 /done end=5' 



11766612 601656811R1 cONA.3 , end -1 
/done=lMAGE:3865731 /done_end=3' 

11766792 6016571 37R1 cDNA, 3' end -1 
/done=IMAGE:3866193 /done_end=3* 

1 1 766970 Homo sapiens, done MGC:8857 -1 
IMAGE'3866266, mRNA, complete cds 
/cds={62,133) 

11767085 601 656685 R1 cDNA, 3' end -1 
/done=IMAGB3865820 /clone_end=3' 

11767228 601657462R1 cONA, 3' end -1 
/done=lMAGE-3875846 /done_end=3' 

11767356 601657601R1cDNA,3*end -1 
/done=lMAGE:38756l7 /ctone_end=3* 

11767519 601472729T1 cDNA, 3' end -1 
/done=IMAGE:3875791 /clone_end=3' 

11767602 601151626F1cDNA, S'end -1 
- /done=IMAGE:3507774 /ctone.erK^S 1 

11767617 ribosomal protein S3 (RPS3), mRNA -1 
/cds=K22,753) 

11768078 PP1201 protein (PP1201), mRNA -1 

/Cds=<75,1010) 
11769559 601659229R1 cDNA.S'end -1 

/done=iMAGE:3895783 /done_end=3' 

11770044 601659486R1 cDNA,3'end -1 
/done=lMAGE:3896204 /done_end=3' 

10701713 damage-spedfic DNA binding protein 1 -1 

(127kD) (DDB1), mRNA 

/cds={ 109,3531) 
10702096 7g93g02jc1cDNA,3 , end -1 

/done=lMAGE:3314066 /done_end=3' 

10809951 7k07M2Jc1 NCLCGAP^GCS cDNA -1 
done iMAGE3443950 3' similar to 
contains element L1 repetitive eleme 

10812294 7k30dOlJrtcDNA l 3 , end -1 
/done=lWIAGE:3476785 /done_end=3' 

10812325 7k30g1Uc1 cDNA,3'end -1 
/done=lMAGE:3476949 /done_end=3' 

1 081 2495 mRNA for KIAA1247 protein, partial -1 

cds/cds={285,2942) 
10813029 Homo sapiens, done IMAGE3462401, -1 

mRNA, partial cds /cds=(0, 1 53) 



PCT/US01/47856 



GGAACTTCTGCTTCCACTTACGATGA 
AG GAACTTGTACTCAATCCATCCA 

GAAGCCTTCCTGTGGTCATAACAAGT 
CTCACACACCCCAAG GACTGATCT 

GAGTCCAGCCTTTGAACCTGGCGCT 
GAATCCTGACTTTACTGCTTATTCA 

AAACTCATACATGCAGAAAATTGTCTT 
TGCTCGAAATGGTAATGCCAAAA 

AAACTCATACATGCAGAAAATTGTCTT 
TGCTCGAAATGGTAATGCCAAAA 

ACAAAAGTCATG G CTGTGAG GCTATC 
ATTACCCTTTTACCAAAGTTGGAA 

AGTTCTATTTCTATCCCAAACTAAG CT 
ATGTGAAATAAGAGAAGCTACTTTGT 
ATCCCGATGGTGCCCACC GCTATTAA 
AGGTTCGTTTGTTC CACGATTAAA 



-1 ATGTCTCCATACCCATTACAATCTCC 
AGCATTCCCCCTCAAACCTAAAAA 

-1 GCCCGTATTTACCCTATAGCACCCCC 
TCTACCCCCTTTAGAGCCCAAAAA 



ACATTTTC CTCC GCATAAGCCTGCGT 
CAGATTAAAACACTGAACTGACAA 

CCAAGCTGGTTTCAAG CCAACCC CAT 
GGCCTCCATGACTTTTTCCAAAAC 

TGATCAGGTGAACCGGAAGTCTCCAA 
TTTCTGAATGGATTATGTTTCTAA 

TGAGTACGTGACACTTGTTGTAGAAT 
AGTGGTGTTGAGCTATATTCTTGT 

GTGACCCTTGGCACCCGCTAGAAGTT 
TATG GCCGAGCTTTACCAATTAAA 

TGAACTCCAACTTTGACCAACCCATG 
AGACCCCTGTTATCCAAACTTTCT 

CCCTCTACTATTTGGCTCCATAACTTA 
GGACCTGCCTTTCCCGGTTCCAG 

CCCGTATTTACCCTATAGCACCCCCT 
CTACCCCCTTTAGAGCCCCAAAAA 

CCAACTTTCAGAACAGAAGGGTGGG 
AAACCAGAACCGCCTGCCATGCCCC 
GCGCCAGAAATCCAATCCAGCCCAA 
GGATATAGTTAG GATTAATTACTTA 
CTGAGATTTTGG GTTTTCCACACGG G 
CCAAGATACCCGGCCTCTGCTGAG 

ATATCATTTCCACTTAGTATTATACCC 
ACAC C CACCC AAG AAC AG G GTTT 

ACAG CATGAGAAACTGTTAGTACGCA 
TACCTCAGTTCAAACCTTTAGGGA 

GCTTGCCCTAGCAGAGTCATACGGAA 
TAATGGAAAACTCAACTTCTGTTC 

CACAATGCTG CCTCCTCTGTGGATGA 
CTGATGG CAAGAGTCTGAATTGAA 

CCTCTCACTCTCAGACTCCAAGG GCC 
AAGAAAAACTAC G G ACAG GAAGCC 

GAGAGGAGGGGTCTCAGACGTTGGG 
GGACACACTG CTG GGTG G GTG ATTT 

TAAGAAATCC CAATTTTCAG GAGTGG 
TGGTGTCAATAAACGCTCTGTGGC 
CGGCAGGGTGGCCTGTAACAATTTCA 
GTTTTC GCAGAACATTCAGGTATT 
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6131 db mining 

6132 Table 3A 

6133 Table 3A 

6134 db mining 

6135 Table 3A 

6136 Table 3A 

6137 Table 3A 

6138 Table 3A 

6139 Table 3A 

6140 Table 3A 

6141 Table 3A 

6142 Table 3A 

6143 Table 3A 

6144 Table 3A 



6147 Table 3A 

6148 Table 3A 

6149 Table 3A 

6150 db mining 

6151 Table 3A 

6152 db mining 

6153 Table 3A 

6154 Table 3A 

6155 Table 3A 

6156 Table 3A 

6157 Table 3A 

6158 Table 3A 

6159 Table 3A 

6160 Table 3A 



Hs.257697 BF060727 

Hs.193237 BF062295 

Hs.174215 BF062628 

Hs.159013 BF063675 

Hs.125887 BF 109873 

Hs.288443 BF110312 

Hs.250905 BF1 16224 

Hs.318215 BF183507 

Hs.98565 BF1 94880 

Hs.232257 BF1 95579 

Hs.3353 BF197153 



NA 



BF1 97762 



Hs.50785 BF221780 



Hs.250811 BF432643 



6145 Table 3A Hs.296356 BF433058 



6146 Table 3A Hs.76611 BF433353 



Hs.178703 BF433657 

Hs.222833 BF435098 

Hs.293476 BF435621 

Hs.257641 BF436704 

Hs.1 60980 BF437585 

Hs.258513 BF437915 

Hs.126594 BF445163 

Hs.174104 BF445405 

Hs.143369 BF446017 

Hs.295726 BF447885 

Hs.179526 BF475501 

Hs.181311 BF478238 

Hs.1 79703 BF507849 

Hs.1 59673 BF508053 



Table 8 

10819637 AL533532 cDNA 

/clone=CSODN004YJ14-(5-pnme) 
10821193 7k76b1lJClcDNA.3*end 

/done=IMAGE;34B1293 /done_end=3* 

10821538 7h62h05.x1 cDNA, 3' end 

/done=IMAGE:3320601 /done_end=3* 

10822585 hh82b10*1cDNA,3 , end 

/done=IMAGE:2969275 /done_end=3' 

10939563 hypothetical protein FLJ 14464 

(FU14464), mRNA/cds=(69,3146) 

10940002 7n36d08jc1 cDNA, 3' end 

/done=IMAGE:3566654 /done_end=3' 

1 0985700 hypothetical protein (LOC51 234), 

mRNA/cds=(0,551) 
11061818 601 809991 R1 cDNA.3 1 end 

/ctone=IMAGE:4040470 /done_end=3' 

11081165 602137338F1 cDNA,5*end 

/done=IMAGE:4274048 /done_end=5' 

11082611 RST2302 cDNA 

1 1 085769 beta-1 t 3-gIucuronyftransferase 1 

(glucuronosyl transferase P) (B3GAT1), 

mRNA/cds=(175,1179) 
11087169 7p91fD2Jc1 NC!_CGAP_Skn1 cDNA 

clone IMAGE:3653139 3\ mRNA 

sequence 

1 1 128957 SEC22, veslde trafficking protein (S. 

cerevisiaeHike 1 (SEC22L1), mRNA 

/cds=(1 19,766) 
1 1444806 v-raJ simian leukemia viral oncogene 

homotog B (ras related; GTP binding 

protein) (RALB). mRNA /cds=<1 70,790) 

1 1445221 mRNA; cDNA DKFZp434M1 62 (from 

done DKFZp434M162) 

/cds=UNKNOWN 
11445516 601435773F1cONA,5 , end 

/done=IMAGE-3920562 /done_end=5' 

11445846 AV716627 cDNA, 5' end 

/done=DCBBCH05 /done_end=5* 

11447386 7p05g01 Jd cDNA, 3" end 

/done=tMAGE:3645097 /done_end=3' 

11447923 hypothetical protein FKSG44 

(FKSG44), mRNA/cds=(126,1520) 

11448943 7p07d1ZxlcDNA,3'end 

/done=lMAGE:3644999 /done_end=3' 

1 1449991 7p74d12j(1 cDNA, 3' end 

/done=iMAGE:3651526 /done__end=3' 

1 1450432 AF1 50421 cDNA /done=CBNBCG1 2 

11510224 nad21d12.x1 cDNA, 3' end 

/done=IMAGE:3366191 /done_end=3 l 

11510543 601438710F1cDNA,5*end 

/done=lMAGE3923643 /done_end=5' 

11511155 7p18a1U(1cDNA t 3*end 

/done=IMAGE:3646004 /done_end=3' 

1 1 51 3023 integrin, alpha V (vitronectin receptor, 

alpha polypeptide, antigen CD51) 

(ITGAV), mRNA/cds=(41.3187) 
1 1 546328 upregulated by 1 ,25-dihydroxyvitamin D- 

3 (VDUP1), mRNA /cds=(221 ,1396) • 
1 1 549065 asparaginyMRNA synthetase (NARS), 

mRNA/cds=(73,1719) 
1 1 591 147 tripartite motif protein 14 (TRIM14), 

mRNA/cds=(10,1230) 
1 1591351 Ul-H-BW-ap*b-1 1-0-ULs1 cDNA, 3* 

end /done=1MAGE:3088B45 

/done_end=3' 



PCTAJS01/47856 



GGGGCTCCCTTCCCGGCTTTGTTTTC 
TCTGG GAGATTTTATTTTAC CTAA 
GAAAGTG GAGGGAGTGGACGGGGAG 
G AGACTAG CCAGAGAGGCTCATTAG 

CTTCTCCCCTCTTGCCCTCTGT6GTC 
TGATTTAAAACGAAAAGGTCGGAT 

GGACTTCTGAAATAGAGCTGGCTCCC 
TGGGGTGACAATGTATATATGCAA 

CTGGGTGTCGTGGAAGATGACGAAG 
ATGCTGGGCTGGCAGATGCAGTCCA 
ACCAGGGCTTAAAACCTCAATTTATG 
TTCATGACAGTGGGGATTTTTCTT 

ATTCTCCAACCACAAACAGCACTTCT 
AAAACTAACTTTACTTTCTGCCCA 
GATATAGTCTCCATACCCCATTACCA 
TCTCCCAGCCATTCCCCCTCCAAC 

TGATACTTTGGTTCTCTTTCCTGCTCA 
GGTCCCTTCATTTGTACTTTGGA 

TAATACTGGAGGGGCTTGAAGAAGG 
CTGTCGTGTTTTGTCACCTGCTTTG 
GTCTTTCCCGTCTTTCTTCCTCACCT A 
TGTAATTTCAGTAGTCTCTCAGC 

AGGAAGAGCCTGCACCTGTG GTGGA 
ACAATCAGGGAAAAGGAAGTCAAAA 

TTTGGAGCTTCTATAG GAGTGGAGAG 
GGGCAGCTCATTGTTGAGAGTTGC 

TGATCTGACTGGAAAACAATCCTGTA 
TCCCCTCCCAAAGAATCATGGGCT 



TCATCCCTTAAACACTCTGTGATGGG 
ATCTTCAGGATCATCTTTTGAAGT 

TGCGTTTGGTTT AGGAATGTGCTTTT 
GTACTTCCACTTGAATAAAG GTGT 

TGCTCAG GGCACATGCACACAGACAT 
TTATCTCTGCACTCACATTTTGTG 
GGTTATTGCTGACACGCTGTCCTCTG 
GCGACCTGTCGCTG GAGAGGTTGG 

CGTTTTCTGAGCATCCGTTGTGCCTT 
AACATTTTCTGCTTGTCCTTTGGG 
CTTCTGAATG C C CGAGTCTTCTCTTT 
TGTGCTCACAAATGCCACCCAATC 

TGCTTACAAGGGTGATTGACCTTGCC 
TTACTCTTTATGTAAATTATGGCA 

CTGG CGTATTACCATTTTGATAGCCT 
CTCTTCAGGCTAGATAAGCTGGGG 
CCCTGTATTATTGAAATGTCAGCATA 
ATGACTGGAAGGTGAAATTGGTCC 

ACTGCTGTTGCATGAATAGATGATAC 
AAAGCAAGTGATGAGGTTGGTATG 

TG GAAG AAC AAATTCAGACATC ATC A 
GTAAGTCTTTAG GGACACAGGGAA 

AGTGAAAACTGGTACAGTGTTCTGCT 
TGATTTACAACATGTAACTTGTGA 

GCCAGAAAGTGTGGGCTGAAGATGG 

TTGGTTTCATGTTTTTGTATTATGT 

TGTCCTCTGAACCTGAGTGAAGAAAT 

ATACTCTGTCCTTTGTACCTGCGT 

CCATTTCCACTACATGCCTTTCCTAC 

CTTC CCTTCACAACCAATCAAGTG 

ACACTTCCCTGAATGTTGAAGAAGAT 

ATGCTATCCATGCAATCCTTGTCG 
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Table 8 



6161 Table 3A 

6162 Table 3A 

6163 Table 3A 

6164 Table 3A 

6165 Table 3A 

6166 Table 3A 

6167 Table 3A 

6168 Table 3A 

6169 Table 3A 

6170 Table 3A 

6171 Table 3A 

6172 Table 3A 

6173 Table 3A 

6174 Table 3A 

6175 Table 3A 

6176 Table 3A 

6177 Table 3A 

6178 Table 3A 

6179 Table 3A 

6180 Table 3A 

6181 Table 3A ' 

6182 Table 3A 

6183 Table 3A 

6184 Table 3A 

6185 Table 3A 

6186 Table 3A 

6187 Table 3A 

6188 Table 3A 

6189 Table 3A 

6190 Table 3A 



Hs.158999 BF508694 11591992 
Hs.77542 BF508702 11592000 



UI-H-Bl4-aop-f-09-0-UI.s1 cDNA, 3' 
end /done=tMAGE:3085601 
/done_end=3* 

602629438F1 cDNA, 5' end 
/done=lMAGE:4754432 /done_end=5* 



Hs.127311 BF508731 
Hs.144265 BF509758 



11592029 AUl85774cDNA/done=B02302-013 



11593056 



Hs.256931 BF510393 
Hs.276341 BF510670 



Ul-H-Bl4-apg.d-04-0-UI.s1 cDNA, 3' 
end /done=lMAGE:3087390 
/done_end=3' 
1 1593691 Zb02d05.s1 cDNA, 3' end 

/done=tMAGE:300873 /done_end=3' 
11593968 UI-H-Bl4-aof-b-08-0-Ul.s1 cDNA, 3' 
end /clone=IMAGE:3084615 
/done_end=3' 

Hs.248689 BF512500 11597602 UI-H-BI3-aJw-h-10-0-Ul.s1 cDNA, 3* 

end /done=IMAGE3069162 
/done_end=3' 

Hs.1 36375 BF513274 11598453 6025441 50F1 cDNA, 5* end 

/done=lMAGE:4666332/done end=5' 



Hs.300870 BF513602 

Hs.255340 BF514247 

Hs.283022 BF514341 

Hs.83734 BF515538 

Hs.1 46065 BF591040 

Hs.30941 BF592138 

Hs.695 BF690338 

Hs.142838 BF732404 

Hs.296317 BF938959 

HS.182937 BF939014 

Hs.26136 BF940103 

Hs.1 33372 BF940291 

Hs.304900 BF980139 

Hs.303214 BG054649 



Hs.89104 BG058739 

Hs.166982 BG149747 
HS.100293 BG149986 



11598781 mRNA; cDNA DKFZp547M072 (from 

done DKFZp547M072) 

/cds=UNKNOWN 
11599426 Ul-H-BW1-ani-h-09-0-UI.Sl cDNA, 3' 

end /ctone=IMAGE:3082601 

/done_end=3* 
1 1 599520 triggering receptor expressed on 

myeloid cells 1 (TREM1), mRNA 

/cds=(47,751) 
11600717 syntaxin 4A (placental) (STX4A), 

mRNA/cds=(66,959) 
11683364 AL580165CONA 

/done=CS0DJ005YB1 8-(3-prime) 
1 1 684462 caldum channel, voltage-dependent, 

beta 2 subunit (CACNB2), mRNA 

/cds^SOI^IS) 
1 1975746 cystatin B (stefin B) (CSTB), mRNA 

/cds=(96,392) 
1 2057407 nudeolar protein interacting with the 

FHA domain of pW-67 (NIFK), mRNA 

/cds=(54,935) 
12356279 mRNA for KIAA1789 protein, partial 

cds/cds=(3466,4899) 
1 2356334 peptidylprolyl isomerase A (cydophilin 

A) (PPIA), mRNA/cds=(44 > 541) 

12357423 hypothetical protein MGC1 4156 

(MGC14156), mRNA /cds=(82,426) 
1 235761 1 AF1 501 27 cDNA /done=CBCBGA01 

12347354 6022B8147F1 cDNA, 5* end 

/done=lMAGE:4373963 /done_end=5' 

1251 1436 7o45b01 jc1 cDNA, 3* end 

/done=IMAGE:3576912 /done_end=3* 



Hs.8258 BG054966 12512220 

Hs.179661 . BG056668 12521375 

Hs.56205 BG057282 12522612 

Hs.3709 BG057892 12523835 

Hs.5122 BG058599 12525258 



cDNA FU14737 fis. done 
NT2RP3002273, weakly similar to 
SCD6 PROTEIN /cds={77,1468) 
Homo sapiens, tubulin, beta 5, clone 
MGC:4029 IMAGE:3617988, mRNA, 
complete cds /cds=(1 705,3039) 
insulin induced gene 1 (INSIG1), 
mRNA /cds={41 4,1 247) 
low molecular mass ubiquinone-binding 
protein (9.5kD) (QP-C), mRNA 
/cds=(77,358) 

60229301 5F1 cDNA, 5' end 
;done=tMAGE:438777B/done end=5* 



1 2525527 60259091 7F1 cDNA, 5' end 

/done=lMAGE:47l7348 /done_end=5* 

1 2661 777 phosphatidylinositoJ glycan, dass F 
(PIGF), mRNA/cds=(67,726) 

12662016 CMinked N-acetylglucosamine 
(GlcNAc) transferase (UDP-N- 
acety1gIucosamlne:poJypeptide-N- 
acetylglucosaminyl transferase) (OGT), 
mRNA /cds=(2039,4801) 

529 



-1 ACTTGTGTTTGAACCACTTCTGCTTC 
CTCTTTAACCTGAGATG CAC A C GT 

-1 ACATTCTCTCATTTTG CTGAAG CTGAT 
TTGATTGGGTGTCTGTTTCTCGC 

-1 TGACAGAATGAACTGGAAATGAAATC 
CCACAGTTATGATCGTAGTAGAGT 

-1 AAGTACAGATGCCATCCCGGTGCTGT 
GATCTTCCAGCCATTCTCCATTTC 

-1 ACTGCCAATCTGATTTAAAATTCTCCA 
AG CTTAATTCTGTGCAACAAACA 

-1 GCCTGTTGTTCTGTTTATCGCCCTAT 
TTTACAAAACTGATTCTGACCTGG 

-1 AACTG GCATTGCTAAGCCCCAGAAAA 
ATGTATTTAGTGGAACAGATGAAA 

-1 ACACTAGGTCCTTTTATACCTGTGCC 
TTTACGTTCGTTTTCCTGATTGCA 

-1 AATACAGATTCATTTTATTTAAGCGTC 
CGTGGCACCGACAGG GACCCCAG 

-1 AGTTCATCCCCTTTCAGAAGCTGTTT 
GCTCTTGGCTCATTAAACCTGTGA 

-1 GCCTCTTTTCCTGTATCACACAAGGG 
TCAGGGATGGTG GAGTAAAAGCTC 

-1 TGTTAGGTGGCCTCTGCATACCTATG 
GGAACTCAGTGATGTAATGCAAAG 

-1 CTGGG GCCGTAG CAAAAATCATGAAA 
AAC ACTTCAAC GTGTC CTTTCAAT 

-1 TGCCAAGTCAGCAGATTTGCTTTATG 
AATTACAGGGACTAGAAATGCCCA 

-1 TTGCATGTCTCTTCCTAAATTTCATTG 
TGTTGATTTCTAATCCTTCCCGT 

-1 AGAGTGAGAAGGCAGTTCCAGTTTTA 
GCACAGATTTGTTTATGTGTTCAG 

-1 GAAGTGACACTGACTGTATCTACCTC 
TCCTTTTCTTCATCAGGTGTTCCT 

-1 TCCCTGGGTGATACCATTCAATGTCT 
TAATGTACTTGTGGCTCAGACCTG 

-1 AATTCCAAAGGAGTGATGTTGGAATA 
GTCCCTCTAAGGGAGAGAAATGCA 

-1 AGCCCCTCCACCCCACCCAGTACTTT 
TACAATGTGTTATTAAAGACCCCT 

-1 CCATCCTTGAGAAATGTGGGCACCAA 
GTCCATAATCTCCATAAATCCAAT 

-1 CGTTGCATTTTCACATTTGTGTG GCA 
GGACAAGCATGGGGCAAGAGGGAC 

-1 TATGAGTTTATGCGTTTTCCCAGCCC 
TCCGAATCACTG ACTG GGG CGTTT 

-1 TTGAAAAGATGACATCGCCCCAAGAG 
CCAAAAATAAATGGGAATTGAAAA 

-1 TGCACTCTACCAGATTTGAACATCTA 
GTGAGGTTCACATTCATACTAAGT 

-1 TGGTGATATCTGCTTAGATTTCCCTG 
TATCTTTGCTG CCCTCCTTCAAGT 

-1 AGTTG GAGCTATCTGTGCAGCAGTTT 
CTCTACAGTTGTGCATAAATGTTT 

-1 CGTG G G AG GATG ACAAAGAAGCATG 
AGTCACC CTGCTGGATAAACTTAGA 

-1 GTGGTTTGGTCAGCATACACACTTCT 
CATTTCATTTGATGTACACAGCCA 

-1 ACCTGGGATTTCATTTCTGCTGAAAG 
AAATAGGAAGAACAGGACTCACTT 
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Table 8 



Hs.198427 


BG150273 


12662303 


Hs.313610 


BG1 50461 


12662491 


Hs.184456 


BG230563 


12725596 


Hs.89104 


BG231557 


12726664 


Hs.152925 


BG231805 


12726934 


Hs.89104 


BG231961 


12727100 


ni>.oo/ aoo 




1 974Q7RQ 


Hs.3353 


BG236015 


12749862 


nb./O/UO 






Hs.5146 


D19756 


500072 




niQ77n 




Uc ^D7nQ 


D 20225 


501322 


Hs 30731 


D20378 


501474 


NA 


■ D20425 


501521 


Hs.229071 


D20458 


501554 


Hs.330221 


D20465 


501561 


Hs.92440 


D20522 


501618 






501634 


Hs.90171 


D20572 


501668 


Hs.30766 


D20726 


504546 


Hs.5816 


D20846 


504666 


Hs.30793 


D20888 


504708 


Hs.292590 


D59502 


960608 



hexokinase 2 (HK2), mRNA 
fcds={1 490,4243) 
7k01d08jc1 cONA, 3' end 
/done=IMAGE:3443006 /clone end=3* 



mRNA/cds=<0,611) 
60259091 7F1 cDNA, 5' end 
/done=IMAGE4717348 /clone_end=5' 

mRNA for KIAA1 268 protein, partial 
cds/cds=(0,3071) 
602590917F1 cDNA,5'end 
/done=IMAGE:4717348 /done_end=5* 

Homo sapiens, done MGC: 17431 
IMAGE:2984883, mRNA, complete cds 
^=(1336,1494) 
beta-1,3-glucuronyltransferase 1 
(glucuronosyftransferase P) (B3GAT1), 
mRNA /cds=(175,1 179) 
small Indudble cytokine A4 
(homologous to mouse Mip-1b) 
(SCYA4). mRNA /cds=(1 08,386) 
HUMGS00712 cDNA, 3* end 
/done=mm0970 /done_end=3' 
hypothetical protein MGC5627 
(MGC5627), mRNA/cds=(72,584) 
HUMGS01 199 cDNA. 3' end 
/done=pm0880 /done_end=3' 
HUMGS01352 cDNA, 3' end 
/done=pm2943 /donejend=3* 
HUMGS01399 Human promyelocyte 
cDNA done pm1281 3', mRNA 
sequence 

HUMGS01432 cDNA. 3' end 
/done=pm1542 /done_end=3' 
HUMGS01439 cDNA, 3' end 
/done=pm21 94 /done_end=3* 
HUMGS01497cDNA,3'end 
/clone=pm1507 /done_end=3* 
HUMGS01513cDNA,3'end 
/done=pm1 504 /done_end=3' 
HUMGS01547 cDNA, 3' end 
/done=pm1 503 /done_end=3* 
HUMGS01703 cDNA, 3' end 
/done=mpG664 /donejend=3' 
HUMGS01827 cDNA, 3' end 
/dcne=mp0825 /donejend=3' 

HUMGS01869 cDNA, 3' end 
/done=mpQ836 /done_end=3' 
602626586F1 cDNA.S'end 
/clone=fMAGE:4751396 /done_end=5* 



Hs.1 19274 F13765 758015 

Hs.238797 H07915 872737 
Hs.11307 H09541 874363 



RAS p21 protein activator (GTPase 
activating protein) 3 (lns(1,3.4,5)P4- 
binding protein) (GAP1IP4BP), mRNA 
/ods=(46 i 255q) 
602081661F1 cDNA, 5* end 
/done=IMAGE:4245999 /done_end=5* 

RST29274 cDNA 



GGGTGTGATGAATAGCGAATCATCTC 
AAATCCTTGAGCACTCAGTCTAGT 
AGCTTTCACCACCTCGCAGTTGTAGA 
GATAGTCCCCGAAATATTATTCCA 

GTGTGAAGTGAGAGCCTTGTGTGTGA 
TGTTTTCTGCCTTCCCCAAGTTTG 
TTGTTTTAACAACTCTTCTCAACATTT 
TGTCCAGGTTATTCACTGTAACCA 

TAAGTG GATTGGCAGACTCCTTGTTG 
CTTAAGAGTGGCTTTCTAGGCAGG 
TTGTTTTAACAACTCTTCTCAACATTT 
TGTCCAGGTTATTCACTGTAACCA 

GCCAGTCTCTATGTGTCTTAATCCCT 
TGTCCTTCATTAAAAGCAAAACTA 

GTCTTTCCCGTCTTTCTTCCTCACCTA 
TGTAATTTCAGTAGTCTCTCAGC 

GGTCCACTCTCACTCTTTCTCTGCTG 
TTGCAAATACATGGATAACACCGT 

C ATTCAGTATTTATTG G GAAGACTTG 

TCAAGCACCATGATAAGTGGTGGA 

AGAGGGGGAAGGACTTACATGACAT 

CCTACTGGGAATTTGCTAGAAACCA 

CTGGTGAAGCTGACTCCCCAGGTAAA 

GAGATATCAGCTCTGCTTCAGACT 

TTGCTTCTTCCTGCTTTATAGAGTTCC 

CGTAAAATACCCTTCACCCTGGC 

TCTGACCTCCGTGACGTTTATTACCA 

GCTGATGTCCCGTACACTGATTTCA 

GGGAAGGGTCAGCAACGATTTCTCA 

CCAAATCACTACACAGACACAAAGG 

ACCACTAAATGGTTACACTACACCAA 

GACACTAAAATGGCAGGGAGCCCT 

AAATTCAAATCACCCTTGATACCCAC 

TTCTTTCTCCCACCCAAATCTGAT 

ACCATATCGTGCAAAATGTAATATGG 

AATTTCCAAACATC AATGAAGG GAT 

AATAAGTACCGTATATAAACACTTCTC 

TTTCTCTCCTCCACAATGGCACG 

AGCATCACTCTTAGAAGAAGCAACTC 

CTTCCCTTGATTCTGTGTATTTGG 

TCAACCCAGAATCTATAATGTATGAA 

ATAAATTAATAGAGAACCCAACAGAT 

C 

AAGGTCTCCATCTAACAGGTAGAGCA 
GTTGGTGCAGATGAGATGAGCCTG 
GGTGATGATACCACCTCCAATGAACA 
GGGAAGCAAGTTCATCAGTCAACA 

AGCTGTTGGGGCTGCACTGAG CTGC 
AATTTTTAACATGGATTTATAACTT 



AAGGAATTTGTTTTCCCTATCCTAACT 
CAGTAACAGAGGGTTTACTCCGA 

CGCACACATT7TCTGTATGGACAAAT 
CCTGGATTGG CTTCGTTATTTGGT 
GGTAATGAAACAATCATCCAGTTAAC 
AATCAGCAAGGTTCTTCAGAGCCT 
TG GAAGAGTG GACTGAAGAAAGAACT 
TATACTCTCCCTCCTCTAAAATTGA 
TCCTGGGCTATTGGCTTTATGATATC 
TTTTGAGAAACAG GATTTTCACTT 

AC CTTTTAAGGATGTCTTATTTCCACC 
CCAACTCTCCACTCCATTTTAGT 
GAACCTTCAAAACTGTCACTTTGAGT 
TCCAGAAGAGTCCTTC AG CATCTT 



GTATTTGGGCTTCTCCAAGCAGATCA 
CGCAGACGACGGTGCTACATTTGA 
CAAGCATACTGGTTCTTTCCAAGCTC 
ACTGTTCTCACCACACGGCCCCAC 



Hs.1 87908 H69141 1030428 

Hs. 117005 H71236 1043052 

NA H78395 1056484 

Hs.38664 H80108 1058197 

NA H92914 1099242 

HS.2210 L40410 703109 

Hs.2200 L40557 705359 



EST375312 cDNA 

sialic add binding Ig-fike lectin 5 
(SIGLEC5), mRNA/cds=(142,1797) 
yu12f03.s1 Soares fetal liver spleen 
1NFLS cDNA clone IMAGE:233597 3' 
similar to contains Alu repet 
ILO-MT0152-061100-501-e04 cDNA 

yt94g03.s1 

Soares _pineal_gland_N3HPG cDNA 
done IMAGE:231988 3', mRNA 
sequence 

thyroid receptor interactor (TRIP3) 
mRNA, 3' end of cds /cds=(0,458) 
perforin 1 (preforming protein) (PRF1), 
mRNA /cds={0, 1667) 



530 
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Table 8 



6224 


Table 3A 


Hs.1 98726 


M24069 


181483 


vasoactive intestinal peptide receptor 1 


1 TCCATATCCATTTCTGACGTTGAACC 












(VIPR1), mRNA/cds=(56,1543) 


ATTTGAC AGTG CCAAGGACTTTGG 


6225 


Table 3A 


Hs.132911 


N20190 


1125145 


MR2-OT0079-290500-O07-b03 cDNA 


1 AAGCCTG 1 1 1 1 I CACTCTAAAAATTCA 














AGAGGACACG CTAAGAACGATCA 


6226 


Table 3A 


Hs.323950 


N23307 


1137457 


zinc finger protein 6 (CMPX1) (ZNF6), 


1 CCTCAGCTTCCAACTCTGATTCCAGG 












mRNA /cds=(1 265,3381) 


ACAGGATGGAAAACCTTTGGACAG 


6227 


Table 3A 


Hs.32250 


N30152 


1148672 


yx81f03.s1 cDNA, 3' end 


1 GCGCACATGGCTA till GATACACAA 












/done=lMAGE:268157 /done_end=3' 


AGTTGTGTTTGCTACTTTAGAAGC 


6228 


db mining 


Hs.44512 


N33584 


1153983 


yv21f11.s1 cDNA, 3* end 


1 AACTCACGACAATTGCTACAAAACAC 










/done=IMAGE:243405 /done_end=3* 


CAGGGAGGGGC l 1 1 1 1 GTG Mill 


6229 


Table 3A 


HS.3353 


N36787 


1157929 


beta- 1,3-glucuronyt transferase 1 


1 GTCTTTCCCGTCTTTCTTCCTCACCTA 












(glucuronosyl transferase P) (B3GAT1), 


TGTAATTTCAGTAGTCTCTGAGC 












mRNA /cds»(1 75, 1 1 79) 




6230 


Table 3A 


Hs.38218 


N39230 


1162437 


602569369F1 cDNA, 5* end 


1 GCCCTGGTATGTATGCCTTTCTCTCC 












/done=MAGE:4693744 /done.end^ 


TACTGTCTAATAGCACCTCGTAAA 


6231 


Table 3A 


Hs.236456 


N49836 


1191002 


602287746T1 cDNA, 3* end 


1 AAGAAACCGTGGAAGATACTGGTTT A 












/done=lMAGE:4375057 /done_end=3* 


TTTCAAATGAG CAG AGTATGTTGT 


6232 


Table 3A 


Hs. 114453 


N58052 


1201942 


601 880526 F1 cDNA, 5* end 


1 C CAC CTCTTCTGACATGAATGTAGC A 












/clone=IMAGE:41091 19 /clone_end=5 1 


TAAGTTAGCAATCGGTTCTTCCAA 


6233 


Table 3A 


Hs.334731 


N58138 


1202026 


Homo sapiens, clone IMAGE:3448306, 


1 AG GTTCC CTTTC AAATAAAGATAAAG 












mRNA, partial cds /cds=(0,2353) 


AATTTGACTTGGGACACTGCCAGA 


6234 


Table 3A 


Hs.205555 


N72600 


1229704 


za46f08.ii cDNA, 5' end 


1 GG CTG G C CTC ATTTTGAAAAGTTAGT 












/done=IMAGE:295623 /ctone_end=5* 


ACAATTTTCTTCAGTGCTAACTTG 


6235 


Table 3A 


Hs.256931 


N80578 


1243279 


2b02d05.s1 cDNA, 3* end 


1 ACTCCAGAACGTCAGAAATGGTGTAG 












/cione=IMAGE:300873 /done_end=3' 


CAGAATGAATTCTGTTATAAGGAA 


6236 


Table 3A 


Hs.303018 


N94511 


1266820 


Zb80g04.s1 cDNA, 3' end 


1 CTGTTCGAAAGTTGGAGACTGCCTGT 












/done=lMAGE:309942 /donejsn**' 


ACCCAGGTTGATAGTCAATTGTTT 


6237 


db mining 


Hs. 11 8964 


NM_017650 


8923093 


hypothetical protein FU20085 


1 C CAC CTTGAG C G CCTTCTTCTG GTTG 












(FU20085), mRNA/cds=(62,655) 


GTTGTCATGCAGTTCTCACACATG 


6238 


Table 3A 


Hs.11594 


R12665 


765741 


yf40a04.s1 cDNA, 3* end 


1 ACCCTTCCCCI I 1 1 1 CATATCCTTTCT 












/clones=IMAGE:1 29294 /done_end=3 , 


TCAAAAATCTAAATGATGTGCCT 


6239 


db mining 


Hs. 108082 


R40823 


821181 


602068988F1 cDNA, 5' end 


1 AGTTCCAGGAGGTGGTTTTAAATATT 










/done=IMAG£4067972 /done_end=5' 


GGATGAAAACTTACAGGCTGTTTT 


6240 


db mining 1 


Hs. 94881 


R50838 


812740 


602387586F1 cDNA, 5' end 


1 ACAATACATTTACAAAGCCATCTTTAC 










/clone=IMAGE:4518388 /clone.end^ 


ATGCATTAAACGAGGGCTACAAC 


6241 


Table 3A 


Hs. 94881 


R50838 


• 812740 


602387586F1 cDNA, 5* end 


1 ACAATACATTTACAAAGCCATCTTTAC 












/clone=IMAGE:451 6388 /done_end=5 t 


ATGCATTAAACGAGGGCTACAAC 


6242 


RG 


Hs.92004 


R52541 


814443 


HSU55967 cDNA /done=39883 


1 GGCCTGAAGAAGGAGATAAGTGTTC 




housekeeping 










CATTCG G CAAC ATAAGAGAAGTTAA 


6243 


genes 
RG 


Hs:26766 


R60313 


831008 


60227071 6F1 cDNA, 5' end 


1 TCCATCCCAAAGGAGAGCTACTGTAC 




housekeeping 








/clone=IMAGE:4359027 /done_end=5' 


TGACTGTACTTGTGGAATGCAGCG 


6244 


genes 
db mining 


Hs.330530 


T25714 


563034 


ESTDIR309 cDNA, 3* end 


1 ACCCACCACTCTCAGGACCACCTGAA 










/clone=CDDIRX9 /clone_end=3 , 


GGCAGAATAAACCGGATCCTGTTG 


6245 


db mining 


IMA 


T25727 


563047 


ESTD1RX51 CD34+DIRECTIONAL 


1 AAATTGTGTGAG AAG G CTGATAAAC G 










cDNA clone CDDIRX51 3', mRNA 


TCTGTGGTTTCTCCCTGTGCTATT 












sequence 




6246 


db mining 


Hs.7569 


T26893 


567784 


ESTDIR465 cDNA, 3* end 


1 GCTG G GCTTCTGCAAAATTATAAAGT 










/done=CDDIR465 /clone end=3' 


TGCTTTATTAAATTCATACATG CGG 


6247 


db mining 


Hs.1 72822 


T26903 


567794 


ESTDIR551 cDNA, 3' end 


1 AGCTGATTCATTCATTCTATGTGTGC 










/done=CDD!R551 /clone end=3* 


CACTAAAT AAAG AG ATTGAG CAAGT 


6248 


Table 3A ' 


Hs. 185675 


T98171 


747516 


QV2-EN0098-010201-603-a05 cDNA 


1 CTTGAAGCTGTGTTGGTGGCCTGTGA 














CCTTCCAATGCAATCTAGACTGTG 


6249 


Table 3A 


Hs.58066 


W72392 


1382348 


602389077F1 cDNA. 5* end 


1 CTCATACACTTCTCAGCCTCAGCACC 












/done=lMAGE:451 7875 /done_end=5" 


TAACCCTCACACAACACTCCAGTA 


6250 


Table 3A 


NA 


W86427 


1400194 


zh61c11.s1 


•1 TGAGTATTGTTGTGGGG GCG GGTAT 












Soares_fetalJiver_spleen 1NFLS S1 


GTCTGTATATAAATCTGTGCAGCCA 












cDNA done IMAGE:416564 3\ mRNA 














sequence 




6251 


Table 1 


NA 


AA1 36584 


1697794 


zn95b02.s1 Stratagene fetaJ retina 


•1 AACATATCCAG GGAG GACAAACTCTG 












937202 cDNA done IMAGE565899 3\ 


GGCTGGACAATGTATCCACAAGGG 












mRNA sequence 




6252 


Table 1 


NA 


AA431959 


2115667 


zw77a03.s1 Soares testis NHTcDNA 


-1 AGAGCAAGTCTCAGAAATAATGCTGT 












done iMAGE:782188 3\ mRNA 


ATCTACACTGTCATGTATTTGCCA 












sequence 




6253 


Table 1 


NA 


AA482019 


2209697 


zu98e04.s1 NCLCGAP GCB1 cDNA 


.1 ACCACCAGCTATTTGTAATTC CTTCTT 












done IMAGE:746046 3', mRNA 


CTAAG GCATAGTGAAAACTTGCT 












sequence 




6254 


Table 1 


NA 


AA524720 


2265648 


ng42e03.s1 NCI_CGAP_Co3 cDNA 


.1 GGACGGTTGGCTGAATGGCAACAGT 



done IWIAGE:937468 3', mRNA GATGGAATATTTATATTTAGCCACA 
sequence 
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Table 8 



6255 Table 1 

6256 Table 1 

6257 Table 2 

6258 Table 1 

6259 Table 1 

6260 Table 1 

6261 Tabid 

6262 Table 1 

6263 Table 1 

6264 Table 1 

6265 Table 1 

6266 Table 1 

6267 Table 1 

6268 Table 1 

6269 Table 1 

6270 Table 1 

6271 Table 1 

6272 Table 1 

6273 Table 2 

6274 Table 1 

6275 ■ Table 1 

6276 Table 1 

6277 Table 1 

6278 Table 1 

6279 Tabid 

6280 Tabid 

6281 Table 1 

6282 Table 1 

6283 Table 1 

6284 Table 1 

6285 Table 1 



Hs.57787 AA588755 



NA 



AA628833 



Hs.1 80669 AA633203 

Hs.239489 AA639796 

Hs.29282 AA748714 

Hs.11 1554 AA806222 

NA AA805766 

Hs.226755 AA909983 

Hs.50252 AA984245 

Hs.53542 AI084224 

Hs.135167 AI091533 

Hs.11637 AI275205 

Hs.8724 AI298509 

Hs.142838 AI299573 

Hs.100555 AI352690 

Hs.108124 AI362793 

Hs.134342 AI363001 

Hs.192427 AI380016 

Hs. 158976 AI380390 



NA 



AI392705 



Hs.76239 AI393970 

Hs.79968 AI419082 

HS.121973 AI458739 

Hs.342008 AI498316 

Hs. 194054 AI523854 

Hs.14623 AI571519 

Hs.278554 AI627495 

Hs.17132 • AI633798 

Hs.4283 AI651212 

Hs.324507 AI678099 

Hs.90744 AI684022 



2402486 6023B1381F1 cDNA,5'end 

/done=lMAGE:4498845 /done_end=5' 

2541220 af37g04.s1 

Soares total_fetus_Nb2HF8_9w cDNA 
done IMAGE 1033878 3\ mRNA 
sequence 

2556617 OS-4 protein (OS-4) mRNA, complete 

cds/cds=<305,1156) 
2563575 TIA1 cytotoxic granule-assodated RNA- 

binding protein (TIA1), transcript variant 

2,mRNA/cds=(185,1345) 
2788672 mitogen-activated protein kinase 

kinase kinase 3 (MAP3K3), mRNA 

/cds=(B3,1963) 
2874972 ADP-ribosylaHon factor-like 7 (ARL7), 

mRNA/cds=(14.592) 
2875516 ob91d04.s1 NCLCGAP_GCB1 cDNA 

done MAGE:1338727 3', mRNA 

sequence 

3049273 RC1-UT0033-250800-022-h02 cONA 

31 62770 mitochondrial ribosomaJ protein L32 
(MRPL32), mRNAycds={46 l 612) 

3422647 chorea-acanthocytosis (CHAC) mRNA, 
complete cds /cds=(260,9784) 

3430592 AV712376cDNA,5 , end 

/done=DCAAND12/done - end=5* * 

3897479 602388093F1 cDNA, 5' end 

/done=!MAGE:4517086 /done_end=5* 

3958245 serine threonine protein kinase (NDR), 

mRNA/cds=(595,1992) 
39591 58 nucleolar protein interacting with the 

FHA domain of pKi-67 (NIFK), mRNA 

/cds=(54,935) 
4089896 DEAD/H (Asp-Glu-Ala-Asp/His) box 

polypeptide 18 (Myc-regulated) 

(DDX18), mRNA /cds=(71 ,2083) 
4114414 cDNA: FU23088 fis, done LNG07026 

/cds=UNKNOWN 
4114622 mRNA for LanC-fike protein 2 (tancl2 

genej/cdsKise.isss) 
4189869 602295277F1 cDNA, 5' end 

/done=IMAGE:4390770 /ctone_end=5' 

4190243 Um-BI2-ahi-a-Q3-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2726692 
/clone end=3* 

tg23b03jc1 NCLCGAP^_CLL1 cDNA 
ctonelMAGE:21 09581 3\ mRNA 
sequence 

hypothetical protein FLJ20608 
(FU20608), mRNA /cds=(81, 680) 
426501 3 splicing factor 30, survival of motor 
neuron-related (SPF30), mRNA 
/cds=(0,716) 
4311318 602428025F1cDNA,5 , end 

/done=lMAGE:4547239 /done_end=5' 

4390298 UI-H-BI1-aeq-b-02-0-U!.s1 cDNA, 3* 
end /clone=IMAGE:27201 88 
/done end=3* 

4437989 HA06B9 cDNA 

4534893 Interferon, gamma -indudble protein 30 
(IFI30), mRNA/cds=(40,951) 

4664295 chromobox homolog 3 (Drosophila HP1 
gamma) (CBX3), mRNA /cds=(1 1 1 .662) 

4685128 602326676F1cDNA,5 t end 

/done=IMAGE:4427970 /done_end=5' 

4735191 602621616F1 cDNA, 5' end 

/done=IMAGE:4755315 /done - end=5' 

4888281 hypothetical protein FU20986 

(FU20986), mRNA /cds=(1 82,2056) 

4895316 proteasome (prosome, macropain) 26S 
subunit. non-ATPase, 1 1 (PSMD1 1), ' 
mRNA /cds=m,l 268) 
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4222252 



4223517 



AGGTTGTTATCAG GTG G CAC AAATTA 
AATC C ATCTTGAAG ACTTCAC ACA 

GACTCGTTACGCCGTAGTTTGTCCTA 
TCTTGTTTATC AAATGAATTTC GT 



AGAGCTATGGGTGCTACAGGCTTGTC 
TTTCTAAGTGACATATTCTTATCT 
ACCCTTATAAACCAGAGCCCAGGAAA 
GACAGCTCGAGTGTATAATTCTCT 

AGCTCCTCCCTCTCAACACCCAGTTT 
C CTTGGGAGTTGTCATTAAAG GAA 

GCTGTAATTCTCTGTCTCATCATCCTT 
CTCTTTTGTTTCCATAG CCTTTT 
TC G CTTTCTAACTGATTC C ATTCCAC 
CATGTCAGATACTCCTGGGCTGCT 

ATCC AAG CTTTAATTCTG C CATCTCA 

GAATGGTGATAAACCATTTCTCCC 

TCAGCCAACCTGAATCTGGTATCTTT 

ACTTAAACACAGCAGTTGTAGTTA 

TCAATAGTTGTGAAATTCTTCTCAGG 

CTCCTTAAACCCTCGCTTTGTTGT 

AGAG GCAACACTTAAACACTAGGGCT 
ACTGTGGCATCTATGTAGACAGGA 
TGACTTTCAGGAATGTCAGCATTGAC 
CTCTC CTTGCCACTGTTACTCAGC 

TCTC AAGAGAGAACG C CAC AG C AGA 
GAGACCCAATCCG CCTAAGTTGCAG 
AGAGTGAGAAGGCAGTTCCAGTTTTA 
GCACAGATTTGTTTATGTGTTCAG 

G GGGTAG GAAGAG GATGGAATTGAG 
ATGTTTGAGCCTCATTTACATCAAT 

GCTCGCTACCAGAAATCCTACCGATA 
AGCCCATCGTGACTCAAAACTCAC 
GACGCGCACACACCTTGAGTGACAG 
CGACCTCTTCTCTACAGGTTTTCCC 
ACTTCCCCTTTAGGTATCC CTGGAGT 
' AATAATGACAACAAAATTCACTGC 

GTC CTTTGATAGCAGAACAAGAGGCT 
CTGTGATCCTCTGGACCTCAGATT 

TGCAGGCTCATTGTGCTCCTTCTrCT 
GGGTTTCAATTG GATTTCAGTCCT 

GAGGACTGGGACCGTGATTCCACTA 
ACCGGAAACCGTCGCCTTTCGGGCC 
GGATGTGTGATGTTTATATGGGAGAA 
CAAAAAGCTGATGTATAGCCCTGT 

CCTG CAACAGCTAAGGCCAAGCCAA 
ACTTACCGTGGACTCAAACACTTTG 

GCCAGAATGGTACAGAGTGGAGGGT 
GTTCTGCTAATGACTTCAGAGAAGT 

GACAAAATAGTTACCTATGCTTTCCTT 

CTGGCACCCCGAATGTACGCAGG 

AAG CCCAGATAC ACAAAATTCCACCC 

CATGATCAAGAATCCTGCTCCACT 

TGCTGAAAGTGGTCCCAAAGGGGTA 

CTAGTTTTTAAGCTCCCAACTCCCC 

GCAACTGTTTTCTAGGACATGTTTAC 
TAGAACT ACTTT AAGTATGCTGTG C 

ACAGTTACTTTGGAGCTGCTAGACTG 
GTTTTCTGTGTTGGTAAATTGCCT 

CGCCAGAGGTCAGAACATGTCTATTT 
TGAATTGGATCGTTACAAATGAGC 
TTCTG ACAC GATTACACAACGAG GCT 
TTAATGCCATTTGGGTAGGTGAGC 



WO 02/057414 



6286 


Tabtel 


NA 


AI688560 


4899854 


6287 


Table 1 


Hs.177708 


AI697756 


4985658 


6288 


Table 1 


Hs.80887 


AI701165 


4989065 


6289 


Table 1 


Hs.299883 


AI742850 


5111138 


6290 


Table 1 


Hs.14373 


AI760353 


5176020 


6291 


Table 1 


Hs.36137 


AI765153 


5231662 


6292 


Table 1 


Hs.195175 


AI802547 


5368019 


6293 


Tablel 


Hs.25648 


AI803065 


5368537 


6294 


Table 1 


NA 


AI807278 


5393844 


6295 


Table 1 


Hs.220850 


AI880607 


• 5554656 


6296 


Tablel 


Hs.23098 


A1884671 


5589835 


6297 


Tablel 


Hs.179391 


AI917642 


5637497 


6298 


Tablel 


Hs.180446 


AI948513 


5740823 


6299 


Table 1 


Hs.7557 


AL042081 


5421426 


6300 


Table 1 


■ Hs.39911 


AL138429 


6855110 


6301 


Tablel 


Hs.13144 


AL521097 


12784590 


6302 


Tablel 


Hs.26670 


AL540260 


12870241 


6303 


Tablel 


Hs.183232 


AL561892 


12909772 


6304 
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Hs.5057 


AL578975 


12943566 


6305 


Table 1 


Hs.198298 


AL582354 


12950255 


6306 


Tablel 


Hs.101370 


AL583391 


12952309 


6307 


Tablel 


Hs.38218 


AV659358 


98B0372 



6308 Tablel 

6309 Tablel 

6310 Tablel 

6311 Tablel 

6312 Table 1 

6313 Tablel 

6314 Tablel 

6315 Tablel 

6316 Table 1 



Hs.301704 AW002985 



NA 



AW027160 



Hs.89433 AW071894 

Hs.335449 AW136717 

HS.12035 AW137149 

Hs.337727 AW161820 

Hs.81248 AW166442 

Hs.166975 AW293159 

HS.328348 AW338115 



Table 8 

wd39f08jd Soares NFL_TGBC_S1 
cDNA done IMAGE2330535 3', mRNA 
sequence 

60236921 0F1 cDNA. 5' end 
/clone=IMAGE:4477370 /done_end=5' 

v-yes-1 Yamaguchl sarcoma viral 
related oncogene homolog (LYN), 
mRNA /cds=(297»1 835) 
hypothetical protein FU23399 
(FU23399), mRNA/cds=(282,1769) 
yx26h11.r1 cDNA,5'end 
/done=IMAGE:262917 /done_end=5' 
hepatocyte nudear fador 3, gamma 
(HNF3G), mRNA /cds={0,1 043) 
mRNA for CASH alpha protein 
/cds={481,1923) 
tumor necrosis factor receptor 
superfamily, member 5 (TNFRSF5), 
mRNA/cds=(47,880) 
wf38h03.x1 Soares NFL T GBC S1 
cDNA done IMAGE:2357909 3', mRNA 
sequence 

ym91d11.r1 cDNA, 5* end 
/done=IMAGE:166293 /done_end=5' 
602254146F1 cDNA, 5' end 
/done=IMAGE:4346626 /done_end=5' 



/done=lMAGE:2393877 /done_end=3* 

importin beta subunit mRNA, complete 
cds /cds=(337,2967) 

FK506-binding protein 5 (FKBP5), 
mRNA/cds=(153,1526) 

mRNA for FU00089 protein, partial 
cds/cds=(62,1111) 

HSPC160 protein (HSPC160), mRNA 

AL540260 cDNA 
/done=CS0DF032YF03-(3-prime) 

hypothetical protein FU22638 
(FU22638), mRNA/cds=(12,476) 
AL578975 cDNA 
/done=CSODK012YN01 -<3-prime) 

SWl/SNF related, matrix assodated, 
actin dependent regulator of chromatin, 
subfamily a, member 2 (SMARCA2), 
mRNA/cds=(297,5015) 

AL583391 cDNA 
/done=CS0DL012YA12-(3-prime) 

602569369F1 cDNA, 5' end 
/done=IMAGE:4693744 /clone_end=5 l 



5849991 eomesodermln (Xenopus laevis) 
homolog (EOMES), mRNA 
/cds=(0,2060) 

5885916 wt72b08.x1 SoaresJhymus_NHFTh 
cDNA done MAGE:2512983 3" similar 
to contains Alu repetitive efeme 

6026892 ATP-binding cassette, sub-famify C 

(CFTR/MRP), member 1 (ABCC1). 

transcript variant 1, mRNA 

/cds={196,4791) 
6140850 um^l1-adm-a-03-0-Ul.s1 cDNA, 3' 

end /done=iMAGE:271 7092 

/done_end=3' 
6141282 602122419F1 cDNA,5'end 

/done=IMAGE:4279300 /done_end=5 l 

6300853 au70h03.x1 cDNA, 3* end 

/done=IMAGE:2781653 /done_end=3' 

6397967 CUG triplet repeat, RNA-binding 

protein 1 (CUGBP1), mRNA 

/cds=(137,1585) 
6699795 spBdng factor, arginine/serine-rlch 5 

(SFRS5), mRNA/cds=(218,541) 
6834741 tp39g05jc1 cONA, 3* end 

/done=!MAGE:2190200/done end=3' 



PCT/US01/47856 



ACTGAAAAGTTGAAAGACTTTTGCAG 
TGAACATTTATATAACTCCCCGCT 

TGGTTCCTGTGCTCACCATAGGGCTG 
GTGTACATTGG GCCATTAATAAAC 

TCTGGGAAAGACATTTTTAAGCTGCT 
GACTTCACCTGCAAAATCTAACAG 

TGTTTTACCTCACTGTTGGACATACAT 

TCCAAGCTTTTCAACTCTAGGAG 

TTTATCTCAGAATCTTGATGAACTCTG 

AAATGACCCCTGATGGGGGCATG 

CCGGGAAGCGGGGTACTGGCTGTGT 

TTAATCATTAAAGGTACCGTGTCCG 

AGCC CTTTCTTGTTGCTGTATGTTTA 

GATG CTTTCCAATCTTTTGTTACT 

GGGGTATGGTTTAGTAATATCCACCA 

GACCTTCCGATCCAGCAGTTTGGT 

CTCTACCATAAGGCACTATCAGAGAC 
TGCTACTGGAGTGTATATTTGGTT 

TGGGGCACTTTGAAAACTTCACAGGC 
CCACTG CTGCTTGCTGAAATAAAA 
TGG C GAGGATAAATAGAG G CATTGTT 
TTTGCTACTTTGCATATCATTGGC 

GCAGGAAAGATGGGGTGGTGGACTG 
1 1 1 MGCCTACI 1 1 1 IGI 1 1 1 IGAA 

CAGGGTATCAGATATTGTGCCTTTTG 

GTGCCAGGTTCAAAGTCAAGTGCC 

AGGCTGCATATGGATTGCCAAGTCAG 

CATATGAG GAATTAAAGACATTGT 

TTAAGAACCCCAAAGATTAAAGGAAA 

CAATGTTAAGG GCTTTTGTGAG G A 

GATACACTGTCGAG C CCAGGTCCAG 

GCCCTAGGTTCTTTACTCTAGCTAC 

ACTCAGGTGGTGCTGGTGTTAGTGAT 

GCTGGAGAAGAGAATATTACTGGT 

AAACACAGCCCACCCCATTTCAGACC 

G C CTTCCTGAG G AGAAAATGAC AG 

TTGGCCCAGTGTGATTGATTGCTTTA 

TCTTTGGTACTTTTACTTGAATGG 

AGCCTGAGGCAAATAAAATTCCAGTA 

ATTTC GAAGAATGGGTGTTGG CAA 



AG GAC CTTGAC AAG C CGTTTG AGATG 
GAATGTAGGCCCTGATGTTATGCT 
TGTAAGTTGACTTTCAAAAGTCTCTG 
GAAACACTGGACTTTAGCTGGTCC 

AACAAG CCATGTTTG CCCTAGTCCAG 
GATTGCCTCACTTGAGACTTGCTA 

ACCGCCAAAGCCAATCATCCACTTTC 
AGTACTTACCTAAC CAATCTCCCA 



TTTG GGG GATCCTTTTGTAATGACTT 
ACACTGGAAATGCGAACATTTGCA 



TTCTGGCCTTGTTCACCTAGAAACGC 
TATTTCCTGTGTTATGGTTCTGGC 

GGGTTACATTTGAGTCTCTGTACCTG 
CTTGGAAGAAATAAAAATACGTGT 

TGTGGGCTTGGTATAAACCCTACTTT 
GTGATTTGCTAAAGCACAGGATGT 

ACTGG CAAATGAAGCATACTGGCTTG 
CAGGGACCTTCTGATTCAAGTACA 

CTCCCATCATTCCCTCCCGAAAGCCA 
TTTTGTTCAGTTGCTCATCCACGC 
GGCGTTTCCCATTGACCAGTTTGACC 
CTGGTTTGAATAAAGAGAAGTGCG 
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6317 Table 1 

6318 Table 1 

6319 Table 2 

6320 Table 1 

6321 Table 1 

6322 Table 1 

6323 Table 1 

6324 Table 1 

6325 Table 1 

6326 Tablet 

6327 Table 1 

6328 Table 1 

6329 Table 1 

6330 Table 1 

6331 Table 1 

6332 Table 1 

6333 Table 1 

6334 Table 1 

6335 Table 1 

6336 Table 1 

6337 Table 1 

6338 Table 1 

6339 Table 1 

6340 Table 1 

6341 Table 1 

6342 Table 1 

6343 Table 1 

6344 Table 1 

6345 Table 1 



Hs.337988 AW440517 

Hs.250 AW444632 

Hs.335815 AW444812 

Hs.342873 AW451293 

Hs.342735 AW452096 

Hs.80618 AW510795 

Hs.259842 AW614193 

Hs.334437 AW778778 

Hs.151393 AW778854 

Hs.120243 BE044364 

Hs.5734 BE218938 

Hs. 167988 BE222301 
Hs.27774 • BE348809 



NA 



BE348955 



Hs.56156 BE349148 

Hs.127428 BE466500 

Hs.122575 BE502246 

Hs.197766 BE502992 

Hs.61426 BE550944 

Hs.122655 BE551867 

HS.4310 BE614297 

Hs.341573 BEB46470 



Hs. 88845 BE674685 
Hs.181015 BE676054 



Hs.108327 BF001438 
NA 

Hs.43857 BF058599 

Hs.144583 BF059133 



Table 8 

6975823 Homo sapiens, clone MGC:17431 

1MAGE:2984883, mRNA, complete cds 

/cds=(1 336,1 494) 
6986394 xanthene dehydrogenase (XDH), 

mRNA /cds=(81 ,4082) 
6986574 Ul-H-BI3-ajy-d-11-0-Ul.s1 cDNA, 3' end 

/done=lMAGE:2733380 /done_end=3' 

6992069 RC3-HT0230-1 301 00-01 4-g06 cDNA 

6992953 UI-H-Bl3^lo-d-02-0-UI.Sl cDNA, 3 1 
end /done=IMAGE: 30681 86 
/done_end=3' 

7148873 hypothetical protein (FLJ2001 5), 
mRNA /cds=(31 ,522) 

7319379 cDNAFU11025fis, clone 

PLACE1 003968, moderately similar to 
5%AMP-ACTIVATED PROTEIN 
KINASE, GAMMA-1 SUBUNIT 
/cds=(159,1145) 

7793371 hypothetical protein MGC4248 

(MGC4248), mRNA /cds=(70,720) 

7793457 glutamate-cysteine ligase, catalytic 

subunit (GCLC), mRNA /cds=(92,2005) 

8361417 gamma-parvin (PARVG), mRNA 

/cds=<0,995) 
8906256 meningioma expressed antigen 5 

(hyaluronidase) (MGEA5), mRNA 

/cds=(395,3145) 
8909619 neural cell adhesion molecule 1 

(NCAM1), mRNA /cds=(201,2747) 
9260662 602386841 F1 cDNA, 5' end 

/done=HVIAGE:4515730 /done_end=5' 

9260808 hs9 1 h0 1 *x1 NCI_CGAP_Kid 1 3 cDNA 
done IMAGE:31 44625 3', mRNA 
sequence 

9261 087 601463367F1 cDNA, 5* end 

/done=IMAGE:386651 2 /done_end=5' 

951 21 98 Homo sapiens, SimDar to homeo box 
A9, done MGC:19648 IMAGE:2987818. 
mRNA, complete cds /cds=(62,B80) 

9704654 endothelial differentiation, 

lysophosphatidic add G-protein-coupled 

receptor, 4 (EDG4), mRNA 

/cds=(6,1061) 
9705400 clone 23932 mRNA sequence 

/Cds=UNKNOWN 
9792636 602329933F1 cDNA, 5* end 

/done=IMAGE:4431248 fclone_end=5' 

9793559 hypothetical protein MGC14425 

(MGC14425), mRNA /cds=(31 8,686) 

9895894 eukaiyotic translation initiation factor . 
1A(EIF1A).mRNA/cds=(207,641) • 

9970781 tc38d 1 .xl cDNA, 3' end 

/done=IMAGE:2066900 /done_end=3' 



10035307 AV733781cDNA,5 , end 

/done=cdAASF08 /done_end=5* 
1 0036595 signal transducer and activator of • 
transcription 6, interleukin-4 induced 
(STAT6), mRNA /cds={1 65,2708) 
1 0701 71 3 damage-spedfic DNA binding protein 1 
(127KD) (DDB1), mRNA 
/cds=K109,3531) 
BF056055 10809951 7k07h12j(1 NCI_CGAP_GC6 cDNA 
done IMAGE:3443950 3* similar to 
contains element L1 repetitive eleme 
10812495 mRNA for KIAA1247 protein, partial 

cds/cds=(285,2942) 
1 081 3029 Homo sapiens, done IMAG&3462401 , 
mRNA, partial cds /cds=(0,153) 



Hs.144519 BF061421 



1 0820331 T-cell leukemia/lymphoma 6 (TCL6), 
transcript variant TCL6a2, mRNA 
/cds=<1767.2l92) 



PCT/US01/47856 



-1 GCCAGTCTCTATGTGTCTTAATCCCT 
TGTCCTTCATTAAAAGCAAAACTA 

-1 TGCAATGAGGCAGTGGGGTAAGGTT 
AAATCCTCTAACCGTCTTTGAATCA 

-1 TG G CAACTTCAACTC CTTGATG G CGA 
TAATCTCTGGTATGAATATGAGCC 

-1 TGCTTGGGAAATTTGGTTTGTAAACC 
TAAAATAGCCCTTATTTCTGGGGA 

-1 CTTTCTGCCTGAAGCTGCCCCCATGA 
CTCCCTTCTTTGTGCAAAAGCATG 

-1 AC C CAGTTTGTG CATAGTTCATGATC 
CTCTATAAAACCAG CTTTTGTGGA 

-1 ACAC C ATTTC AG CGTTGGATC ACAGA 
CAGCTCTTCCTTTATATCCCAGCA 



TG GCATAATGTTGGATTGAATCTACA 
TTTTGGCAGAAGTTAAACATTCCC 
AGAATG CCTG GTTTTC GTTTG CAATT 
TGCTTGTGTAAATCAGGTTGTAAA 

ATCGTTGGATTATCTTTGAACCCCCT 
TGTGTGGATCATTTTGAGCCGCCT 
ATACAGGGTTCCATCCAGAAAGCATT 
CAGTCAGAGCAAGTTAAAGTCAGT 

AAGTTGTCCTGTGCTAAAGCAAGCGT 
GGGATGATCCTACCTACCTCTAGG 
AGCTAGTGATGTTTTGTCCAAAGGAA 
GATTCTGACAACAGCTTCAGCAGA 

ACACAGACATATTGACCGCACACAAC 
ACTGAAATGGACTGACTT GAGAAA 

TGGTTCTCTGATTTGTAATGAGCACC 
TGGATATGTCAATTAAAATGCCCA 

GGCCTACTGACCAAATTGTTGTGTTG 
AGATGATATTTAACTTTTTG CCAA 



-1 CGATAGAATTGAAGCAGTCCACGGG 
GAGGGGATGATACAAGGAGTAAACC 



-1 CTCAAACGAAATTG G GCAG G CC ATTT 
GCGTGGTTTCTCTGGATAAGTTCC 

-1 GCACATGACAGTAAGC GAGGTTTTGG 
GTAAATATAGATGAG GATGCCTAT 

-1 ACACAGGAACCGCTTACCCACCAGCT 
CTGCCCGCGTCTCTACCGCCATAG 

-1 ACAACTCAAGTGAAAAGATGTCTCCA 
GTTTCTGAAGATAACGCACGCTGA 

-1 AAAACACTCCACCTAAAAGCAGGAAA 
GATGGCAATTCTAAATAGCAGCTA 

-1 CGCCGCTCCTGGAGACCTGATAACTT 
AGGCTTGAAATAATTGACTTGTCT 

-1 ATCCCATTCTCCCTCTCAAGGCAGGG 
GTCATAGATCCTAAGCCATAAAAT 

-1 ACAG CATGAGAAACTGTTAGTACGCA 
TACCTCAGTTCAAACCTTTAGGGA 

.1 CACAATGCTGCCTCCTCTGTGGATGA 
CTGATGG CAAGAGTCTGAATTGAA 

-1 TAAGAAATCCCAATTTTCAGGAGTGG 
TGGTGTCAATAAACGCTCTGTGGC 

-1 CGGCAGGGTG GCCTGTAACAATTTCA 
GTTTTCGCAGAACATTCAG GTATT 

-1 GCTGGAGGGAGAGGCACTGGGGAAT 
TTTTCCTGGTGAATACTGAAGTTAC 
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Table 8 



6346 Table 1 

6347 Table 1 

6348 Table 2 

6349 Table 2 

6350 Table 1 

6351 Table 1 

6352 Table 1 

6353 Table 1 

6354 Table 1 

6355 Table 1 

6356 Table 1 

6357 Tablet 

6358 Tablet 

6359 Tablet 

6360 Table 1 

6361 Table 1 

6362 Table 1 

6363 Tablet 

6364 Tablel 

6365 Tablet 

6366 Table 1 

6367 Table 2 

6368 Tablet 

6369 Tablet 

6370 Tablet 

6371 Table 1 

6372 Table 1 

6373 Tablet 

6374 Tablet 

6375 Tablet 



Hs.96566 BF194880 11081165 
Hs.111583 BF1 97608 
NA BF1 97762 



602137338F1 cDNA, 5' end 
/done=tMAGE:427404B /done_end=5' 



1 1 086855 602365742F1 cDNA, 5* end 

/done=IMAGE:4473923 /done_end=5' 



11087169 7p91f02.xt NCI_CGAP_Skn1 cDNA 
Clone IMAGE:3653139 3\ mRNA 
sequence 

Hs.50785 BF221780 11128957 SEC22, vesicle trafficking protein (S. 

cerevisiaeHike 1 (SEC22L1), mRNA 
/cds=(119,766) 

Hs.250811 BF432643 11444806 v-rai simian leukemia viral oncogene 

homotog B (ras related; GTP binding 
protein) (RALB), mRNA /cds={1 70,790) 



Hs.293476 BF435621 

Hs.174104 BF445405 

Hs.295726 BF447885 

Hs.181311 BF478238 

Hs.179703 BF507849 

Hs.300870 BF513602 



1 1447923 hypothetical protein FKSG44 

(FKSG44), mRNA/cds=(126,1520) 

11510543 601438710F1 cDNA, 5* end 

/clone=IMAGE3923643 /clone end=5' 



11513023 

11549065 
11591147 
11598781 



Hs.283022 BF514341 11599520 

Hs.146085 BF591040 11683364 
Hs.170577 BF725383 12041294 



integrin, alpha V (vitronectin receptor, 
alpha polypeptide, antigen CD51) 
(ITGAV), mRNA /cds=(41 ,3187) 
asparaginyMRNA synthetase (NARS), 
mRNA/cds=(73,1719) 
tripartite motif protein 14 (TRIM14), 
mRNA/cds=(10,1230) 
mRNA; cDNA DKFZp547M072 (from 
done DKFZp547M072) 
/cds= UN KNOWN 
triggering receptor expressed on 
myeloid cells 1 (TREM1), mRNA 
/cds=(47,751) 
AL580165CDNA 
/done=CS0DJ005YB18r(3-prime) 
602574255F1 cDNA,5'end 
/done=lMAGE:4702644/done end=5' 



Hs.104640 BF726114 12042025 HIV-1 inducer of short transcripts 

binding protein (FBI1), mRNA 
/cds=(0,1754) 

mRNA for K1AA1769 protein, partial 
cds/cds=(3466,4899) 
hypothetical protein MGC14156 
(MGC14156), mRNA /cds=(82,426) 
12357611 AF1 50127 cDNA /done=CBCBGA01 



Hs.296317 BF938959 

Hs.26136 BF940103 

Hs.133372 BF940291 

Hs.304900 BF980139 



12356279 



12357423 



12347354 



Hs.8258 BG054966 12512220 



Hs.5122 BG058599 12525258 



602288147F1 cONA,5'end 
/done=lMAGE:4373963 /done_end=5' 

cDNA FU14737 fls, clone . 
NT2RP3002273, weakly similar to ■ 
SCD6 PROTEIN /cds=(77,1468) 
60229301 5F1 cDNA, 5" end 
/clone=IMAGE:4387778 /done end=5' 



Hs.89104 BG05B739 



12525527 60259091 7F1 cDNA, 5* end 

/done=lMAGE:4717348/done end=5' 



Hs.166982 BG149747 
Hs.184456 BG230563 
HS.3353 BG236015 



12661777 phosphatidylinositol gfycan, dass F 

(PIGF), mRNA /cds=(67,726) 
1 2725596 hypothetical protein (LOC51 249), 

mRNA/cds^O.611) 
12749862 beta-1 ,3-glucuronyitransf erase 1 

(glucuronosyl transferase P) (B3GAT1), 
mRNA /cds=(175,1 179) 
Hs.83623 BG654774 13792183 nudear receptor subfamily 1 , group t, 

member 3 (NR1 13), mRNA 
/cds=(272,1316) 

Hs.109007 BG655723 13793132 60234221 4F1 cDNA, 5' end 

/done=lMAGE:4452602/done end=5' 



HS.14453 BG744911 
Hs.2730 BI084548 
Hs.296356 BI085832 



14055564 interferon consensus sequence binding 

protein 1 (ICSBP1), mRNA 

/cds=(47,1327> 
14502878 heterogeneous nudear 

ribonucteoprotein L (HNRPL), mRNA 

/cds={28,1704) 
145041 62 mRNA; cDNA DKFZp434Ml62 (from 

done DKFZD434M162) 

/cds=UNKNOWN 



TGATACTTTGGTTCTCTTTCCTGCTCA 
GGTCCCTTCATTTGTACTTTGGA 

ACTGCCAGTGAAGACTGTAAAGACAG 
AACACACTATTTTGGAGG GAG GAT 

AG GAAGAGCCTGCACCTGTGGTGGA 
ACAATCAGGGAAAAGGAAGTCAAAA 

TTTGGAGCTTCTATAGGAGTGGAGAG 
GGGCAGCTCATTGTTGAGAGTTGC 

TGATCTGACTG GAAAACAATCCTGTA 
TCCC CTCCCAAAGAATCATGGGCT 



CGTTTTCTGAGCATCGGTTGTGCCTT 
AACATTTTCTGCTTGTCCTTTGGG 
ACTGCTGTTGCATGAATAGATGATAC 
AAAGCAAGTGATGAGGTTGGTATG 

AGTGAAAACTGGTACAGTGTTCTGCT 
TGATTTACAACATGTAACTTGTGA 

TGTCCTCTGAACCTGAGTGAAGAAAT 
ATACTCTGTCCTTTGTACCTG CGT 
CCATTTCCACTACATGCCTTTCCTAC 
CTTC C CTTCAC AAC CAATCAAGTG 
AATACAGATTCATTTTATTTAAGCGTC 
CGTGGCACCGACAGGGACCCCAG 

G CCTCTTTTCCTGTATCACACAAGGG 
TCAGGGATGGTGGAGTAAAAGCTC 

CTGGGGCCGTAGCAAAAATCATGAAA 
AACACTTCAACGTGTCCTTTCAAT 
CAGACCTGTG G GCTGATTC CAGACT 
GAGAGTTGAAGTTTTGTGTGCATCA 

AAGG CAACCAACCACATTAGAAGTCT 
TGGCACTTTGTAACGGAACGGGTA 

GAAGTGACACTGACTGTATCTACCTC 

TCCTTTTCTTCATCAGGTGTTCCT 

AATTCC AAAG GAGTGATGTTG GAATA 

GTCCCTCTAAGGGAGAGAAATGCA 

AGCCCCTCCACCCCACCCAGTACTTT. 

TACAATGTGTTATTAAAGACCCCT 

CCATCCTTGAGAAATGTGGGCACCAA 

GTCCATAATCTCCATAAATCCAAT 

TATGAGTTTATG CGTTTTCCCAGCCC 
TCCGAATCACTGACTGGGGCGTTT 

AGTTGGAGCTATCTGTGCAGCAGTTT 
CTCTACAGTTGTGCATAAATGTTT 

CGTGGGAGGATGACAAAGAAGCATG 
AGTCACCCTGCTGGATAAACTTAGA 

GTG GTTTGGTCAGCATACACACTTCT 

CATTTCATTTGATGTACACAGCCA 

GTGTGAAGTGACAGCCTTGTGTGTGA 

TGTTTTCTGCCTTCCCCAAGTTTG 

GTCTTTCCCGTCTTTCTTCCTCACCTA 

TGTAATTTCAGTAGTCTCTCAGC 

TGTTTCGTAAATTAAATAGGTCTGGC 
CCAGAAGACCCACTCAATTGCCTT 

GTG G AAATCAG CACACAAC C ACAATG 
ACATTTAAGCACAGGATCATTATT 

AGAATG6CAGACCTGTTTG CTGAAGT 
GTTCATAAGATAACAATAGGCTTG 

TGG GATTTTGTTTTTAAGTCATTTGGT 
TTGGGGAGGACCTTGTTTATTTT 

TGGACAAACTGAC AG GGACTGCTTTG 
AAAGACAGGTACTCAGTTGAGTAT 
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6376 Table 1 

6377 Table 1 

6378 Table 1 

6379 Table 1 

6380 Table 1 

6381 Table 3A 

6382 Table 3A 

6383 Table 1 

6384 Tablet 

6385 Table 3A 

6386 Table 1 

6387 Table 3A 

6388 Table 3A 

6389 Table 3A 

6390 Table 2 

6391 Table 1 

6392 Table 3A 



6393 Table 1 

6394 Table 1 

6395 Table 1 

6396 Table 1 

6397 Table 2 

6398 Table 1 

6399 Table 1 

6400 Table 1 

6401 Table 1 

6402 Table 1 

6403 Table 2 

6404 Table 3A 

6405 Table 1 



Hs.132911 N20190 

Hs.334731 N58136 

Hs.303018 N94511 

NA W68708 



NA 

NA 
NA 
NA 
NA 

Hs.197345 

NA 
NA 

Hs.169476 

NA 
NA 
NA 

Hs.132906 



W86427 



NA 
NA 

NA 
NA 
NA 
NA 
NA 
NA 

Hs.48320 

NA 
NA 
NA 
NA 



Table 8 

1 125145 MR2-OT0079-29050D-007-b03 cDNA 

1 202026 Homo sapiens, done IMAGE:3448306, 
mRNA, partial cds /cds=(0,2353) 

1266820 zb80g04.s1 cDNA, 3' end 

/clone=IMAGE309942 /cJone_end=3' 

1377588 Zd35h04.s1 

Soaresjetal heart NbHHl9WcDNA 
clone (MAGE:342679 S\ mRNA 
sequence 

1400194 zh61d1.s1 

Scares Jetal_liver_spieen_1 NFLS_S1 
cDNA done IMAGE416564 3\ mRNA 
sequence 
36G5 

36F11 

37G7 

37G8 

thyroid autoantigen 70kD (Ku antigen) 
(G22P1), mRNA/cds=(17,1846) 

40E4 

41 E9 

Homo sapiens, gryceraldehyde-3- 
phosphate dehydrogenase, clone 
MGC:10926 MAGE:3628129, mRNA, 
complete cds /cds=(2306,3313) 
47E5 

47D11 

50A11 

DNA sequence from clone RP1 1- 
404F10 on chromosome 1q23. 1-24.1, 
Contains the 5* end of the SLAM gene 
for signaling lymphocytic activation 
molecule, a SET (SET translocation 
(myeloid leukemia-associated)) protein 
pseudogene, the CD48 gene for CD48 
antigen (B-cell membrane protein), the 
gene for a novel LY9 (lymphocyte 
antigen 9) like protein and the 5* end of 
the LY9 gene. Contains EST s, STSs 
• andGSSs/cds=(41,1048) 

52B9 

53B1 



53E3 

53E10 

53G7 

54F4 

54G9 

59G1 

mRNA for ring-l BR-ring domain 
containing protein Dorfin, complete cds 
/Cds=(317,2833) 
60G8 • 

62C9 

62F11 

63E1 

536 



AAGCCTGTTTTTCACTCTAAAAATTCA 
AGAGGACACGCTAAGAACGATCA 
AGGTTCCCTTTCAAATAAAGATAAAG 
AATTTGACTTGGGACACTGCCAGA 

CTGTTCGAAAGTTGGAGACTGCCTGT 
ACCCAGGTTGATAGTCAATTGTTT 
AG C AGAGTTAAGTTTAAATTTC CATTC 
TCACTAGTTTGTGACCTTTGCCA 



-1 TGAGTATTGTTGTGGGGGCGGGTAT 
GTCTGTATATAAATCTGTGCAGCCA 



C CCTTG CAGATACATGAGACAG G CA 

GGGGCTGGAGTCTTGTTCCATCCTG 

GAGTAGTTGTCTTTCCTGGCACTAAC 

GTTGAGCTCGTGTACGCACTGAAG 

GAGTCCAATCTACACTCTAGTAGTGA 

AGACAGAAGAGTTGGCATACGAGT 

G G CTGAACTTACTCATTAAG CCACAT 

AACTTCGAGTCAAGTTCCAGTCCA 

G CTCTCAAGCCTCCTCCAATAAAGCT 

CTATCGGGAAACAAATGAACCAGT 

AGGAATGCACACATTGCTCCAGGATC 
ACTGTGA G G ATTAAAGGAGATG GT 
AGTAACG GAACAGTTCCCAGTACTCC 
TGGTTCCTAGGTGAGCAGGTGATG 
GGTGTGAACCATGAGAAGTTCGACAA 
CAGCCTCAAGATCATCAGCAATGA 



GGAGGTGTATAGGCTGG GATTTGAAA 
AG GAAAATAATCAGCGTGGTGCCA 
CCTAGACACCTGCATCAGTCAAGGTC 
ATG GATATTG G G AAGACAGACAG C 
TCC AGCAGATATAG GAAGC AGTGTAT 
CTAAAC AGACAAATAAAAA G GCCT 
ATCTAGTGTACGAGACTTGGAGTCAG 
GCAGTGAGACTGGTGGGGCACGGG 



TGGTTTAATGGAAAATGCTCTGGAAA 
ATTCTTTTGCAACAGTTCATCGCT 
CACTAAAAGAGTGGGGAGGTGCAGC 
ACCTGGCTGGGGAACAAGAATATGG 

AAACGAATCACGTGCCTCGAAAGGG 

ACATATATTGTTCCTTTAAGCATTT 

AAG G GTTC AAT7TCTTCTTTG GAAGG 

TGATGGTAAGGGTGTGGCTCCAGA 

TGGACAATTCCAAGTCCAAGAGGACT 

GTCTACTTTCGACCTTGTGTGATT 

TTGTGTTAACCTGTTGTCCACGCTAA 

GATACAAACTTC CC G GAG G AAAGT 

TGTCACAGTGTTCTATTATTTG CCCG 

GTTCTTAAAGTGAGAGCATCCTGA 

ACAATGATATTGATGAGGCACCCAGT 

CTTTTCATTTACTCTGAGTGAAGT 

AGATCGAGATCTTCAGTCCTCTG CTT 

CATCTGTGAG CTTGCCTTCAGTCA 

GGCCAGAGACCCTAAGCTGCTTAATA 

CATTTATACCACATCCTTCTCAGC 

C C CTTG GAATTACTTGTTCAACTTCTT 

TCTTTCCCACTAGACGGGGACTT 

CTTTGTAGATG CAGAGAGAAG CTATA 

AGAAACCCCAGTACTTGCCGGGCG 

ACTGCCACATCTGACTTTACAGAATA 

ACCAATGTAAGTTAAAATAGAGAAAC 

AG 
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Table 8 



6406 


Table 2 


NA 


65B1 


1 


6407 


Table 2 


NA 


65D10 


1 


6408 


Table 2 


NA 


65D11 


1 


6409 


Table 2 


NA 


65D12 


1 


6410 


Table 1 


NA 


68C9 


1 


6411 


Table 1 


NA 


69F8 


A 
1 


6412 


Table 1 


NA 


69H11 


1 


6413 


Table 3A 


NA 


70B6 


1 


6414 


Table 3A 


Hs.17109 


Integral membrane protein 2A (ITM2A), 


1 








mRNA/cds=(1 39,930) 




6415 


Table 2 


NA 


72D4 


1 


6416 


Table 3A 


Hs.234279 


microtubule-assodated protein, RP/EB 


1 








family, member 1 (MAPRE1), mRNA 










/cds=(64,870) 




6417 


Table 2 


NA 


72D8 


1 


6418 


Table 1 


NA 


73C4 


1 


6419 


Table 1 


NA 


73H4 


1 


6420 


Table 2 


NA 


73A7 


1 


6421 


Table 3A 


Hs.174228 


small inducible cytokine subfamily C, 


1 








member 2 (SCYC2), mRNA 










/cds=(0,344) 




6422 


Table 3A 


Ks.3945 


CGH07 protein (LOC51012), mRNA 


1 








/cds=(84J19) 




6423 


Table 1 


NA 


75A2 


1 


6424 


Table 3A 


Hs.249495 


heterogeneous nuclear 


1 








ribonudeoproteln A1 (HNRPA1), 










transcript variant 2, mRNA 










/cds=(104,1222) 




6425 


Table 2 


NA 


75B12 


1 


6426 


Table 2 


Hs.205442 


601439689F1 cDNA, 5* end 


1 








/clone=IMAGE:3924407 /clone_end=5' 




6427 


Table 3A 


NA 


101G7 


1 


6428 


Table 3A 


Hs.179565 


minlchromosome maintenance 


1 








defident (S. cerevisiae) 3 (MCM3), 










mRNA/cds=(44,2470) 




6429 


Table 1 


Hs.1 19640 


hBKLF for basic kruppe) like factor 


1 








(LOC51274), mRNA/cds=(55,1092) 




6430 


Table 3A • 


Hs.215595 


guanine nucleotide binding protein (G 


1 








protein), beta polypeptide 1 (GNB1), 










mRNA /cds=(280,1 302) 




6431 


Table 1 


NA 


105A10 


1 


6432 


Table 1 


NA 


107G11 


1 


6433 


Table 1 


NA 


107H8 


1 


6434 


Table 3A 


Hs.64239 


DNA sequence from done RP5- 


1 








1174N9 on chromosome 1p34.1-35.3. 










Contains the gene for a novel protein 










with IBR domain, a (pseudo?) gene for 










a novel protein similar to MT1 E 










(metallothionein 1E (functional)), ESTs, 










STSs, GSSs and two putative CpG 










islands /cds={0,21 95) 




6435 


Table 1 


NA 


109H9 


1 


6436 


Table 3A 


Hs.80261 


enhancer of filamentation 1 (cas-Cke 


1 








docking; Crk-assodated substrate 










related) (HEF1), mRNA 










/cds=(1 63,2667) 




6437 


Table 3A 


Hs.1422 


Gardner-Rasheed feline sarcoma viral 


1 



(v-fgr) oncogene homolog (FGR), 
mRNA /cds=d47,1736) 



537 



AGTCTTGCGAGTCAACTCAGACTCAA 

ATGTAGAACTGGGAAGGACAGTGC 

AGCACTGTGCAGATGGCTTTAGAAGA 

TTCAGAACAGAAGCACAATCTGTT 

AGCACTGTGCAGATGGCTTTGGAAGA 

TTCAGAACAGAAGCACAATCTGTT 

CTATGGAGTCTTGGAGGACACTGGA 

GTCACCATGCTAACACTGTGCAGAT 

CCCTGTCACCCTTCGTGGCCAGTGC 

CAGACAGTAACTAGTGGATGCTAAA 

GAGAGAATAGGGTAGAGAGACCGGG 

ACTTGGGTAGAGATGAC CGGGATTC 

AGTGGAAGCTAGGAGAAATATCGAAT 

GTGTTAGGGACTTTGAAGTTACCA 

CTGCATCTCTCTTTACTACCAGTGATT 

ACAAAGTGGGGTTTGGTGGGAGT 

TCTCTGACTTCTTATTACCAAGGACA 

CTCTATCTGTTGCCTCTTACTCTT 

CAGTTCCCAGATGTGCGTGTTGTGGT 

CCCCAAGTATCACCTTCCAATTTC 

AACGACCCTGTATTGCAGAAGATTGT 

AGACATTCTGTATGCCACAGATGA 

GGGTCCCGAGCCCTTCAAGAGCTAG 

ATTTACTCAAGTTTGTTCCCTTGCC 

CACTGAAGCCAAACCACAGAAGACTT 

TTGAGAATGAGGAGACAAATGAGT 

AG GTGAAAATTACTCTTCAGAAGATA 

GCAGAGTGGATAATGGCCCATCGA 

TGCAGTGAGACTACATTTCTGTCTAA 

AGAAGATGTGTGAGTTCCGTCCTT 

TCCAGCCAGCCAGCTCATTTCACTTT 

ACACCCTCATGGACTGGGATTATA 

TTTCATACATTGGAACTCCACCTGAC 

TTTGGACCAACCCCAGAACAGAGC 

AGCACCGGAATACAAAAATGATACTA 

TGCTG CCCTCCTAGATCTCAGGGA 

TGCCCATACACATGAGTATTTGTCTA 

AAACATGTCTTCTTTGTAGCAGCT 



GCAAATCTAAACTGCAGGAAAATTTT 
TGCACCCGAAGTATTCAGATCCCT 
GGCCCAGTGCTAATGTAACCAATGAT 
GCCATGTCGATATTGGAAACCATA 

GGGGAAGAACAAGATAATCTAGTGAC 
CTCACCACAGTCTATGCCCAGGCC 
AATTCAACTGAAG GCGAGGAATGTTG 
GTGATGAAGCTGAGATCAGGACTC 

CACCTATATCGAAAGTTTGGGCTCAT 
CTCCCATTGGTGGCAAAGACCTCC 
TGGTGGAAAAGTGTGTCTGTCTGACA 
ATTACACTCAAGTTTACCTCTGGT 

ACGATAATACTGTTGGTTACTGCCAT 
AAATATTGGAAG CTAATGTAAAATG C 
A 

TTCTCTTATAAAGGACAGCAAGTTTAA 

AATGGAGCAAGGAGCATTGGAAA 

TGGCCAAAGAATAGAAGCTCTAGACC 

TTCCTTATTTCTATCGTGAAAACA 

ACATGACCTGTGCAGTGTGTGGCTGT 

GAATTCTGTTGGCTTTGTATGAAA 



TGACATAACTACCATCCCTGCAACTA 
ATGAACCCACCCTCACAGCTTCCT 
GAATGACATAAACCCCCTCCGGTCTG 
AGGTCCGGCCTTCCAGCTTGTCTC 



GCCTTTCTCACTCCATCCCCACCCAA 
AGTGCTCAGACCTTGTCTAGTTAT 



WO 02/057414 
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6438 


Table 3A 


Hs.333114 


6439 


Table 1 


NA 


6440 


Table 1 


NA 


6441 


Table 3A 


NA 


6442 


Table 1 


NA 


6443 


Table 3A 


Hs.250655 


6444 


Table 3A 


Hs. 249495 


6445 


Table 1 


NA 


6446 


Table 1 


NA 


6447 


Table 3A 


NA 


6448 


Table 1 


NA 


6449 


Table 3 A 


Hs.334330 


6460 


Table 1 


NA 


6451 


Table 2 


NA 


6452 


Table 3A 


NA 


6453 


Table 1 


NA 


6454 


Table 1 


NA 


6455 


Table 3A 


NA 


6456 


Table 1 


NA 


6457 


Table 3A 


Hs.153 


6458 


Table 1 ' 


NA 


6459 


Table 1 


NA 


6460 


Table 3A 


Hs 119598 


6461 


Table 1 


NA 


6462 


Table 3A 


Hs 326249 


6463 


Table 3A 


Hs 297753 


6464 


Table 3A 


NA 


6465 


Table 3A ■ 


Hs. 1081 24 


6466 


Table 1 


NA 


6467 


Table 3A 


NA 


6468 


Table 1 


NA 


6469 


Table 1 


Hs.8121 


6470 


Table 2 




6471 


Table 1 


NA 


6472 


Table 1 


NA 


6473 


Table 3A 


NA 


6474 


Table 1 


NA 


6475 


Table 1 


NA 



Table 8 

AV713318cDNA,5'end 
/done=DCAAAC09 /done_end=5' 
129A12 

129F10 

137D4 

142F9 

prothymosin, alpha (gene sequence 28) 
(PTMA), mRNA /cds=(155,4B7) 
heterogeneous nuclear 
ribonucteoprotein A1 (HNRPA1), 
transcript variant 2, mRNA 
/cds=(104.1Z22) 
149G2 

149A11 

151F11 

162E8 

calmodulin 3 (phosphorylase kinase, 
delta) (CALM3), mRNA /cds=(1 23,581) 

170F7 

170F9 

177A3 

331A3 

331A5 

146C3 

146D8 



rfbosomaJ protein L7 (RPL7), mRNA 
/cds=(10,756) 
158G6 

158H8 

ribosomal protein L3 (RPL3), mRNA 
/cds=(6,1217) 
158E9 

ribosomal protein L22 (RPL22), mRNA 
/cds=(51,437) 

vimentin (VIM), mRNA/cds=(122 ( 1522) 
155H10 

cDNA: FU23088 fis, clone LNG07026 

/cds=UNKNOWN 

159F6 

166F3 

166F6 

Notch (Drosophlla) homolog 2 
(NOTCH2), mRNA/cds=(12 t 7427) 
cDNA FU14923 fis, done 
PLACE1008244, weakly similar to 
VEGETATIBLE INCOMPATIBILITY 
PROTEIN HET-E-1 /cds= UN KNOWN 
168A9 

171F11 

171G11 

175D1 

182H1 



TCGTTTTACAACGTCGTGACTGGGAA 

AACCCTGGCGTTACCCAACTTAAT 

TGTTTTGTTTTCTGAAACGAAATCCTG 

CTCTGTTGGCCCAGCTAGAACGC 

CAGAAGCTGGATGACGTTGCTCCATC 

TTCACTCTGTTAATGAGACATGAT 

CACATCTTCCATTCAGCCCTACCATG 

AAAACCGTACCTCGGGCGCGACCA 

AATTTGCTTTAAATTGAGTTTCCTTGC 

CATTGCACACTCCTATCTTTCTG 

CAGATGACACG CGCTCTCCACCACC 

CAACCCAAACCATGAGAATTTGCAA 

CCCATGCTGTTGATTGCTAAATGTAA 

CAGTCTGATCGTGACGCTGAATAA 



GACACAGACAG AC CAAG CTATAGTC A 
GACCTGGTTACACACATACACACA 
TGG CAAAGATCACTGAAATTTAGGAC 
ACCAAAGCTAAAACCCCAAATGCT 
GCTTGTGCTCGAGACCGCTTGCTATA 
GAAACG CTGAGCTGCTGGTTTATG 
CTGGTTAAAAGCCC CATTACTGACCT 
TCGCCGCCACCACGCCTATCACTA 
GCATCCACCTCCTTCTCTGTCTCATG 
TGTGCTCTTCTTCTTTCT ACAGTA 

TTAAATCTATCAAGAATTCATCCAAAT 

TGGTACCCTGCCGGGCCGCCTCG 

AGTGCTGTATTGACTTTGCTCGGCAG 

TAGATGAAGCTATTCTGAACCCAA 

TGCTGGACAAAGACAATGAGATGATT 

ATTGGTGGTGG GATGGCTGTTACC 

GTGGAAAAGTCACTACCAGGCTGGC 

AGGGAATGGGG CAATCTATTCATAC 

AAG GGACAGGGAG CGGGCACAAAAT 

AAAACTTAGTTTGGTAGAAATTATA 

TCAAAGCACTGGAGATGAGAGCCAG 

GATG GACC CGAAAAGAATTTTACAG 

CAG GAACATGGCTGCAGCATATAAAA 

AGAATTGAATTCCATACTTTTGTTAAC 

CCT 

TTGCCATAACCACG CTTGTAGATTAG 

TTCATTTACTGACTTC AGATTG G G 

TTACAGGCAACCGGAG CATCCAATCA 

CCTTTCTCTAAGAGAGTACCTCGG 

AAAAG CATCTTC G AGAG G GACTGTCA 

ATTCTC GACTATTTTC CAACCCGC 

AAGAAG G AG CTTAATG CC AG GAACA 

GATTTTGCAGTTGGTGGGGTCTCAA 

AGAGACACCTAAATTACAGATTTGTG 

AG CTG AGAGCTG GAG I" I" 1 1 ICATT 

AACAGCAAAGAGAGTTACGAATTACG 

TTACTTCCAGATTAACCAGGACGA 

AG C G C AAGATAGATTTG G AATAGGAA 

TAAGCTCTAGTTCTTAACAACCGA 

GCATGGACAAGATGCCAAGGCCCGG 

ATGCTTTAGGATGAAGTTCTTATCT 

CCTCCAGTCACCATACACAGGTTACC 

AGTGTCGAACTTGATGAAATCAGT 

CCAAACATCTGGACTTGTGACTGTAA 

AAGGGGAGGAGGTAGCCAATGATT 

TTATGGTG GTCGGGGTGGGTGGTAG 

TTCAATGG GAGGTATGGGATTTATT 

AGCTGTCTGGCTCAAAGATCTACATT 

CTGAAGTTGGCTGGAAATGTCTTG 

CTGGTTCCTACCAGT6CCAGTGCCTT 

CAG GGCTTCACAGGCCAGTACCTC 

TGACACAGACTGTTTCAATCTTGGAG 

CAGCGACTGACTTTGACAGAAGAT 



TGCTATTTAAAGCACCATGATAAATAT 

GAGGCCACTTGGAAATCCATCCA 

GCAGGCGATGCTCTATAATCTAAAAT 

GTATCTCTCTTTCCCTAAGCTGAA 

AAGTAAGACCACCTGTGAACTTGATC 

ATTATCTGGCGCACATAGGAAGAT 

GCTGGGGCTGGGAATTGCGTGGGCT 

AATGTGTCATTTGACTTAAGAAACT 

TTTG G GAAGAACCGATTGCTAAATTA 

TG C CTAATTCATGTC AGAAGAG G G 



538 



WO 02/057414 



6476 Table 3A 

6477 Table 3A 

6478 Table 1 

6479 Table 1 

6480 Table 1 

6481 Table 1 

6482 Table 2 

6483 Table 1 

6484 Table 1 

6485 Table 3A 

6486 Table 1 

6487 Table 3A 

6488 Table 3A 

6489 Table 3A 



6490 Table 1 

6491 Table 1 

6492 Tabid 

6493 Table 1 

6494 Table 1 

6495 Table 1 

6496 Table 1 

6497 Table 1 

6498 Table 1 

6499 Table 1 

6500 Table 1 

6501 Tabid 

6502 Table 1 

6503 Table 1 

6504 Table 1 

6505 Table 1 
6508 Table 3A 

6507 Table 1 

6508 Table 1 

6509 Table 1 



NA 
NA 
NA 
NA 
NA 
NA 

Hs.205442 
NA 

Hs.169363 
NA 

Hs.30212 
NA 

Hs.334853 
Hs.20252 



NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
.NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 

Hs.232400 

NA 
' Hs.172028 



Table 8 

184B5 

184D2 

184H1 

46D1 

98C1 

98C3 

601439689F1 cONA, 5* end 
/done=IMAGE:3924407 /clone_end=5* 

98H4 

GLE1 (yeast homologHike, RNA 
export mediator (GLE1L), mRNA 
/cds={87,2066) 
113F12 

thyroid receptor interacting protein 15 
(TRIP15), mRNA /cds=(1 5, 1 346) 
173A10 

hypothetical protein FU23544 
(FU23544), mRNA /cds={1 25,5 1 7) 

DNA sequence from clone RP4- 
646B12 on chromosome 1q42.1 1-42.3. 
Contains an FTH1 (ferritin, heavy 
polypeptide 1) (FTHL6) pseudogene, 
the gene for a novel Ras family protein, 
ESTs, STSs, GSSs and a putative CpG 
island /cds=(0,776) 

174D1 

45B9 

45K8 

111H6 

111E12 

111H11 

112H3 

112E9 

114G3 

117H6 

165E7 

165E11 

165F7 

176A6 

176G2 

176E10 

176F11 

heterogeneous nuclear 
ribonucleoproteinA2/B1 (HNRPA2B1). 
transcript variant B1 , mRNA 
/cds=(169,1230) 
71F2 

a disintegrin and metalloproteinase 
domain 10 (ADAM10). mRNA 
/Cds={469,27l5) 



PCT/US01/47856 



AAGCAGTATACCATTTATATAGCAAA 

CAGCCAGTGGCCAGTTCACTGTAT 

CTGCCCTTTGGTAGTGAGAGGACCA 

CGCCAATGATGCTTTTAAGTAACCT 

CATTTCTTCATCTCTAAG GCACACTT 

GCTACCCCTCTTTGCTGACCCCAG 

GCCTG CGTGTCTGTCTCAGTGTTTCC 

TGGTCCTCCTCTAAGTACTCTAAA 

AATCCTAGACATGTGCTTGTCATTGC 

TCCCATGAAGGTAGTTTTCAAACA 

ACCAATAGAGAAGAAG CTCTAGAAGA 

CAAAATCCCAAACCTTGGCACAAA 

GGCTTCAACAGAAACATCAAATGCCA 

AGACCAGTGAGAGAG CGTCAAAAA 

G CAAG CCCACTAAAATAAACATCTAA 
CCAGCATC7TTCCCCCATTATAGG 
ATGGATCTGTTC CTCTGTGCTAAATG 
TCTTGTGGCAGGGTGTGTTTGTGG 

GCCGTAATGTCTCGGGATCTCTAATA 
ATAGAGGAGGTGAGTTGTGGTGTC 
AGGCACTCCTCAACCAGTGTTCACTG 
AATTCAACTGCTGAAATTGTAACA 
AGAGAGGGTTTTAAGGGAGGGCTTG 
TGAATACTTGG GAGAATACGGAAG G 
ATGAATTTGAAGACATGGTGG CTGAA 
AAGCG GCTGATCCCAGATG GCTGT 
TTCCACAGATAG GTAAGCCAGGCGC 
GGCAAGATGAGACTGTATTCAGTTA 



TCTTGTCCTAGTCATTGTGGCAACCC 

CATCTGACACCTTGTGTAGTACCT 

TTCTGGCAAGCTCTTGTCATGGTGTT 

CGACACTTCCTTCTGTCTTCTTGG 

TTTCAACATG GCTAGATCCATCAGAA 

ACTGAAGGCGGGGAGAAAGCTCTC 

GGTACTCAAAGGAAATTACTCTTTCT 

CTGGAACCCTGGCAGAAAGTTTTA 

ATCCTTCCTACCTTTTATTATGAAAGT 

TTTGGTACCTGGCCCGGCGAGCG 

ATTAAGGTTTTTAACATCTACTTTGGG 

TGATGGAGCCTTCAATGAAGTCA 

GAAAGACTACGAATTTCG CTG G GAG 

GTAATAGGGAAG CCTTCCACATAAA 

AAATGAGGTCAG CAATAACCTTGATT 

CGGTCCTCCACTGGCAACATTTTA 

CTTCTCTCCCTGTAACCAGGCAGTGT 

GTGGGCGGGGCTCAGAACATATCT 

GTTGCC CTGATCTGGAAATCCTGTTG 

CTTCTTCTGGGATGAAGGAACCTC 

TAAGATAACCCACAGGCACTTCCTGT 

CATAAAGCCAACGACACAGACCAG 

ATG G GAAC AG GATGTTAAATACACAC 

ATACATACGCACACAAGCGTTGGG 

CCTCTG CTATCACTAG AGAATGTAGA 

GAATGGAAATGGCTGCCTTTATGC 

GATACAGATGTGATTATTCAGCCTCA 

AGGGGACTTCTC CATTGCGTAACG 

TTATTGTTAC CAATTAGAATC AGCAAT 

TCAACTGTGCGGTGATTTGGCCT 

TCATCACTTGGGTTAACTAAAGGTTT 

G C GTATCACAC AATTACACTACAA 

TTCATAGTCAAACAAAAG GTAAGATC 

ATGCATATACCCACGGCAACAAGG 

CCCACCCCCTTCCCCTCCATGTGAAG 

ATTTGGGTGCTTAACATATCATTT 



GGGAGACATGCTGATTCCACTCAAAG 
ATCTCATAATAAACAGCTTTG GCC 
AAATAAATTTGGAATG GGACATTGTG 
CTGTTTCACCTTCAATG CTGTTAA 
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WO 02/057414 

6510 Table! Hs.180610 



6511 


Table 1 


NA 


6512 


Table 1 


NA 


6513 


Table 1 


NA 


6514 


Table 3A 


NA 


6515 


Table 1 


Hs.50180 



Table 8 

splicing factor profine/glutamine rich 
(poJypyrimtdine tract-binding protein- 
associated) (SFPQ), mRNA 
/cds=(85,2208) 
124G4 

124C8 

124F9 

127A12 

601652275F1 cDNA, 5' end 
/done=IMAGE:3935610 /clone_end=5* 



PCT/US01/47856 



1 AGAACAGTCTTG GGTTCAGGGGTGT 
GATGCCAGAATGTATTTTCGTACCT 



1 AAG GCGAAGTCAATCCCATCTCCCTG 

AACCCAACTGCCAGTAGGTAGTTC 
1 AGTTAAACTGTTGGTGAGGTAGTGTG 

TCAGGTACTCTGTATATTAGCTCT 
1 ACTGGATAAACAGAACGGATCAAAGA 

TAAAAGTATTCTTGTTGCCTGGGC 
1 GTCCCTTAGGGGAGGGAGAGTTGTC 

CTCTTTGCCCACAGTCTACCCTCAG 
1 ACTGGACTACTGAACTTTAGAATACT 

GTCCTAAGGAAATAGGTCTGGGCA 



6516 


Table 1 


NA 


161E8 


1 


CAAACAACAAAAGTGGCCTCCATCGC 












TGTGAGCCTCTCAAGG GACAGG GC 


6517 


Table 1 


NA 


186E8 


1 


AAGGTGG CTGGCTTTTATGATACAGT 












GGTGGTAATGTAGCCG 1 1 1 1 IGGT 


6518 


Table 2 


NA 


191F6 


1 


TGCTCAATTGCCATACATGCACTATA 












GGCCGGGATAGAAAATCGTCAGCT 


6519 


Table 3A 


NA 


193G3 


1 


TTCAAGGATGTGACTGATATCTGGTG 












TGGTTTATTTTGTTTGTTTTG GGG 


6520 


Table 1 


NA 


194C2 


1 


AG CTTTG GAAATTTGAACAAG GTG G G 












GACAAAATCAG GCAATAACA GACT 


6521 


db mining 


NA 


458C6 


1 


C ACTT CCTGAGTGTTTC CTGAGAACA 










AAGGATCAGAGCTTCGGCTGTGAG 


6522 


Table 1 


NA 


458E4 


1 


TTTTCCTTTTCGCTGACTTTCCCACTC 












ACTGTCTGTCTCTCATTTTCTCT 


6523 


Table 1 


NA 


458G10 


1 


GCATGG GAATTGGCTGTC ATC ACTCA 












TAGCACGGTGTATAAACTCAAGGA 


6524 


Table 1 


NA 


459B3 


1 


GTCCACTCAAGTTACCTGG CTGTCTA 












TCTTTTG GCTGACCCCTGAAGCGA 


6525 


Table 1 


NA 


459D2 


1 


CTAAGTAAGCAAAGAGGCAGAGGGG 












AGGAGGGGAGTGT7TGGTACTGTCC 


6526 


TaWel 


NA 


459E6 


1 


TGGTGCG GTGTTCATGATTATTATG C 












AGGGTGGAAGTTCAGTATTTGGTC 


6527 


Table 3A 


Hs.20830 


DNA sequence from cosmid ICK0721Q 


1 


AGCACATTTGTGCAGAAAGGTTTTGC 








on chromosome 6. Contains a 60S 




AGGTATCTGAGGCACTGCTCACCT 



Ribosomal Protein L35A LIKE 
pseudogene, a gene coding for a 60S 
Ribosomal Protein L12 LIKE protein in 
an intron of the HSET gene coding for a 
Kinesin related protein, the PHF1 
(PHF2) gene coding for alternative 
splice products PHD finger proteins 1 
and 2, the gene coding for five different 
alternatively spliced mRNAs coding for 
a protein similar to CYTA (CYCY) and 
identical to a polypeptide coded for by a 
known patented cDNA, and the first two 
exons of the gene coding for the 
homolog of the rat synaptic ras GTPase- 
activating protein p135 SynGAP. 
Contains three predicted CpG islands, 
ESTs and an STS /cds=(1 63,21 84) 



6528 


Table 3A 


NA 


460D5 


1 


AGAACAACACGGGATTGAAGTGGGA 
AGAGATG G GACCCTCATTGGATCTG 


6529 


Table 1 


NA 


460B9 


1 


GGAACAATAGACCTCTTCACTAGCTC 
CCTGCTGTTTGATGGTTTGGTTGG 


6530 


Table 3A 


NA 


461A4 


1 


AGAGGATGACTTTGAGGTAAATGTTT 
ACGATGCACGGTTTTAGGCGATGT 


6531 


Table 1 


NA 


461G6 


1 


GTGTCCTG GGGAGTGAGGAGAGGTG 



GAGTAGACTCTGAGAGGAGTGAAAA 



6532 


Table 1 


NA 


6533 


Table 3A 


Hs.80768 


6534 


Tabiel 


NA 


6535 


Table 1 


Hs.333513 


6536 


Tabiel 


NA 


6537 


Table 1 


NA 



461 D9 

chloride channel 7 (CLCN7), mRNA 
/cds=(38^455) 
461 H7 

small inducible cytokine subfamily E, 
member 1 (endothelial monocyte- 
activating) (SCYE1), mRNA 
/cds={49 i 987) 
463A5 

463B2 



1 AGATCATGTCTGGATTGTGTTTCCTA 

TTACCTAGAGACGAACACAGATCT 
1 GTGTCCCAGGACGAGCGGGAGTGCA 

CCATGGACCTCTCCGAGTTCATGAA 
1 TGTATGGCTTATAGCCAGAGATGAAA 

CAGAAC C C AAGTTAATATTGC C AG 
1 AGGTTTCAGAATCTG G GCCTTACCTT 

TACAGGTTCAACAAAAGAATGGCA 



1 AAGATGAGGCGTAGCTCATGTACAAA 
TGCAG CATTCTCATAAGTGCTTTA 

1 AGATAGTGGTATTTGGGTGCTGGGCT 
TGTCTGAACTGAGGAGGTGGGTGC 
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6538 
6539 
6540 
6541 
6542 
6543 
6544 
6545 
6546 
6547 
6548 
6549 

6550 
6551 
6552 
6553 
6554 
6555 
6556 
6557 



Table 1 
Table 3A 
Table 1 
Table! 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 

Table 1 
Table 1 
Table 2 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 
Table 3A 



6560 Table 1 

6561 Table 1 

6562 Table 1 

6563 Table 1 

6564 Table 3A 

6565 Table 1 

6566 Table 1 

6567 Table 1 

6568 Table 1 

6569 Table 1 

6570 Table 1 

6571 Table 1 

6572 Table 1 



NA 

Hs.40919 

NA 

NA 

NA 

NA 

NA 

NA 

NA 

NA 

NA 

Hs-221695 

NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 

Hs. 136309 



NA 
NA 
NA 
NA 
NA 

Hs.319825 

Hs.17481 

NA 
NA 
NA 
NA 

NA 
NA 



Table 8 

463C5 

hypothetical protein RJ 14511 
(FLK4511), mRNA fcds=(22,1272) 
463H5 

463A7 

463B10 

463C7 

463F10 

464C2 

464C5 

464C10 

464D8 

7k30dOUc1 cDNA, 3* end 
/clone=IMAGE:3476785 /done_end=3' 

464E7 

464H12 

465B3 

465G2 

465H5 

465A12 

465F7 



465H10 

DNA sequence from clone RP4- 
612B15 on chromosome 1p22.2-31.1. 
Contains the (possibly pseudo) gene for 
a novel protein similar to 60S ribosomal 
protein L17 (RPL17), the gene tor CGI- 
61, endophffln B1 and K1AA0491, ESTs, 
STSs, GSSs and two CpG islands 
/cds=(101 1,1406) 
515C12 

515H10 

55G3 

55F9 

99E7 

602021477F1 cDNA, 5' end 
/done=lMAGE:41 5691 5 /clone_end=5' 

mRNA; cDNA DKFZp434G2415 (from 
clone DKFZp434G2415) 
/cds=UNKNOWN 
116C9 

128F5 

135F10 

189F3 



189A8 
195H12 



PCT/US01/47856 



CCTTGCACCAGAGACGACTGACATAT 

ATAGATGGGAGTCACTCATGCGCT 

GGTGTAGCGTGAAGATCTGGACA6C 

GCACTACGACCCGGGCCACTGTTTC 

AGAAGCAAACCTGTGAAG CTACTATC 

GTTTATCATCAGTGTGAATG CACT 

TAGTGATACAATTTGGGGTGCCAGAG 

GTTGGGGGTAAGGAATTTTGAAGC 

GTGTGGCCTAAGGAACACCTCTTGTG 

GGGAGTAAGAGCCAGCCCTTCCTC 

AGATGCGGGCGCAAGCTTATGTCCT 

GTTATGAGGGTTTAAATTAGATTGG 

TCATAACG CC CTTC AAAACATTGAAT 

AAAATCAGTGCAAAACATTGAGCA 

TGAGAAAGGAGTTAG C AGAATATTAA 

CATACCGAGAAGCTGTTGTTAGCA 

CTGGAGACTCAGGTCGCTTAAGTGG 

AGGGGACGGGCACAGCCATTCCTCC 

AAAGACCTGCCACTTATTTTTGGCTC 

TCATCTGTACTCTTAAGTGTGTGT 

AGACACAGCTGCAGAAAACTTATTCT 

TTTCAAG CATGCAC AGTCAC AAAA 

CATTCAACAACACAAACCGAGCACCT 

ACTGTGTGCCACGCCACAGACAAG 

CCTAGGAAACACAGGTCAAAGAAACA 
CAGTCCAACATGTATTCAGAATTC 
AAACGCAATCTATTTTAGGTTTGAGAT 
TAGAAG CTGAG GC CAAG GACTC A 
TCCTCGAGATG CATGGTCC GTGAAGA 
AATTTAATAGCAAAGAC GAGAAGA 
GGCTCTCATGCTTATGCCACACATCC 
TTGATTCTGCTTAGGAGTCTCTGG 
AAGCCTGAGCTAACAAGAGCTGAGG 
ACAGTAGCTTATTCCTCTTTATGGG 
TGGATGATGGG ATTG GATAAG CATGT 
GGACTGGATTGTGTTACAAACTCT 
TGCTGTTTCTAGGATTAACACGAAAT 
CATCACTTTG CCATATTTTGAGCT 
GG CTCAGCAC AAAAGAGAATTCGTAG 
CACTTTCATGTGAAAGCAGACCCA 
GATATTAAGGTACTTTCAGTACAAATC 
TGGTGCTGTGAGTGGGCTCATCC 
TC CAGTTTCTCATAAAC AAATTCTTCT 
ATC CTGG CATTTGGATTTGG GTT 



TCATGGTCATAGCTGTAACCTGTGTG 

AAATAGTAATCAGATCAAAAAGCG 

ATATGTACCTGGAGGGCGGACGATC 

GAAATTACTAGTGAATTAGCGGCAG 

TGCGAGTGTAATTTCTGTAAGGAGGG 

TATGGGATAATTAATAGCACGCCT 

GCCCCCAGCATTCAATTCATTTTGTA 

CCCTTAGTTTAAAGAACTTCTCCC 

AACTTTG CTTTCTGAAG GTTTTG GTG 

TACCTCGGGCGCGAACACG CTAAT 

ATTGACTCCACTTTGTG CCAAGCTCT 

GCGGGTAGGCATATTTCATATCTT 

CAGTGGAGAAGCTGCACTGTCTCCG 
GG CTTGTGTGATCCGATCTCTGTAC 

AGCTTTGAAAGTAATGTCTAACCCTG 
CTGTCAGTTTATCACAAGTGCATT 
AG CTTAATTGAATTG GAG GAGCACCG 
AACAGG CAGTTTCCTGAGCAGTGG 
GCTCTCACTGATCTCTCTTCTCTATCT 
CTTTCTGCAGTTATACCAG CACT 
TGAGAAGAG CTGTGAAG G CAGAGG C 
GGGGCAAGTGCAAAGGTCCTGACTT 

AACTCC CTGTTCAGTTC AGTTGCTAA 
TGATCTCAAGCTCTTCCCTGATTA 
CAGCCTAATGCCTAACCACACAGATA 
CCATTGGTGGGCGACGTGACCCAG 



541 



WO 02/057414 



Table 8 



PCT/US01/47856 



6573 


Table 1 


HS.292457 


Homo sapiens, clone MGC:16362 


1 CACCATC 1 1 I i GCTCGGATACTAGCC 








B\flAGE:3927795 r mRNA, complete cds 


CGCAATACCGACTCACCTACCACC 








/cds=(498,635) 




6574 


Table 3A 


MA 

NA 


466C4 


1 AGGGTCTCCACCTTACAGAAGTACAT 










GAACAACCAGAGATAGCAGGGCTG 


6575 


Table 1 


NA 


466D1 


1 ACCAGGAAAAGTAAAAATCATAGTTG 










GTGTCTCTCGGGTTTCTCACCTTC 


6576 


Table 1 


NA 


466G2 


1 ATGTATGAGAGAGATTCGAGATGAGT 










TAAAG GAGGGAAG GGAGGGGTGGT 


6577 


Table 1 


NA 


466H5 


1 CATGAGTATTGG CACTGGGGTTCAAG 










TTCCAGGGCAGAGCAGGATAAGAG 


6578 


Table 1 


NA 


466B7 


1 CTCCTGGGGCTGGAGTCCTGGTCTG 










CCTTCTGG GGAC AGAGATT AGGTCG 


6579 


Table 2 


NA 


466B10 


1 TGGAACTTCAGTCAAAAACATCTGTA 










CTTTGTACAG GACAAAGATTTGGC 


6580 


Table 1 


NA 


466C9 


1 ATAGAACTTGTTTTACCTATGAGCCTT 










GCCTTGTATTTATTCACTGTGGC 


6581 


Table 1 


Hs.7187 


mRNA for KIAA1757 protein, partial 


1 ACATCTCTTGTGAAAGTTCAAATGTTA 








cds/cds=(347,4576) 


CAGCAAGGTGTAAACACTCCACT 


6582 


Table 1 


NA 


121F1 


1 GGGTGAATTAATCGGGAGATGGGTA 










GTCAGGGCAAATGATGGGTGGGTTT 


6583 


Table 1 


NA 


121A11 


1 TGCAATTGTGGAGACAAATTGTTAGA 










GTTTAAATCCTGGCTCTGTTCCCT 


6584 


Table 3A 


NA 


121 F8 


1 GGACCTATGTCCTCAAGACATGGAAA 










CTACTAGTTCTGTCGTGCCAGGAG 


6585 


Table 1 


NA 


178B2 


1 AATTAAGGATGCCCTACCGACATCTA 










TCAGCATACCTGGAACAGGTTCGA 


6586 


Table 3A 


NA 


178B5 


1 CGGCCAACCCAGGAGGG CAGGTGTT 










TTGGGCATCTGGTTTATAGTACCTC 


6587 


Table 1 


NA 


178F5 


1 GCTGGG GTGAAAACTTGAAGACTCA 










GACCTCAGTGGAAACAGATGAATGT 


6588 


Table 1 


NA 


178C12 


1 CCCCAGGCTCTGTGACGCTTGAAATT 










CTAATTAGCGCAGAAAAGGGCTAA 


6589 


Table 1 


NA 


462A11 


1 CCTGACTACGTGTTTTCCCCACAGAC 










ATCACACTGGTTCACCTCGTTGAA 


6590 


Table 1 


Hs.13231 


0d15d12.s1 cONA 


1 AATGGAAAGACACTTCTGTATACACT 








/clone=1MAGE:1 368023 


GGAAATCTCAGGAAATTTC I I II 11 CC 


6591 


Table 1 


NA 


462D9 


1 GACAGTACAGTACCCTAAGAGCACTG 










AGGAGGGCCACCCCACGTGAACTC 


6592 


Table 1 


NA 


462E8 


1 TTTC CTTG GAGATTTC AGGCATCTTA 










GGCCGGAAGGGACCTCGAAGGTGG 


6593 


Table 1 


NA . 


462F9 


1 CTCCGCTTCTTTCACTCATTCGTTTAG 










TGTTTCTTTAAG CTTTG C CTTGT 


6594 


Table 1 


NA 


462F11 


1 TCCACATTTTGATCATGCATTTATGAA 










AGCCCTGGGTTTGTTATTGAGAA 


6595 


Table 1 


NA 


462G12 


1 GCTATCTTCTGCTGAATCAGCGTAAT 










GCTGATATACACCCTATTTTCTGT 


6596 


Table 1 


NA 


462H9 


1 AAAAGAAAAGTTTTTCAACCCAGGGA 










ATTTATAGTGGGTGTCAGTCGAGA 


6597 


Table 1 


NA 


472B1 


1 AGGAGACGATGTAGGGGGAAGTGTG 










TTAGATTGTAATGGAG G G GTTTG GA 


6598 


Table 1 


NA 


472C1 


1 GCTCTTTCCCAGACCCAGCCGCCAG 










GTTCTCTGTAGAAGAAAATAAATGC 


6599 


Table 1 


NA 


472E6 


1 AAG GAG G AATG G G AATCT C AAG CT CA 










AGGGCACTCTCACTAATTGTGGGT 


6600 


Tabtel 


NA 


472F4 


1 AAATAGCCACCTTCTCCCCATTTTCT 










GTCAGAACACACACTTTATATCCA 


6601 


Table 1 


NA 


472G2 


1 TTTG GTAAAAGAGATTG GAG G GGAC A 










CCAGGGAAACCAG GATTTTCTGGC 


6602 


Table 1 


NA 


472D7 


1 AAGTGCTAAG G CATTCTCTAAACTAT 










CTTTCCAGCTCCGGGCGACAATGG 


6603 


Table 1 


NA 


472G12 


1 CCACTCTCTAAGTCAAGCGAGTCCTT 










CCTGCATACCTGTACTGGGTGCTG 


6604 


Table 1 


Hs.75354 


mRNA for KIAA0219 gene, partial cds 


1 GGACTTTGCAG GCTTCATTCCCTGTC 








/cds=(0,7239) 


TGTGTCTTTTCCTTCTGGTGTGTT 


6605 


Table 2 


NA 


64G9 


1 ATTTGCTGGCCAATCCTGCTGACTAT 










GAATCTTTGGGGGCACTGAGTTAC 


6608 


Table! 


NA 


467E5 


1 CTGGGGTACTGGGGAAAAGGAACTG 










GTATTGAGATTTTATATTTGGGGCG 


6607 


Table 1 


NA 


467A8 


1 TTGAGTAAGGCTCAGAGTTGCAGATG 










AGGTGCAGAGAACATCCTGTGACT 


6608 


Table 1 


NA 


467C9 


1 G GTCACAGAGAGAAATG GTAGCTGA 










AGAAGCAGGGCACGAGGGCTCTAAC 


6609 


Table 3A 


NA 


467F8 


1 TTTCCGGTATATTCGTGTGGGTTGAC 










. 1 1 I 1 1 GTGTGTGTGGTTGTGGTGG 


6610 


Table 1 


NA 


468E6 


1 GGATCTCTTGCTC CTCTCACCTGTGT 



GACAGACTACTAACAGCCCAACTG 



542 



WO 02/057414 
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Table 8 



6611 


Table 1 


NA 


468B9 


6812 


Table 1 


NA 


468E10 


6613 


Table 1 


NA 


468F10 


6614 


Table 1 


NA 


468F11 


6615 


Table 1 


NA 


468G12 


6616 


Table 1 


NA 


466H11 


6617 


Tabtel 


NA 


469B6 


6618 


Table 1 


NA 


469D2 


6619 


TaWel 


NA 


469A10 


6620 


T.LU 4 

I aDie 1 


MA 

NA 




6621 


Table 1 


NA 


469F8 


6622 


Table 1 


NA 


469G8 


6623 


Table 1 


NA 


470B2 


6624 


TabJel 


Hs.118174 


tetratricopeptlde repeat domain 3 








(TTC3), mRNA/cds=<2082.7460) 


6625 


Table 1 


NA 


470C3 


6626 


Table 1 


NA 


47005 


6627 


Table 1 


NA 


470E1 


6628 


Tabtel 


NA 


470E5 


6629 


Table 1 


NA 


470F3 


6630 


TaWel 


NA 


470G6 


6631 


Table 1 


NA 


470B8 


6632 


Tabtel 


NA 


470G10 


6633 


Tabtel 


NA 


471 D6 


6634 


Table 1 


NA 


471 F1 


6635 


Table 1 


NA 


471 F4 


6636 


TaWel 


NA 


471F6 


6637 


Table 1 


NA 


471 E9 


6638 


Tabtel 


NA 


471 E11 


6639 


TaWel 


NA 


471H11 


6640 


Tabtel 


NA 


473E4 


6641 


Tabtel 


NA 


473F3 


6642 


Tabtel 


NA 


473E11 


6643 


Table 1 


NA 


476C1 


6644 


Tabtel 


NA 


476D3 


6645 


Tabtel 


NA 


476F5 


6646 


Table 1 


MA 


476G3 


6647 


Table 2 


NA 


476G4 


6648 


Tabtel 


NA 


476A10 


6649 


Tabtel 


NA 


476G8 


6650 


Table 1 


NA 


476H10 



ACAGTGTGGGACAGAAGAGTGCTCA 

GTGATTAAATG CCTG AT AATAGATT 

CTCTCTCGCAATTTACAACCGCTTTC 

AGTACCATTCACCGTCACTCCTCT 

CTTTGGGGAGTGGAGTTGTTGTAGAT 

GGGGAGAGAATCAGAACAAGGAGA 

CCTTACTGCTTACG GTCATCGGTC AT 

CAGCCCAACCCGCTTGGTTAGGTG 

AGAGTATAATTTCCCCAGTGTGGAGT 

GGTTAGTGTTGCTAAAGAAGAGGT 

CTGATGTCGTGTCTGCACTCACCTGG 

TCATGTGTTCTGTTGTGCGGTAGT 

AGGGGCAGAGAAGAATCCACACTCA 

CAAGAGATGACCAGGAGTAAAACTG 

CCCAGCAGAGGCCAACAAG CAGCGA 

TACCCAAACTTCAGCCAAAATAAAA 

TGTGCAAATACGGCGAGAAGAAGTG 

CATGAGAAAGTGCTTTATAAGCTGT 

CCAGCTTTTCCTTTGATGTTAGTTAG 

CAGTAAGTCACAGGTTTGAGCCCC 

GGCACGCATCCTCATTCCTGCATGCT 

CTTAGAATATCTATCAATGATCAT 

ACTTCTATACTCAGTGCGCTGTGGGT 

AACCAAG CAAGCAGGTTTGTTGTC 

GCGGGATGGTGGGAAGACAGACACT 

G CCTTAGAG CATGAATAATTGAAG A 

AGGTAGACTATTTAGCTGGAAGCATC 

CAAACA GG GGATTTTAAAAATACTCA 

AAAATGTAGGTTAAAACTCTCACTTAA 

GAAGGAGAAGATCTGAGTAAACCCA 

ACCTGAACAATGAATGAAGAAAGGAA 

GACTTGGTTCTTCTAG CTCTGGAC 

CATGGCTCACAAGCTCTAACACTCCC 

CTCCCTCCAGATCCTAAGAAGAAG 

TCTGAGCTTCACTTCAAGAACTGGTA 

GTCCAAAAGAACTGGTTCGTTCAG 

ACTTCACTCACTTTTTAGCCTGTTCAT 

ATGAGCTTGTCAGTGCTTTTGTT 

TGAGGAGGATGGGAGGCGCACAGGC 

AATTTAGCT AGATATAGAAAGAGAA 

AGCTGATTTGGATTCTTGCGGTTTGC 

ATCGGTCTAATTTATCAAGTGTGT 

TCCATCCTTGGAAGCTTGACAAGCAT 

TCACACTACTGGCTCACCTACTAT 

TAGCACTGTAGCCAGAGTCCCTGCTT 

GTACCAGGAAGCTGGGTGGTGGTT 

TGGATAGTCAGAATTACGTGTTTTGT 

GGATTGGGGAGGGAGGGGAGGAAA 

GCACTCCTGGAACCTTCTCACTAATT 

CGGGGACCAGTTTTGTGAATGTTG 

TTGCTGCG GATGACCTGACTGAGCC 

CTGGGAGACTGTGCTATAATCTCTC 

AGAAGGAGGATCTGTTCTAAACATCT 

GCGAGGGGAGGACAAAGCATTGAA 

CTTGCATCTGAGTGAAGATGAACCTT 

TCTTTC CCAG CCCTGAGAGAG G GA 

GTCTAGCTGGCAGGTGATGGATGAAT 

GGATGAGCTGGCAGACCAACAGAA 

TGCATGGAAATGTTTCGAGTACGGGG 

AAAATAAGGGAGCCAAAACTGTGT 

TTTTAAGGTGTGACTCAATTTACAGG 

CATTCTGTATTTTTGCGATTTGGT 

AC CTTTGG GAGAAAGTCTTAC AACTA 

CATGAAATGCAGATTTATGGACTC 

GAAGGGACAGAACAATCAACTGTGA 

GAGATGGGAAGAAAACTCAAATG GA 

CTAGTTTGGGGACTTTGATTGG GCAC 

GTGAATCC AGGAGG G CTGAATTTT 

GGCCCAGATTGTAGACAGCATAAAAA 

TAATTTTGG G CTTTTC CT GTTAAA 

CTGGGCTTCTTGTGTGAGAAGCACC 

GCAGCCAAGAACAACCAGTGCAACT 

GAAGGGGGATTCGGTGATGGGGGAA 

GCCAAGGGACAAGGGAAAAAGGAAA 

AACCCAACCATGAAAAAGAAGAAGCT 

CTGGACTACGGCCAGGCGTGG GAG 

TGGCTATTTGAGTTTTCTCTTACATGA 

AATGCCTGGCAACGTACACTGGC 

TGAACTCTGATTTCCGCCGAAACTAG 

GAGGAAACACCCAAAAGAAGACGG 
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Table 8 



PCT7US01/47856 



6651 


Table 2 


NA 


1/ (CI 




1 1 I 1 bubAU 1 AAAA 1 GAAAAG 1 oi/ 












APTI^P A f"S A P.P A P. P-STP.! A Pi Pi P. TTP AT 


6652 


Table 1 


NA 


477E6 




1 OUMuMw lulolulnl 1 MOLrM 1 1 1 1 1 1 












TAPATTP.PATPAPA 1 1 1 1 APPATPTAT 
1 nW\ 1 1 ouft 1 L»MOM till ALf UA IUIMI 












ATPT 


6653 


■ Table 2 


MA 

NA 


Hi in IJ 




TTTftAAPPPPPTPATAftACAAfiAl^AP 
1 1 1 wv\uOl/OL» 1 OA 1 AoAoAAoAoAl./ 












TY2T A PP ATA A P. A Pi A A P. P P P A PTP A 
1 O 1 AUort 1 AAoAoAAoL>L»l_#AU 1 un 


6654 


Table 1 


NA 


.4 77110 




A A PTPTP A P. TP PATn A^PTTft A TTA P 
AALr | u 1 UAo 1 UUM | unuU 1 1 oA 1 1 Aw 












TPP ATTPTAPP ATTTP. P. A A ftP*f*P* A 
1 L>L»A 1 lul noun 1 1 1 obMMVauULfn 


6655 


Table 1 


NA 


*ft fum 




P.TPPPTAPPPATTAAP.TPPTPTP.P.P 
O 1 obo 1 nUwlin 1 1 AAo 1 oo 1 L» 1 ouu 












APAPAA AfiPPAPAAPT&PPTTPAAP 
AGAGAAAGGGAGAAG I AGG 1 IGAAG 


6656 


Table 2 


NA 


*fOUA-5 




PTP* PTP PTP. A PTPiPi A PTP A rAPTA A 












P.PPTPTAfiATr2P.AftPPPPPTPf2PAA 
ooG 1 o 1 AvaA 1 ubnUUul/lrU 1 uburtn 


6557 


Table 1 


NA 


480B5 


1 


TTTTPATrTPAPOAPTPPTPrATPPP 

1 1 1 IGA I 1 vaAULAb I Uo I GGA 1 bub 












PP*PPP A P APP AfMTAPPfrr A AT 

GGGGGACAGGAGCTTAGGGGGAAT 


6658 


Table 1 


NA 


480D2 


1 


ATTATGCA I o 1 CGAGGGGAGAACTTT 












TATTAAAGaGGAGGGG I G I G 1 G IT 


6659 


Table 1 


NA 


480E2 


1 


TO/^X/> ATPTTTP/**PT^TTTA PTPP A P 

TGGTCATGTTTCCCTCTTTAC TCCAC 












PAPAPI 1 Tr* ATTATTPTA APPAPP 

GACAG 1 1 1 CATTATTGTAACCAG G 


6660 


Table 1 


NA 


480 E3 


1 


■ 1 OT/ * I 1 PP 1 1 ATA TP A A TP P /"» A PTT 

TTCTGTTGGTTATATGAATGGCAGTT 












ATTA'I PTPPfA PTPTP TP P P 1 ■ / » 1 

ATTGTCTGCG7\GTGTGTGGG TTGT 


6661 


Table 1 


NA 


480F3 


1 


A /^»T/^/^T^ PP A A PTTTA PPTPPP A ATT 

AGTCCTGGCAAC 1 1 IACCTGGGaATT 












GTCTGTAATCTTTAAGCAGTGGCG 


6662 


Table 1 


NA 


480G4 


1 


AG GACTTATCTAG CTTTCAC AGATTC 












AP APTPPPTTTP A A APATP ATTPT 

AGAGTGCG 1 1 1 GAAAGA I GA 1 1 G 1 


6663 


Table 1 


NA 


480C8 


1 


TTTA AP A PPPTTATPTAPP A P ATA PP 

1 1 1 AACA6GCTTATCTAG GAL ATAGG 












PPP A AP APPP APP APPAPP A APPP 

CCCAAGAGGGAGGAGGAGGAAGGC 


6664 


Table 1 


NA 


480D9 




PTPP APPPPP A APP APPPTPPAPTP 

CTGCA6GGGGAAGGAGGG1 GGAGTG 












TP P A TTA A P ATPTPTP A TPTTP A P A 

TGGATTAAGATC IG IGATCTTGAGA 


6665 


Table 1 


NA 


480E7 




PPAPP APTTPTPPPAPPAPTPA APP 

GCAGGACTTGTGGCAGGACTCAACG 












PP AP AP A A AP APPPTP A A APATA A A 

GGAGAGAAAGAGGU 1 GAAAuA 1 AAA 


6666 


I awe i 


NA 


480E11 




A AP A AP ATPPPA APTTTTPPPPTAPP 

AAGAAGA 1 GGLAAG 1 1 1 IGGGGIAGG 












P A A PTPTP A A PTP APPTPP A P A AT 

GAAG TGTGAAG 1 GAGG 1 GGAGAA l 


6667 


Table 1 


NA 


480F8 




TPTPTPPPTTPTTPTP PP A P/^PTPP 

1 GTGTGGG 1 1 G 1 1 G 1 GGGAGGG 1 GG 












Pf^PP 1 1 I'AAATTAPPPPATA II ITA 

GGGGI 1 IAAAI IAGGGGAIAI I 1 IA 


6668 


Table 1 


NA 


487F11 


1 


p pppt a aaaa rr^T^r^Tr* A TTA A ATP A 
GGGG 1 AAAAAGG 1 GG 1 GAI 1 AAA 1 oA 












PA A AP APA AfPTP APA AP AP ATTT 

GAAAGAGAAGG 1 GAGAAGAGA 1 1 1 


6669 


Table 3A 


NA 


499G1 


1 


TPPTPP APAOA AP A A ATA A AP APA AP 

TUGTGGAGALAAGAAA I AAAGAGAAG 












A ATA A APPPPPAPPPATPAPTAPP 

AATAAAGGGGGAGGGA 1 UAG 1 AGG 


6670 


Table 1 


NA " 


518F10 




ATP'l 1PTTPA A ATT A A APATP ATA PP A 

ATGTTGTl GAAA 1 I AAAGA I GA 1 AGGA 












PATPPPPPO A PPTAPP A ATTTTT 

CATGGGGG CAGCTACCAA Mill 


6671 


Table 3A 


• NA 


524 A1 2 




TA AT ATP A A A APPTPP A A A APA A TTA 

TAATATGAAAAGCTG GAAAAGAATTA 








* 




APPPPTTP APP AP APPTPPPPPPT 

AGGGGTTGAGGAGACGTGCCGGGT 


6672 


Table 1 


NA 


526B9 


1 


PTTA P p PTP A PP A ATPPAPTPPTPPT 

GTTACCC1 GAGGAATGGAGTGGTGGT 












PTPP A ATPTPTATPPPPTPTTPAP 

GTGGAATG 1 G I A 1 GGGG 1 G 1 1 GAG 


6673 


Table 1 


NA 


583B5 


1 


APA A r^PA PTP ATA PPPP A A A PPP 

ACACCAGCAGTCATAGGGGAAAGGG 












P A ATAPAPTTA ATTPPPTATTTPTT 

GAATACAGi IAATIGGG1AI 1 FGTT 


6674 


Table 1 


NA 


583D6 


1 


A PTPPPTPPP ATPTPTP PTP 1 1 1 A PT 

AGTCCCTGGGATGTGTGGTG IT 1 AGT 












TGGAAGCAAG CTTTCGGACAACGG 


6675 


Table 1 


NA 


583G8 


1 


TCCAACAAGGGTTACGGCAGAATTTA 












T/*^*^* A A APTPT TP 1 1 i/»PPPTA A A 

TGCGAAAGTCTTC 1 1 1 GGGCTAAA 


6676 


Table 3A 


NA 


584A1 


1 


TTPTTPTPPTP APPPPA APP ATTPTT 

TTGTTGTGCTCAGGCCAAGGATTGTT 












PTPTP PTPTPT ATT TP PT p PTTTP 

GTGTGCTG 1 G 1 A 1 1 1 GG I GG 1 1 1 G 


6677 


Table 1 


NA 


584 D3 


1 


P P P P P P P P A TPTPTTPP TTTTPTP A P 

GGGCCGGGATGTGTTCGTT 1 IGTGAG 












tpptpatppaatppatpttpatat 

1 bb 1 L»A 1 wunrt 1 bwn IUI 1 On In 1 


RC7Q 


i aoie o a 


NA 


DNA sequence from clone RP4-620E1 1 


' 


^Trrr rTTTI AP.APAPPTP.P_AP.PAAP. 








on chromosome 20q11.2-12 Contains t 




A APA A ATA PTP A PTP APT A PPP AT 

AAGAAATAG 1 GAG 1 GAG 1 AGGGA 1 


6679 


To hi a QA 

i a Die jm 


MA 

ma 


Do I no 




TTTT A A A A A A AATP.TATTATPTTP, P, A 
1 1 1 1 n/V\UArvvv\ 1 u In 1 Inivi I Oon 












f5PATf3f?ATRRf5RRAATP4PRAAf3f? 


fififtn 

DDOU 


i aoie oa 


He RA7Q 


l/jmm sequence irom cione r\rj-4Mri 


1 


PAf5AAf5AAAPATP5RPAAAPTf4PTPTf5 
bnOrtMunnnUn 1 UOWwv 1 1 UIO 








on rtlminncnmo 99 Pi".r.ta.r.e +Ha 
Ull UIIUIIlUoUIIIc VsUillcUllb Iflc 




' Tftr.TTTnAAACCAAAGTGTTCCCC 








KCNJ4 gene for inwardly rectifying 












pQiabdium cnannei j*. inippocarnpaj 












mwaro rectmer, hik, firm, hirk2, 












KIR2.3), the KDELR3 gene for KDEL 












(Lys-Asp-Glu-Leu) endoplasmic 












reticulum protein retention receptor 3, 












we UDX17 gene for DEAD/H (Asp-Glu- 












Ala-Asp/His) box polypeptide 17 (72kD), 








- 




ESTs, STSs, GSSs and six putative 












f!nfi .qtanrfc Ir*rtc—17.(Y7 OORQV 
ISKMU1S /CUb- \OU/ ,^oJ| 






6681 


Table 1 


Hs.44577 


602388170F1 cDNA, end 


1 


GTTACTTAAGATCAGTATGTGTGGTG 








/done=!MAGE:4517129 /done_end=5' 




CATATGTGATTTCGACCATTCAGT 


6682 


Table 3A 


Hs.108124 


cDNA FU23088 fis, done LNG07026 


1 


GAGAATTTCCGTCTGATCTATGACAC 








/cds=UNKNOWN 




CAAGG GTCGCTTTGCTGTACCTCG 


6683 


Table 1 


NA 


119F12 


1 


CTGGGTTMTACTCVVCCtVACTTTGAG 












AAGGTTG GTCTCTGCTCTTCTGTA 


6684 


Table 1 


NA 


119G10 


1 


GGAAAGACAGGTGAGTGTGCCACAA 



CTACCTAACACATCAGCAAATCTGG 



544 



WO 02/057414 



6685 Table 1 

6688 Table 1 
66B7 Table! 
6688 Table 2 

6669 Table 1 

6690 Table 1 

6691 Table 3A 

6692 Table 1 
Table 1 
Table 1 
Table 3A 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 
Table 1 



6694 
6695 
6696 
6697 
6698 
6699 
6700 
6701 
6702 
6703 
6704 
6705 
6706 



6707 Table 3A 

6708 Table 1 

6709 Table 1 

6710 Table 1 

6711 Table 1 

6712 Table 3A 

6713 Table 1 

6714 Table 3A 

6715 Table 3A 



NA 

NA 
NA 
NA 

NA 
NA 
NA 

NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
• NA 

NA 
NA 
NA 
NA 
NA 

Hs.1 69370 

NA 
NA 

NA 



6716 Table 3A NA 

6717 Table 3A NA 

6718 Table 3A NA 



AA077131 
AA501725 

AA501934 
AA579400 

AF249845 



Table 8 

485A6 1 

485D5 1 

489H9 1 

494B11 1 

478E5 1 

478G6 1 

478H3 1 

478C7 1 

478G8 1 

478H7 1 

479B4 1 

479D2 1 

479G2 1 

479G3 1 

479G5 1 

479G8 1 

479H4 1 

479H5 1 

479H6 1 

479G12 1 

479H12 1 

482A5 1 

483G5 1 

4B8C4 1 

490F10 1 

493C2 1 

58G4 1 

DNA sequence from PAC 66H14 on 1 
chromosome 6q21-22. Contains FYN 
(P59-FYN, SYN, SLK) gene coding for 
two isofbrms. Contains ESTs and STSs 
/cds=(12,1706) 

598H2 1 

1836605 7B08E10 Chromosome 7 Fetal Brain 1 

cDNA Library cDNA clone 7B08E1 0, 

mRNA sequence 

2236692 ng18e12.s1 NCI_CGAPJJp2 cDNA 1 

clone IMAGE:929806 similar to contains 

AIu repetitive element;, mRNA 

2236901 nh56a10,s1 NCl_CGAP_Pr8 cDNA 1 
clone IMAGE:956346, mRNA sequence 

2357584 nf33d05.s1 NCl_CGAP_Pr1 cDNA 1 
clone IMAGE:915561 similar to contains 
Alu repetitive elementjcontains 

8099620 isolate Siddl 10 hypervarlable region I, 1 
mitochondrial sequence 



PCT/US01/47856 



GTCACTTTAGCGAGCGGGAAAACAAT 
GGCGGAAAGGGAAAACCTGGAAAG 

CGATAAGCTGTGGTGTTGGGAGTGA 

GAGATGTTACTTTG C GAATGTTCAA 

AAAGGCTAGGTTTGCGAAAGCCCTTC 

TAAAACTATGCTTTGGTGGTTACT 

CTGACCCTGCCGGGCGGAAGATAAA 

ACAAAAACGAGAAGAACAAGCAAGA 

AAGATTGT AAAAATACATTTTAGG CTC 

AAGAGTTCCAG G GGTTTC AGAGC 

TGCAAGCTGGCACCTTCACGTTTATT 

TTTAAAGGGCTTCACATCAAAGAT 

AAACAAAGAAGGAAAATGAAGAGGG 

GGAAAAGATGAACATCAGGCTGGGT 

TCCAAAGGATGTTCTGGTGTTG CAGC 

ATGATTTCTGGTGTTAGTCTTTCT 

TTTGTGGGTGCGTGAGAGGGGATTTA 

TACTCCTTGAGCCATATTTTGTGA 

GGGTTCA CAGCATG G GTG GAG GTAA 

GTAGTATTCTCATTGGTTGGTTAGT 

GACAGTGAGAAGAATATG GAGTAGA . 

GTCCTTTTGGTCTTTGAGGCGGTCA 

AACAGCTGAAGAAC AAGAAG GTG AG 

CTCTGAATGCGTCAGGTGGTCATTC 

GGCTGACCAGTACAGGCTTGG GAAT 

TTTATGGTTGGGTGGTTTCTACCAA 

GGGGGAGCTATATTACTGATTAAAAC 

CACCATTTCTTCACCCAACTTATG 

AAGTCTTGTATTATGAGGTACTGGGG 

CTCTGGGGGATATTGAGATGAGAA 

AGTCCTGCTGAATCATTGGTTTATAG 

AAGACTATCTGGAGGGCCTGATAG 

GGAGCTTCCAGTCTAATAGAAAAGAT 

GCACTTACGAATAGACTTTGGGTA 

TCTGTGCTCTGTGGACC CGTCACCCT 

GAGCTCCTCAGTTG CTGAACCATC 

TGCTGGCATGTGGATAGACTTTAGCA 

AATGGTAGTCATCTTCTAATTTCT 

AATGGGAATCTTAAGGCCTCTCTGGA 

AAGGGTGTGAGGGGGTCGAGGGGG 

TGCATATTGTCACTGACTGGCTAGGG 

TCTCTAAATTTATGAAACCTTACA 

GTCAG C AACTAAAAAGGGAGATATAT 

CTTAGAGAGACTG GAATAAG CAACTC 

G GAAG GACTC AAACTG GC C ATAAAG 
G CAATA C GG C ATGTTCATTACACCA 
TTTGTTGACTATGAAATAGTGGTCCT 
GGTTTTAACTCTTTGGGGTTCCCT 
AATTATATTTTAG GCTGATGTGGGTG 
GTCTGTAATGCTCTCATTTACCAC 
CTGTGTTTCTGTATGGTATTGCATTTG 
TCCCGGCCTGTTG GGTTTG GTGG 
TTCATGCTCATTAGGACATTGAACAA 
ATGGCAGAGTAAGAAAGTTTGGCC 
GGGAATGGACTCATATGCAAGATTGC 
TGACTTCGGATTGG CCC G ATTGAT ' 



CAACACATGGGACGGGAAGGAAATC 
CTTCC GTGTGATTTTGTTAAAAATA 
CAGC CACCTCCTCAGGTCAGACAAG 
CCCAG CACCCAAATACCACTATCTG 

GGCTTCCCTATTACCTCCCAGCGAAA 
TTCGTAGTCTTTCTCTATGGAGTT 



TGCTGATGTGTTAG GTAGTTGTGG CA 
CACTCACCTGTCTTTCCTAAATGC 

TTCATGCTCAG CAAAACAACGTTTTA 
GGATGGTGAGAGAAGACAAAGTAA 



TATTAACCACT CACG GGAGCTCTCCA 
TGCATTTGGTATTTTCGTCTGGGG 



545 



WO 02/057414 



PCTAJS01/47856 



6719 


db mining 


Hs.277051 


AI630242 


6720 


db mining 


Hs.277052 


A1S30342 


6721 


db mining 


NA 


AI732228 


6722 


Table 3A 


Hs.197803 


AW379049 


6723 


Table 3A 


Hs.232000 


AW380881 


6724 


Table 3A 


Hs.325568 


AW384988 


6725 


Table 3A 


NA 


AW836389 


6726 


Table 3A 


NA 


AW837717 


6727 


Table 3A 


NA 


AW837808 


6728 


Table 3A 


NA 


AW8424B9 


6729 


Table 3A 


NA 


AW846856 


6730 


Table 3A 


NA 


AW856490 


6731 


Table 3A 


NA 


AW891344 


6732 


Table 3A 


NA 


BE061115 


6733 


Table 3A 


NA 


BE086076 


6734 


Table 3A 


NA 


BE091932 


6735 


• Table 3A 


Hs.173334 


BE160822 


6736 


- Table 3A 


NA 


BE163106 


6737 


Table 3A 


Hs.301497 


BE168334 


6738 


Table 3A 


• Hs.1 72780 


BE1 76373 


6739 


Table 3A 


NA 


BE177661 


6740 


Table 3A 


NA 


BE 178880 


6741 


Table 3A 


NA 


BE247056 


6742 


Table 3A 


Hs.11050 


BE763412 


6743 Table 3A 


•> 

NA 


BF330908 


6744 


Table 3A 


NA 


BF357523 


6745 


Table 3A 


NA 


BF364413 


6746 


Table 3A 


NA 


BF373638 


6747 


Table 3A 


NA 


BF740663 


6748 


Table 3A 


NA 


« BF749089 


6749 


Table 3A 


NA 


BF758480 


6750 


Table 3A 


NA 


BF773126 


6751 


Table 3A 


NA 


BF773393 


6752 


Table 3A 


NA 


BF805164 


6753 


Table 3A 


NA 


BF818594 



Table 8 

4681 572 ad07c09.y1 cDNA /done=ad07c09- 
(random) 

4681672 8d08g1 1 .yl cDNA /clone=ad08g1 1- 
(random) 

5053341 nf 1 9e05.x5 NCLCGAP_Pri cDNA 

done IMAGE914240 similar to contains 
Alu repetitive dement, mRNA s 

6883708 mRNA for K1AA0160 gene, partial cds 

/cds=(0,2413) 
6885540 UI-H-Blup-abh-h-06-O-UI.Sl cDNA, 3* 

end /done=IMAGE:2712035 

/done_end=3* 
6889647 602386081F1 cDNA, 5' end . 

/clone=IMAGE:4514972 /done_end=5' 

7930363 PMO-LT0030.101299-001-f08LT0030 

cDNA, mRNA sequence 
7931691 CM2-LT0042-281299-062-e11 LT0042 

cDNA, mRNA sequence 
7931782 CM1-LT0u42-100300~140-fD5LT0042 

cDNA, mRNA sequence 
7936472 PM4-CN0032-050200-002-C1 1 

CN0032 cDNA, mRNA sequence 
7942373 QV3-CT01 95-011 099-001 -c09 CT01 95 

cDNA, mRNA sequence 
7952183 PM4-CT0290-271099-001-C04CT0290 

cDNA, mRNA sequence 
8055549 PM2-NT0079-030500-OD1-a04 NT0079 

cDNA, mRNA sequence 
8405765 QV0-BT0041-01 1 1 99-039-fD9 BT0041 

cDNA, mRNA sequence 
8476469 PM2-BT0672-130400-006-h09 BT0672 

cDNA, mRNA sequence 
8482384 IL2-BT0733-130400-068-C11 BT0733 

cDNA, mRNA sequence 

8623543 ELL-RELATED RNA POLYMERASE II, 
ELONGATION FACTOR (ELL2), 
mRNA /cds=(0, 1922) 

8625827 QV3-HT0457-060400-146-h10 HT0457 
cDNA, mRNA sequence 

8631 1 59 arginine-tRNA-protein transferase 1-1 p 
(ATE1) mRNA, alternatively spliced 
product, partial cds /cds=(0,1544) 

8639102 602343016F1 cDNA, 5* end 

/done=IMAGE:4453466 /done_end=5' 

865681 3 RC1 -HT0598-020300-01 1 -h02 HT0598 

cDNA, mRNA sequence 
8658032 PM1-HT0609-060300-001-g03HTQ609 

cDNA, mRNA sequence 
9098807 TCBAP1 D6404 Pediatric pre-B cell 

acute lymphoblastic leukemia Baylor- 

HGSC project=TCBA cDNA done T 
1 01 93338 mRNA; cDNA DKFZp434C01 1 8 (from 

done DKFZp434C0118); partial cds 

/cds=(0,1644) 
1 1 301 656 RC3-BT0333-31 080O-1 1 5-fi 1 BT0333 

cDNA, mRNA sequence 
1 1 316597 CM2-HT0945-1 50900-379-g06 HT0945 

cDNA, mRNA sequence 
11326438 RC6-NN1088-070600-011-B01 

NN10B8 cDNA, mRNA sequence 
11335663 MRO-FT0176-040900-202^09 FT0176 

cDNA, mRNA sequence 
12067339 QV1-HB0031-07l200-562-h04HB0031 

cDNA, mRNA sequence 
12075765 MR2-BN03B6-051 000-014-O04 

BN0386 cDNA, mRNA sequence 
12108380 MR4-CT0539-14l100-003-d05CT0539 

cDNA, mRNA sequence 
12121026 CM3-IT0048-15l200-568-f08 IT0048 

cDNA, mRNA sequence 
12121293 CM2-ITO039-1912O0-63B-h02rrO039 

cDNA, mRNA sequence 
12134153 QV1-CI0173-06l10^456-f03Cl0l73 

cDNA, mRNA sequence 

12156027 MR3-CI01 84-201 200-009^a04CI01 84 
cDNA, mRNA sequence 

546 



TTACCTGCTTTGCATG CTCTCCATC G 

TCAAAGTCTTCTGGAAACTTAGGC 

CCCCACCCCAACACATACAAACGTTT 

C C CAC CAATCCTTGAACTG CAAAA 

TTCAAGGTCCCAATACCCAACTAACT 

CGAAGGAAGAAATGGAAATCTATT 



TGCACAGAACTCTTACTTACATGTCT 
CATCGAAACTCCAGAACACCGTCG 
TGCATGTATCCCGGTAATTCAAATCC 
AATTTCACAGCCACTGCTGAATAT 

TACAGGAAAATGAAACTAGACGGGTG 
GGGGACACTAGAATGAAAAC CAGT 

AGTTTCTGCTTTCAGTGACTGAGGCT 

TTGCTTTAACCTGGTGACTCCCAA 

TCCCACTTCAAGTTAAGCACCAAAGC 

AATCACTAATTCTG G AG CACAG GA 

CATGGATGGGGGCAGTGGTGTTTCT 

AGTGTGTGAG GAAGCAGAG CAGATG 

TCACCACAGATGGGAAGATCGTTTCC 

TGAAAACAGTCTATAAATCACAGA 

CAGACGCTCCAGTGCTGCCGAGGTT 

AGTGTG7TTATTAGACCTGAAATGA 

CCCTTTAGGCCTCTTGCCCGAACAGT 

GAACACTAATAGATATCCTAAGCT 

ATGGGGATCATGTTTTATTTTTCTCTA 

TATAATGGGCCAGTGTGTTCCCA 

AGCTGTAGACCATAAGCCACCTTCAG 

GTAGTGGTTTGGGAAATCAAGCAA 

TGTACTTATGCTTGTCTTCTCTACCTG 

CCCCCAGTCTTGAAGTGGTGGAA 

GGAGGGTGTGGGAAGCAAGAGAAGA 

ACATTCTGTTAGG GGCAGAGAAGAA 

GCATCTCCAGCTTTCATAGTTACCCA 
ACTTGTAAACCAGAAGATGTGCTG 

GGCCAGTGCCAGACGGTAG CTAGTT 
GGATGCTAAAGGTAGAATTTAGATA 
GGCATTGTAGGTTGACACCAGCAAAG 
ACTCAG AGTGACTTGAG C ATTG GA 



AGCCCATTTGGATATGGCCCATCTTT 
ACCTAATGGCTACTATAGTGAGGT 

AATCACAGCAGTAACTCCCAGTAGGA 
AAGATTCTCAAAG GAATAGTTCTT 
AATG GTC AGGCACAGGTAGAATCAAA 
GTCCTGTATGTATGTTCACACAGA 
TACCTGAAGGTGTAGAGAGTGCCCG 
CATCCAGCAAGGCCAACAGCTCCAC 

CTGTGTTTTTCCCAAAGCAACAATTTC 
AAACAAAGTGAGAG C C ACTG ACA 

GACTCCGAGCTCAAGTCAGTCTGTAC 

CCCCAACCCCTAACCCACTGCATC 

TGTAACTGACTTTATGTATCACTCAAG 

TCTTGCCTTTACTGAGTGCCTGA 

TCTCTCTAACCAAAACTGTAATCTTCA 

GGACCAGCAAACTCAGCCCAAGG 

AACTCTTGGTTAAATGG GTTAATAGA 

GGATTGGAACACTTTGTTTGCTGT 

AGAAGCAAACCTGTGAAGCTACTATC 

GTTTATCATCAGTGTGAATG CACT 

GGACTAACTTCCACCTCCTCTGCTAC 

TTCCAGCTG CTTCTAATCACACTT 

AGTCTTCCACCCAGCATAGGTATCAC 

ACAACCAGCTCTGTTTTACTCCTG 

TTAGCTGGTACATTGTTCAGAGTTTA 

CTGGGAGCCGGTAAGATAGTCACC 

AGCGTGATGCTTCCTCATGTCGGTGA 

TTTTCTGTTGAGACATCTTCAAGC 

C AG G GTTAACAAAAGTATG G AATTCA 

ATTCTTTTTATATGCTGCAGCCATGTT 

CCT 

TGTAATTGATTTC CG CATAAAC G GTC 
ATTACTGGCACCTATGGCAGCACC 



WO 02/057414 



PCTYUS01/47856 



6754 


Table 3A 


NA 


BF827734 


6755 


Table 3A 


NA 


BF845167 


6756 


Table 3A 


NA 


BF869167 


6757 


Table 3A 


NA 


BF875575 


6758 


Table 3A 


NA 


BF877979 


6759 


Table 3A 


NA 


BF897042 


6760 


Table 3A 


NA 


BF898285 


6761 


Table 3A 


NA 


BF899464 


6762 


Table 3A 


• NA 


BF904425 


6763 


Table 3A 


NA 


BF906114 


6764 


Table 3A 


NA 


BF926187 


6765 


Table 3A 


NA 


BF928644 


6766 


Table 3A 


NA 


BG006820 


6767 


Table 3A 


NA 


F11941 


6768 


Table 3A 


NA 


U46388 


6769 


Table 3A 


NA 


U75805 


6770 


Table 3A 


NA ■ 


W27656 


6771 


Table 3A 


NA * 




6772 


Table 3A 


NA 




6773 


Table 1 


NA 




6774 


Table 1 


NA 




6775 


Table 3A 


Hs.197345 




6776 


Table 1 


NA 




6777 


Table 3A 


NA 




6778 


Table 3A 


Hs.169476 




6779 


Table 3A 


NA 




6780 


Table 2 


NA 




6781 


Table 1 


NA 




6782 


Table 3A 


Hs.132906 





Table 8 

12171909 RC6-HN0025-0412GQ-022-FQ8 

HN0025 cDNA, mRNA sequence 
12201450 RC5-HT1035-271200-012-F08HT1035 

cDNA, mRNA sequence 
12259297 IL5-ET01 19-1 81000-1 81 -b11 ET0119 

cONA, mRNA sequence 
12265705 QV3-ET0100-1 11 100-391 -c02 ET0100 

cDNA, mRNA sequence 
12268109 MRO-ET0109-171100-001-b02ET0109 

cDNA, mRNA sequence 
12288501 IL2-MT0179-271100-254.C11 MT0179 

cDNA, mRNA sequence 
12289744 QVl-MT0229-281100-508-e11 

MT0229 cDNA, mRNA sequence 
12290923 IL5-MT0211-011200-317-f03MT0211 

cDNA, mRNA sequence 
12295884 CM1-MT0245-21 1200-662-402 

MTD245 cDNA, mRNA sequence 
12297573 IL3-MT0267-28120O-425-A05 MT0267 

cDNA, mRNA sequence 
12323197 CM2-NT0193-301100-562-C07NT0193 

cDNA, mRNA sequence 
12326772 QV3-NT021 6-081 200-51 7-g03 NT02 16 

cONA, mRNA sequence 
12450386 RC4-GN0227-271 100-01 1-d03 

GN0227 cDNA, mRNA sequence 
706260 HSC33F051 normalized infant brain 

cDNA cDNA clone c-33f05, mRNA 

sequence 

1236904 HSU46388 Human pancreatic cancer 

cell line Patu 8988t cONA clone xs425, 

mRNA sequence 
1938265 HSU75805 Human cDNA clone f46, 

mRNA sequence 
1 307658 36ft 0 Human retina cDNA randomly 

primed sublibraiy cDNA, mRNA 

sequence 

36G5 

36F11 
37G7 
37G8 

thyroid autoantigen 70kD (Ku antigen) 
(G22P1), mRNA /cds={17,1846) 

40E4 

41 E9 

Homo sapiens, glyceraldehyde-3- 
phosphate dehydrogenase, clone 
MGC:10926 IMAGEI3628129, mRNA, 
complete cds /cds=(2306,33i 3) 
47E5 

47D11 

50A11 

DNA sequence from clone RP1 1- 
404 F10 on chromosome 1q23. 1-24.1. 
Contains the 5' end of the SLAM gene 
for signaling lymphocytic activation 
molecule, a SET (SET translocation 
(myeloid leukemia-associated)) protein 
pseudogene, the CD48 gene for CD48 
antigen (B-cell membrane protein), the 
gene for a novel LY9 (lymphocyte 
antigen 9) like protein and the 5' end of 
the LY9 gene. Contains ESTs, STSs 
and GSSs /cds=(41,1048) 



1 GTGATCCACTTGGAGCTGCTACTGGT 

CCCATTGAGTCCTATAGTACTTCA 
1 TGCCATGAAATCTCTATTAATTCTCAG 

AAAGATCAAAGGAG GTCCCGTGT 
1 CCC AC CTGGCAAATCCTCAAGTGTGA 

CCCTAGTCATCTTTCTCCTTTTGG 
1 GCTAAACAGAAAAGAACCTGAAGTAC 

AGTTCCCGTCTTCAAAGAAGATGC 
1 ATCCTCCTCCCCTGGGATGGCATAGA 

AGAGACTTTAAAACCAAATGAGCC 
1 GTCAGTAAGCTCTG CCTG CCAAGAAG 

ACACAGTGAGAGGTGTCCACAGTC 
1 GTTTCCACTTAGTTACTTCTTCCTACC 

TGCTGTGAAGCTCTGCACCCTGC 
1 AGAGTAATCCACATCCCAGGGACAGT 

CACAATGACCTACGGCTTTAGCTG 
1 GCAGGGCTACACCAAGTCCATTGATA 

TTTGGTCTGTAGGCTGCATTCTGG 
1 TCTTCTCTAAAATGCCCTCCTCTCCTT 

CCTTTTTCCAGACCTGGTTTAAA 
1 TCGCCATTTGGTAGTTCCACAGTGAC 

TGCTCTTCTATTTTACGAAGCCAC 
1 GTAGATTACTATGAGACCAGCAGCCT 

CTGCTCCCAGCCAGCTGTGGTGTG 
1 TTTC CTTTTCGCTGACTTTCTCACTCA 

CTGTCTGTCTCTCATTTTCTCCA 
1 TGGTAAGTTTCTGGCAGTGTGGAGAC 

AGG GGAATAATCTCAACAGTAGGT 

1 CCATGGTGGTGCTTGACTTTGCTTTG 
GGGCTTAATCCTAGTATCATTTGG. 

1 TCAGTGG GTGTTGGTTGTCCATTAGT 
TGAGACTTAGTTGTTGCTCTGGGA 

1 GGCTGGACAGCAGATGATTCAAATCT 
CAATACTACATGCCCATTCTGTGG 

-1 CAGGATGGAACAAGACTCCAGCCCC 

TGCCTGTCTCATGTATCTGCAAGGG 
-1 CTTCAGTGCGTACACGAGCTCAACGT 

TAGTGCCAGGAAAGACAACTACTC 
-1 ACTCGTATGCCAACTCTTCTGTCTTC 

ACTACTAGAGTGTAGATTGGACTC 
-1 TGGACTGGAACTTGACTCGAAGTTAT 

GTGGCTTAATGAGTAAGTTCAGCC 
-1 ACTGGTTCATTTGTTTC C CGATAG AG 

CTTTATTGGAGGAG GCTTGAGAGC 

-1 ACCATCTCCTTTAATCCTCACAGTGA 
TCCTGGAGCAATGTGTGCATTCCT 

-1 CATCACCTGCTCACCTAGGAACCAGG 
AGTACTGGGAACTGTTCC GTTACT 

-1 TCATTGCTGATGATCTTGAGGCTGTT 
GTCGAACTTCTCATGGTTCACACC 



-1 TGGCACCACGCTGATTATTTTCCTTTT 

CAAATCCCAGCCTATACACCTCC 
-1 GCTGTCTGTCTTCCCAATATCCATGA 

CCTTGACTGATGCAGGTGTCTAGG 
-1 AGGCCTTTTTATTTGTCTGTTTAGATA 

CACTGCTTCCTATATCTGCTGGA 
-1 CCCGTGCCCCACCAGTCTCACTGCC 

TGACTCCAAGTCTCGTACACTAGAT 



6783 Table 1 NA 52B9 -1 AG CGATGAACTGTTG CAAAAGAATTT 

TCCAGAGCATTTTCCATTAAACCA 

6784 Table 1 NA 53B1 -1 CCATATTCTTGTTCC C CAG CCAGGTG 

CTGCACCTCCCCACTCTTTTAGTG 

6785 Table 1 NA 53E3 -1 AAATGCTTAAAGGAACAATATATGTC 

CCTTTCGAGGCACGTGATTCGTTT 
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6786 Table 1 

6787 Table 2 

6788 Table 1 

6789 Table 1 

6790 Table 1 

6791 Table 1 



6792 
6793 
6794 
6795 
6796 
6797 
6798 
6799 
6800 
6801 
6802 
6803 
6804 
6805 
6808 



Table 1 
Table 2 
Table 3A 
Table 1 
Table 2 
Table 2. 
Table 2 
Table 2 
Table 1 
Table 1 
Table 1 
Table 3A 
Table 3A 
Table 2 
Table 3A 



6807 Table 2 

6808 Table 1 

6809 Table 1 

6810 Table 2 

6811 Table 3A 

6812 Table 3A 

6813 Table 1 

6814 Table 3A 

6815 TaWe2 

6816 Table 2 

6817 Table 3A 

6818 Table 3A 

6819 Table 1 

6820 Table 3A 

6821 Table 1 

6822 Table 1 



NA 
NA 
NA 
NA 
NA 

Hs.48320 

NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 
NA 

Hs.17109 
NA 

Hs.234279 

NA 
NA 
NA 
NA 

Hs.174228 

Hs.3945 
NA 

Hs.249495 
NA 

Hs.205442 
NA 

Hs.179565 

Hs.119640 
Hs.215595 

NA 
NA 



Table 8 

53E10 

53G7 

54F4 

54G9 

59G1 

mRNA for ring-IBR-ring domain 
containing protein Dorfin, complete cds 
/cds=<317 t 2833) 
60G8 

62C9 

62F11 

63E1 

65B1 

65D10 

65D11 

65D12 

68C9 

69F8 

69H11 

70B6 

integral membrane protein 2A (ITM2A), 

mRNA /cds= (139,930) 

72D4 

microtubuJe-associated protein, RP/EB 
family, member 1 (MAPRE1), mRNA 
/cds=(64 t 870) 
72D8 

73C4 

73H4 

73A7 

small inducible cytokine subfamily C, 
member 2 (SCYC2), mRNA 
/cds={0,344) 

CGM07 protein (LOC51012), mRNA 
/cds=(84,719) 
75A2 

heterogeneous nuclear 
ribonudeoproteinAI (HNRPA1), 
transcript variant 2, mRNA 
/cds=(104,1222) 
75B12 

601439689F1 cDNA.5'end 
/ctone=IMAGE:3924407 /clone_end=5' 

101G7 

minichromosome maintenance 

deficient (S. cerevisiae) 3 (MCM3), 

mRNA/cds=(44,2470) 

hBKLF for basic kruppel like factor 

(LOC51274), mRNA/cds=(55,1092) 

guanine nucleotide binding protein (G 

protein), beta polypeptide 1 (GNB1), 

mRNA/cds=(280,1302) 

105A10 

107G11 



PCT/US01/47856 



-1 TCTGGAGCGACACCCTTACCATCACC 

TTCCAAAGAAGAAATTGAACCCTT 
-1 AATCACACAAGGTCGAAAGTAGACAG 

TCCTCTTGGACTTG GAATTGTC CA 
-1 ACTTTCCTCCGGGAAGTTTGTATCTT 

AGCGTGGACAACAG GTTAACACAA 
•1 TCAG GATGCTCTCACTTTAAGAACCG 

GGCAAATAATAGAACACTGTGACA 
-1 ACTTCACTCAGAGTAAATGAAAAGAC 

TGGGTGCCTCATCAATATCATTGT 
•1 TGACTGAAGG CAAGCTCACAGATGAA 

GCAGAGGACTGAAGATCTCGATCT 

-1 GCTGAG AAGGATGTG GTATAAATGTA 

TTAAGCAGCTTAGGGTCTCTGGCC 
-1 AAGTCCCCGTCTAGTG GGAAAGAAA 

GAAGTTG AACAAGTAATTC C AAG GG 
-1 CGCCCGGCMGTACTGGGGTTTCTTA 

TAGCTTCTCTCTGCATCT ACAAAG 
-1 CTGTTTCTCTATTTTAACTTACATTGG 

TTATTCTGTAAAGTCAGATGTGGCAG 
-1 GCACTGTCCTTCCCAGTTCTACATTT 

GAGTCTGAGTTGACTCGCAAGACT 
-1 AAC AGATTGTG CTTCTGTTCTGAATC 

TTCTAAAGCCATCTGCACAGTGCT 
-1 AACAGATTGTGCTTCTGTTCTGAATC 

TTCCAAAGCCATCTGCACAGTGCT 
-1 ATCTGCACAGTGTTAGCATGGTGACT 

CCAGTGTCCTCCAAGACTCCATAG 
-1 7TTAGCATCCACTAGTTACTGTCTGG 

CACTGGCCACGAAGGGTGACAGGG 
-1 GAATCCCGGTCATCTCTACCCAAGTC 

CCGGTCTCTCTACCCTATTCTCTC 
-1 TGGTAACTTCAAAGTCCCTAACACAT 

TCGATATTTCTCCTAGCTTCCACT 
-1 ACTCCCACCAAACCC CACTTTGTAAT 

CACTG GTAGTAAAGAGAGATG CAG 
-1 AAGAGTAAGAGGCAACAGATAGAGT 

GTC CTTG GTAATAAGAAGTCAG AGA 
-1 GAAATTGGAAGGTGATACTTGGGGAC 

CACAACACGCACATCTGGGAACTG 
-1 TCATCTGTG GCATACAGAATGTCTAC 

AATCTTCTGCAATACAGG GTCGTT 

-1 GGCAAGGGAACAAACTTGAGTAAATC 

TAGCTCTTGAAGGGCTCGGGACCC 
-1 ACTCATTTGTCTCCTCATTCTCAAAAG 

TCTTCTGTGGTTTGGCTTCAGTG 
-1 TCGATGGGCCATTATCCACTCTGCTA 

TCTTCTGAAGAGTAATTTTCACCT 
-1 AAGGACGGAACTCACACATCTTCTTT 

AGACAGAAATGTAGTCTCACTGCA 
-1 TATAATCCCAGTCCATGAGGGTGTAA 

AGTGAAATGAGCTGGCTGGCTGGA 

-1 GCTCTGTTCTGGGGTTGGTCCAAAGT 
CAGGTGGAGTTCCAATGTATGAAA 

-1 TCCCTGAGATCTAGGAGGGCAGCAT 
AGTATCATTTTTGTATTCCGGTGCT 

-1 AGCTGCTACAAAGAAGACATGTTTTA 
GACAAATACTCATGTGTATG G GGA 



-1 A GGGAT CTGAATACTTCG GGTGCAAA 
AATTTTCCTGCAGTTTAGATTTGC 

-1 TATGGTTTCCAATATCGACATGGCAT 
CATTGGTTACATTAGCACTGGGCC 

-1 GGCCTGGGCATAGACTGTGGTGAGG 
TCACTAGATTATCTTGTTCTTCCCC 

-1 GAGTCCTGATCTCAGCTTCATCACCA 
ACATTCCTCGCCTTCAGTTGAATT 

-1 GGAGGTCTTTGCCACCAATGGGAGA 
TGAG CCCAAACTTTCGATATAGGTG 

-1 ACCAGAGGTAAACTTGAGTGTAATTG 
TCAGACAGACAC ACTTTTC CAC CA 

-1 TG CATTTTACATTAG CTTC CAATATTT 
ATGGCAGTAACCAACAGTATTATCGT 

.1 TTTCCAATGCTCCTTGCTCCATTTTAA 
ACTTGCTGTCCTTTATAAGAGAA 
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6823 Table 1 

6824 Table 3A 



m 

Hs.64239 



6825 Table 1 

6826 Table 3A 

6827 Table 3A 



6828 
6829 
6830 
6831 
6832 
6833 
6834 



Table 3A 
Table 1 
Table 1 
Table 3A 
Table 1 
Table 3A 
Table 3A 



6835 Table 1 

6836 Table 1 

6837 Table 3A 

6838 Table 1 

6839 Table 3A 

6840 Tablel' 

6841 Table 2 

6842 Table 3A 

6843 Tablel 

6844 Tablel 

6845 Table 3A 

6846 Tablel 



6847 
6848 
6649 



6851 
6852 
6853 
6854 



6856 



Table 3A 
Table 1 
Tablel 
Table 3A 
Table 1 
Table 3A 
Table 3A 
Table 3A 
Table 3A 
Tablel 



MA 

Hs.80261 

Hs.1422 

Hs.333114 

NA 

NA 

NA 

NA 

Hs.250655 
Hs.249495 

• NA 
NA 
NA 
NA 

Hs.334330 

NA 
NA 
NA 
NA 
NA 
1 NA 
NA 

Hs.153 

NA 

NA 

Hs.1 19598 
NA 

Hs.326249 
Hs.297753 
NA 

Hs.108124 
NA 



Table 8 

107H8 

DNA sequence from clone RP5- 
1174N9 on chromosome 1p34. 1-35.3. 
Contains the gene for a novel protein 
with IBR domain, a (pseudo?) gene for 
a novel protein similar to MT1E 
(metallothionein 1E (functional)). ESTs. 
STSs, GSSs and two putative CpG 
islands /cds=(0,2195) 
109H9 

enhancer of fomentation 1 (cas-like 
docking; Crk-assoriated substrate 
related) (HEF1), mRNA 
/cds=(163,2667) 

Gardner-Rasheed feline sarcoma viral 
(v-fgr) oncogene homolog (FGR), 
mRNA/cds=<147,1736) 
AV713318cDNA, 5' end 
/clone=DCAAAC09 /done^em^ 
129A12 

129F10 

137D4 

142F9 

Prothymosin, alpha (gene sequence 28) 

heterogeneous nuclear 
ribonucleoproteinAI (HNRPA1), 
transcript variant 2, mRNA 
/cds=(104,1222) 
149G2 

149A11 

' 151F11 

162E8 

calmodulin 3 (phosphorylase kinase, 
delta) (CALM 3), mRNA /cds=(1 23,581) 

170F7 

170F9 

177A3 

331A3 

331A5 

146C3 

146D8 



ribosomat protein L7 (RPL7), mRNA 
/cds=(1 0,756) 
158G6 

158H6 

ribosomal protein L3 (RPL3), mRNA 
/cds=(6,1217) 
158G11 

ribosomal protein L22 (RPL22), mRNA 
/cds=(51,437) 

vimentin (VIM), m RNA /cds=(1 22,1 522) 
155H10 

cDNA: FLJ23088 fls, clone LNG07026 

/cds=UNKNOWN 

159F6 



PCT/US01/47856 



TGTTTTCACGATAGAAATAAGGAAGG 
TCTAGAGCTTCTATTCTTTG GCCA 
TTTCATACAAAGCCAACAGAATTCAC 
AGCCACACACTGCACAGGTCATGT 



AGGAAGCTGTGAGGGTGGGTTCATT 
AGTTGCAGGGATGGTAGTTATGTCA 
GAGACAAG CTGGAAG G CCG GAC CTC 
AGACCGGAGGGGGTTTATGTCATTC 



ATAACTAGACAAGGTCTGAGCACTTT 
GGGTGGGGATGGAGTGAGAAAGGC 

ATTAAGTTGGGTAACGCCAGGGTTTT 

CCCAGTCACGACGTTGTAAAACGA 

GCGTTCTAG CTGGGCCAACAGAGCA 

G GATTTC GTTTCAGAAAAC AAAAC A 

ATCATGTCTCATTAACAGAGTGAAGA 

TGGAGCAACGTCATCCAGCTTCTG 

TGGTCGCGCCCGAGGTACGGTTTTC 

ATGGTAGGGCTGAATGGAAGATGTG 

CAGAAAGATAGGAGTGTGCAATGGC 

AAGGAAACTCAATTTAAAG CAAATT 

TTG C AAATTCTCATG GTTTG G GTTG G 

GTGGTGGAGAGCGCGTGTCATCTG 

TTATTC AG CGTCACGATC AGACTGTT 

ACATTTAGCAATCAACAGCATGGG 



TGTGTGTATGTGTGTAACCAGGTCTG 
ACTATAGCTTGGTCTGTCTGTGTC 
AG CATTTGGGGTTTTAGCTTTGGTGT 
CCTAAATTTCAGTGATCTTTG CCA 
CATAAACCAGCAGCTCAGCGTTTCTA 
TAGCAAGCGGTCTCGAGCACAAGC 
TAGTGATAGGCGTG GTG GCGGCGAA 
GGTCAGTAATGGGGCTTTTAACCAG 
TACTGTAGAAAGAAGAAGAG C ACACA 
TGAGACAGAGAAGGAGGTGGATGC 

CGAGG CGGCC CGGCAGGGTACCAAT 

TTG GATGAATTCTTG ATAGATTTAA 

TTGGGTTCAGAATAGCTTCATCTACT 

GCCGAGCAAAGTCAATACAGCACT 

GGTAACAGCCATCCCACCACCAATAA 

TCATCTCATTGTCTTTGTCC AG C A 

GTATGAATAGATTGCCCCATTCCCTG 

CCAGCCTGGTAGTGACTTTT CCAC 

TATAATTTCTACCAAACTAAGTTTTAT 

TTTGTGCCCGCTCCCTGTCCCTT 

CTGTAAAATTCTTTTCGGGTCCATCC 

TGGCTCTCATCTCCAGTGCTTTGA 

AGGGTTAACAAAAGTATGGAATTCAA 

TTCTTTTTATATGCTGCAGCCATGTTC 

CTG 

CCCAATCTGAAGTCAGTAAATGAACT 

AATCTACAAGCGTGGTTATGGCAA 

C CGAG GTACTCTCTTAGAGAAAGGTG 

ATTGGATGCTCCGGTTGCCTGTAA 

GCGGGTTGGAAAATAGTCGAGAATTG 

ACAGTCCCTCTCGAAGATGCTTTT 

TTGAGACCCCACCAACTGCAAAATCT 

GTTCCTGGCATTAAGCTCCTTCTT 

AATGAAAAACTCCAGCTCTCAGCTCA 

CAAATCTGTAATTTAGGTGTCTCT 

TCGTCCTGGTTAATCTGGAAGTAACG 

TAATTCGTAACTCTCTTTG CTGTT 

TC G GTTGTTAAGAACTAGAG CTTATT 

CCTATTCCAAATCTATCTTG CGCT 

AGATAAGAACTTCATCCTAAAGCATC 

CGGGCCTTGGCATCTTGTCCATGC 

ACTGATTTCATCAAGTTCGACACTGG 

TAACCTGTGTATGGTGACTGGAGG 

AATCATTG GCTACCTCCTCCCCTTTT 

ACAGTCACAAGTCCAGATGTTTGG 
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6857 


Table 3A 


NA 


6858 


Table 1 


NA 


6859 


Tablel 


Hs.8121 


6860 


Table 2 


Hs.25130 


6861 


Table 1 


NA 


6862 


Table 1 


NA 


6863 


Table 3A 


NA 


6864 


Table 1 


NA 


6865 


Table 1 


NA 


6866 


Table 3A 


NA 


6867 


Table 3A 


NA 


6868 


Table 1 


NA 


6869 


Table 1 


NA 


6870 


Table 1 


NA 


6871 


Table 1 


NA 


6872 


Table 2 


Hs.205442 


6873 


Table 1 


NA 


6874 


Table 1 


Hs.169363 


6875 


Table 3A 


NA 


6876 


Table 1 


Hs.30212 


6877 


Table 3A 


NA 


6878 


Table 3A 


Hs.334853 


6879 


Table 3A 


Hs.20252 


6880 


Table 1 


NA 


6881 


Table 1 


NA 


6882 


Table 1 


NA 


6883 


Table 1 


NA 


6884 


Table 1 


NA 


6885 


Table 1 


NA 


6886 


Table 1 


NA 


6887 


Table 1 


NA 


6888 


Table 1 


NA 


6869 


Table 1 


NA 


6890 


Table 1 


NA 



166FS 
166F6 

Notch (Drosophila) homolog 2 
(NOTCH2), mRNA/cds=(12,7427) 

cDNA FU14923 fis. clone 
PLACE1 008244, weakly similar to 
VEGETATIBLE INCOMPATIBILITY 
PROTEIN HET-E-1 /cds=UNKNOWN 
168A9 

171F11 

171G11 

175D1 

182H1 

184B5 

184D2 

184H1 



46D1 



98C1 
98C3 

601439689F1 cDNA, 5* end 
/clone=IMAGE:3924407 /done_end=5' 

98H4 

GLE1 (yeast homolog)-nke, RNA 
export mediator (GLE1L), mRNA 
/cds=(87,2066) 
113F12 

thyroid receptor interacting protein 15 
(TRIP15), mRNA/cds=(15,1346) 
173A10 

hypothetical protein FU23544 
(FU23544), mRNA/cds=(125,517) 

DNA sequence from clone RP4- 
646B12 on chromosome 1q42.1 1-42.3. 
Contains an FTH1 (ferritin, heavy 
polypeptide 1) (FTHL6) pseudogene, 
the gene for a novel Ras family protein, 
ESTs, STSs, GSSs and a putative CpG 
island /cds=(0,776) 

174D1 

45B9 



45H8 

111H6 

111E12 

111H11 

112H3 

112E9 

114G3 

117H6 

165E7 



-1 AATAAATCC CATACCTCCCATTGAAC 

TACCACCCACCCCGACCACCATAA 
-1 CAAGACATTTCC AG CC AACTTCAGAA 

TGTAGATCTTTGAGCCAGACAGCT 
-1 GAGGTACTGGCCTGTGAAGCCCTGA 

AGGCACTGGCACTGGTAGGAACCAG 
-1 ATCTTCTGTCAAAGTCAGTCG CTGCT 

CCAAGATTGAAACAGTCTGTGTCA 



-1 TGGATGGATTTCCAAGTGGCCTCATA 

TTTATCATGGTGCTTTAAATAGCA 
-1 TTCAG CTTAG G GAAAGAGAGATACAT 

TTTAGATTATAGAGCATCGCCTGC 
-1 ATCTTCCTATGTGCGCCAGATAATGA 

TCAAGTTCACAGGTGGTCTTACTT 
-1 AGTTTCTTAAGTCAAATGACACATTAG 

CCCACGCAATTCCCAGCCCCAGC 
-1 CCCTCTTCTGACATGAATTAG 6CATA 

ATTTAGCAATCGGTTCTTCCCAAA 
-1 ATACAGTGAACTGG CCACTGGCTGTT 

TGCTATATAAATGGTATACTGCTT 
-1 AGGTTACTTAAAAGCATCATTGGCGT 

GGTCCTCTCACTACCAAAGGGCAG 
-1 CTGGGGTCAGCAAAGAG G GGTAG CA 

AGTGTGCCTTAGAGATGAAGAAATG 

-1 TTT AGAGTACTTAGAGGAG GAC CAG G 
AAACACTGAG ACAGACACG CAGGC. 

-1 TGTTTGAAAACTACCTTCATGGGAG C 
AATGACAAGCACATGTCTAGGATT 

-1 TTTGTGCCAAGGTTTGGGATTTTGTC 
TTCTAGAGCTTCTTCTCTATTGGT 

-1 TTTTTGACGCTCTCTCACTGGTCTTG 
GCATTTGATGTTTCTGTTGAAGCC 

-1 CCTATAATGGGGGAAAGATGCTGGTT 
AGATGTTTATTTTAGTGGGCTTGC 

-1 CC AC AAACAC AC C CTGCCACAAGACA 
TTTAGCACAGAGGAACAGATCCAT 

-1 GACAC CAC AACTCACCTCCTCTATTA 

TTAG AGATCC CGAGACATTACGGC 
-1 TGTTACAATTTCAGCAGTTGAATTCA 

GTGAACACTGGTTGAGGAGTGCCT 
-1 CCTTCCGTATTCTCCCAAGTATTCAC 

AAGCCCTCCCTTAAAACCCTCTCT 
-1 ACAGC CATCTGGG ATGAGCCGCTTTT 

CAGCCACCATGTCTTCAAATTCAT 
-1 TAACTGAATACAGTCTCATCTTGCCG . 

CGCCTGGCTTAC CTATCTGTGGAA 



-1 AGGTACTACACAAGGTGTCAGATGG 
GGTTGCCACAATGACTAGGACAAGA 

-1 CCAAGAAGACAGAAGGAAGTGTCGA 
ACAC CATGACAAGAGCTTGCCAGAA 

-1 GAGAGCTTTCTCCCCGCCTTCAGTTT 

CTGATG GATCTAGC CATGTTGAAA 
-1 TAAAACTTTCTG C C AG G GTTC CAGAG 

AAAGAGTAATTTCCTTTGAGTACC 
-1 CGCTCGCCGGGCCAGGTACCAAAAC 

TTTC ATAATAAAAG GTAGGAAG GAT 
-1 TGACTTC ATTGAAGG CTCCATCAC CC 

AAAGTAGATGTTAAAAACCTTAAT 
-1 TTTATGTGGAAGGCTTCCCTATTACC 

TCCCAGCGAAATTCGTAGTCTTTC 
-1 TAAAATGTTGCCAGTGGAGGACCGAA 

TCAAG GTTATTGCTGACCTCATTT 
.1 AGATATGTTCTGAGCCCCGCCCACAC 

ACTGCCTGGTTACAGGGAGAGAAG 
-1 GAGGTTCCTTCATCCCAGAAGAAGCA 

ACAGGATTTCCAGATCAGGGCAAC 
-1 CTGGTCTGTGTCGTTGGCTTTATGAC 

AGGAAGTGCCTGTGGGTTATCTTA 
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TahJo 1 


MA 
fMM 


165E11 


_1 


CCCAACGflTTCTRTRrftTATftTATGT 

vOunnuUu 1 1 VJ 1 v_> I OuU 1 ft 1 V? 1 ft IOI 












GTftTATTTAAPJVTPPTftTTft.ft>nAT 
vp I o i fti I i MMOM 1 v_»w lui i OuOn I 




Tahfp 1 
1 aula 1 


MA 


165F7 




(5 PATAAAGGPAGP nATTTeftJVTTPTP, 

O Wft 1 rw\uvwAvwwA III V^wft 1 1 Vlv 












TAPATTPTPTAftTftATAftPAfiAftjftj 
l ftW^ 1 1 O 1 O 1 no 1 VjltV 1 nUunUnuu 


6893 


Table 1 


NA 


176A6 




CGTTACGCAATGC5AGAAGTCCCCTTG 












AGG CTGAATAATCACATCTGTATC 


6894 


Table 1 


NA 


176G2 


.•j 


AGG CCAAATCACCGCACAGTTGAATT 

nuuuwnnn I vnwuununv i i \3ftft i i 












GCTGATTCTAATTGGTAACAATAA 


cook 
ooyo 


i aoie 1 


MA 
1MM 


1 1 OC JU 


4 

- 1 


TTftTAftTftTA ATTftTftTft ATAP Rf* AA 
1 1 Ol MO 1 O I MM 1 1 O 1 O 1 OM 1 MOtfUnn 












APPTTTAftTTAAPPPAAfiTf3ATftA 
MOO 1 1 1 MO 1 1 MMOOOMMo 1 UM 1 On 


ooyo 


Tahln "*A 
1 duie oft 


MA 

. (MM 


176F1 1 




PPTTftTTftftftftTftftftTATATRPATftA 
MOM OwO 1 OOO In In I OUn 1 On 












TftTTAPP 1 I 1 1 ft 1 1 1 RA PTATR A A 
IOII MOO 1 1 1 1 O 1 i 1 OMO 1 M 1 OMM 


6897 


Table 1 




hptpmflpnpmis nuripar 




AAATGATATGTTAAGCACCCAAATCTT 












OMOM 1 OOMUOOOnMOOOOO 1 OOO 








trancnrint mrianl Q 4 ml? MA 

uonscnpi vdifaiu o i, mr\ixA\ 












/Hc=/1RQ i9^n\ 

/COS— 1 1 0*7, 1 C.3\fj 






6898 


Tahlp 1 


NA 


71 F2 




f5f? PP AAARCTRTTTATTATG AGATCT 
uo uv/nnnuv/ ioi i mi ir4« onv*r^ i w • 












1 1 oAo 1 ooAA 1 OAoOA 1 o 1 0 1 OOO 


6899 


Table 1 


nS.17ZQZo 


a disintegnn ana metalloproteinase 


-1 


1 I AAoAoOM I 1 oAAoo i oMMAOAoOA 








/Inmaln 4ft / A n A A A 4 ft\ mDKIA 

oomain no {auamiuj, ptikima 




OA ATPTPPPA 1 rPPAAATTTATTT 

omAioIoooAI IooAAAI 1 IAI 1 1 








/Ada T74 <v\ 






6900 


To Win 4 


u. a on en a 
nS.ioUblU 


splicing factor proline/glutamine rich 


4 


Aoo 1 AooAAAA 1 AoA 1 1 O 1 oooA 1 OA 








(polypyrimidine tract-binding protein- 




OAOOOO 1 oAAOOOAAoAO 1 O 1 IOI 








assoctateoj (opruj, mKiMM 












— /qc oono\ 
/CQS^oo.^ZUo; 






6901 


i aoie i 


MA 
IMA 


1 24G4 


4 
-I 


ftAAPTAPPTA PT^PPAPTTfJ^P-TTPA 
oAAO 1 AOO 1 AO 1 OOOAo 1 1 ooo 1 1 OA 












GGGAGATGGGATTGACTTCGCCTT 


6902 


Table 1 


NA 


124C8 


-1 


AGAGCTAATATACAGAGTACCTGACA 












PAPTAPPTPAPPAAPAMTTAAPT 
OMO 1 AOO 1 OAOOmAOAo 1 1 1 MMO 1 


ejnryo 


Tahla 1 

i aoie 1 


MA 
Nn 




4 
■1 


^PPPA^dPAAPAAfiAATAPT I "ITATP 
oOOOMOoOMMOMMoMM 1 MO 1 1 1 1 M i O 












1 | PO &TPPOTTPTCTTT ATPPAftT 
1 1 1 oA 1 OOu 1 1 0 1 o 1 1 1 A 1 OOAo 1 


DolM 


Tohla *.A 

I aoie oa 


MA 
IMA 


4 07A4 O 


1 
-1 


O 1 uAubo 1 AoAO 1 o 1 oooOmAAoMo 












riAPAAPTPTPPPTPPPPTAAftrSRAP 
OMOMMO 1 0 1 OOO 1 OOOO 1 MMoooMO 


oauo 


Tahiti 1 


U c CA4 Oft 


RA4Aeo<y7RC4 rnWi C*onH 

ouioo^/ori cuimm, o ena 


4 


T^PPPA^APPTATTTrrTTA fZ fl A f* A f2 
1 OOOOMoMOO 1 M 1 1 IOOI IMooMOMo 








/cioric— iiviMoc.ooooo iu /cionc_enu— o 




TATTPTAA AftTTP Aft TA ftTPP A ftYT 
1 M 1 IOI MMMO 1 1 OMO IMO 1 OOMO 1 


oauo 




MA 
IxM 


4C4 ctt 
lOl to 


4 


flPPPTP.TPPPTTP. A ft A ftft PTP Af* Aft 
OOOO 1 0 1 OOO 1 1 oMoMOOO 1 OMOMo 












ft ft A Tft ft A ft ft f»f* A ft TTTTftTTftTTTft 
OoA 1 ooAooOOAO llllollolllo 


ROP/7 


Tr,kU 4 


MA 


4.QACR 

loo co 


4 


APftAAAAAftftftftTAftATTAPftAftftAft 
MOOMMMMMOOOO IMOM 1 1 MOOMOOMO 












TftT ATP ATA A A A ft.ft ft A ft PPAPPTT 
1 o 1 A 1 OA 1 AAAAoOoAoOOMOO 1 1 


OsUO 


laDle c 


MA 
INM 


iSl ro 


4 
•1 


AftPTftAPftATTTTPTATPPPftftPPTA 
MoO 1 oMOoM 1 1 1 1 0 1 M 1 OOOooOO 1 M 












TAGTGCATGTATG GCAATTGAGCA 


6909 


Table 3A 


NA 


193G3 


-1 


CCCCAAAACAAACAAAATAAAC CACA 












r*r* a r* atatp a atp a /■» atppttp a a 
ooAoAlAIoAoloAoAlool loAA 


coin 


T 3 UU 4 


MA 

IMA 


jy4oz 


4 


A ft TftTftTT A TTft r* ftTft A TTTTftTft ft ft 
Mo 1 0 1 O 1 1 A 1 1 OOO 1 On Ml IOI OOO 












PAPPTTPTTP A A ATTTPP AAA PPT 

oAoo 1 1 o II oAAA 1 1 1 oommmoo 1 


con 


od mining 


MA 
IMA 


vl cor*c 
40000 


4 


ftTft A ft A PPPP A A PPTPTP. ATftft'l 1 Tft 
O I OMOAoOOoMAoO 1 O 1 On 1 OO 1 1 1 o 












TTPTPAPPAA APAPTPAftP.AAP.TP. 

1 1 o 1 oAoommAoAO 1 oAooMAo 1 o 


6912 


Taoie i 


MA • 

IMA 


40oc4 


4 

"I 


AP AP A A A ATPAP AP APAft AftAftTft A 

AoAoAAAA 1 oAomoAomoAoAo 1 oA 












r*Tf*r*r> a a aptp a ppp a a a a pp a a a a 
o 1 oOoAAAo 1 oAoOoAmAAooMMMA 


OQ4 <J 


To Vila 1 

i aoie i 


MA 


/1GO.P4A 
40ooiU 


4 


TftftTTPAftTTTATAftAftftftTftPTATft 
1 OO 1 1 oMo 1 1 1 M 1 AOMOOo 1 OO 1 M 1 o 












AftTftATftAPAftPPAATTPPPATftP 
Mo 1 On 1 oMOMoOOMM 1 1 OOOM 1 OO 


6914 


Table 1 


' NA 


459B3 


-1 


TCGCTTCAG GGGTCAGCCAAAAGATA 












GACAGCCAGGTAACTTGAGTGGAC 


6915 


Table 1 


NA 


4S9D2 


-1 


GGACAGTACCAAACACTCCCCTCCTC 












CCCTCTGCCTCTTTGCTTACTTAG 


6916 


Table 1 


NA 


459E6 


-1 


GACCAAATACTGAACTTCCACCCTGC 












ATAATAATCATGAACACCGCACCA 


6917 


Table 3A 


Hs.20830 


DNA sequence from cosmid 1CK0721Q 


-1 


AGGTGAGCAGTGCCTCAGATACCTG 








on chromosome 6. Contains a 60S 




C AAAACCTTTCTG CACAAATGTGCT 



Ribosomal Protein L35A LIKE 
pseudogene, a gene coding for a 60S 
Ribosomal Protein L12 LIKE protein in 
an intron of the HSET gene coding for a 
Kinesin related protein, the PHF1 
(PHF2) gene coding for alternative 
splice products PHD finger proteins 1 
and 2, the gene coding for five different 
alternatively spliced mRNAs coding for 
a protein similar to CYTA (CYCY) and 
identical to a polypeptide coded for by a 
known patented cDNA, and the first two 
exons of the gene coding for the 
homolog of the rat synaptic ras GTPase- 
activating protein p135 SynGAP. 
Contains three predicted CpG islands. 
ESTs and an STS /cds=(1 63,2 184) 



6918 Table 3A NA 460D5 -1 CAGATCCAATGAGGGTCCCATCTCTT 

C C CACTTC AATCC CGTGTTGTTCT 



551 



WO 02/057414 



PCT/US01/47856 



6919 


Table 1 


NA 


6920 


Table 3A 


NA 


6921 


Table 1 


NA 


6922 


Table 1 


NA 


6923 


Table 3A 


Hs.80768 


6924 


Table 1 


NA 


6925 


Table 1 


Hs.333513 


6926 


Table 1 


NA 


6927 


TaWel 


NA 


6928 


Table 1 


NA 


6929 


Table 3A 


Hs.40919 


6930 


TabJel 


NA 


6931 


Table 1 


NA 


6932 


Table 1 


NA 


6933 


Table 1 


NA 


6934 


Table 1 


NA 


6935 


Table 1 


NA 


6936 


Table 1 


NA 


6937 


Table 1 


NA 


6938 


Table 1 


NA 


6939 


Table 1 


Hs.221695 


6940 


Table 1 


NA 


6941 


Table 1 


NA 


6942 


Table 2 


■ NA 


6943 


Table 1 


NA 


6944 


Table 1 


NA 


6945 


Table 1 


NA 


6946 


Table 1 


NA 


6947 


Table 1 


NA 


6948 


Table 1 


NA 


6949 


Table 3A 


Hs.136309 


6950 


Table 1 


NA 


6951 


Table 1 


NA 


6952 


Table 1 


NA 


6953 


Table 1 


NA 


6954 


Table 3A 


NA 



Table 8 

460B9 
461A4 
461G6 
461 D9 

chloride channel 7 (CLCN7), mRNA 
/cds=(38.2455) 
461 H7 

small inducible cytokine subfamily E, 
member 1 (endothelial monocyte- 
activating) (SCYE1), mRNA 
/cds=(49,987) 
463A5 

463B2 

463C5 

hypothetical protein FU14511 
(FLJ14511), mRNAfcds=(22,1272) 
463H5 

463A7 

463B10 

463C7 

463F10 

464C2 

464C5 

464C10 

464D8 

7k30dOUc1 cDNA, 3' end 
/done=lMAGE:3476785 /done_end=3' 

464E7 

464H12 

465B3 

465G2 

465H5 

465A12 

465F7 

465G8 

465H10 

DNA sequence from clone RP4- 
612B15 on chromosome 1p22.2-31.1. 
Contains the (possibly pseudo) gene for 
a novel protein similar to 60S ribosomal 
protein 117 (RPL17), the gene for CGI- . 
61, endophilin B1 and KIAA0491, ESTs, 
STSs, GSSs and two CpG islands 
/cds=(1011,1408) 
515C12 

515H10 

55G3 

55F9 

99E7 



-1 CCAACCAAACCATCAAACAGCAGGGA 

GCTAGTGAAGAGGTCTATTGTTCC 
-1 ACATCGCCTAAAACCGTGCATCGTAA 

ACATTTACCTCAAAGTCATCCTCT 
-1 TTTTCACTCCTCTCAGAGTCTACTCC 

ACCTCTCCTCACTCCCCAGGACAC 
-1 AGATCTGTGTTCGTCTCTAGGTAATA 

GGAAACACAATCCAGACATGATCT 
-1 TTCATGAACTCGGAGAGGTCCATGGT 

GCACTCCCGCTCGTCCTGGGACAC 
-1 CTGGCAATATTAACTTGGGTTCTGTT 

TCATCTCTGGCTATAAGCCATACA 
-1 TGCCATTCTTTTGTTGAACCTGTAAA 

GGTAAGGCCCAGATTCTGAAACCT 



-1 TAAAGCACTTATGAGAATGCTGCATT 

TGTACATGAGCTACGCCTCATCTT 
-1 GCACCCACCTCCTCAGTTCAGACAAG 

CCCAGCACCCAAATACCACTATCT 
-1 AGCGCATGAGTGACTCCCATCTATAT 

ATGTCAGTCGTCTCTGGTGCAAGG 
-1 GAAACAGTGGCCCG GGTCGTAGTGC 

GCTGTCCAGATCTTCACGCTACACC 
-1 AGTGCATTCACACTGATGATAAACGA 

TAGTAGCTTCACAGGTTTGCTTCT 
-1 G CTTCAAAATTCCTTACC CC CAAC CT 

CTGGCACCCCAAATTGTATCACTA 
-1 GAGGAAGGGCTGGCTCTTACTCCCC 

ACAAGAGGTGTTCCTTAGGCCACAC 
-1 CCAATCTAATTTAAAC CCTCATAAC AG 

GACATAAGCTTGCGCCCGCATCT 
-1 TGCTCAATGTTTTG CA CTGATTTTATT 

CAATGTTTTGAAGGGCGTTATGA 
-1 TGCTAACAACAGCTTCTCGGTATGTT 

AATATTCTGCTAACTCCTTTCTCA 
-1 GGAGGAATGGCTGTGCCCGTCCCCT 

CCACTTAAGCGAC CTGAGTCTCCAG 
-1 ACACACACTTAAGAGTACAGATGAGA 

GCCAAAAATAAGTGGCAGGTCTTT 
-1 TTTTGTGACTGTGCATGCTTGAAAAG 

AATAAGTTTTCTGCAG CTGTGTCT 
-1 CTTGTCTGTGG CGTGGCACACAGTA 

GGTGCTCGGTTTGTGTTGTTGAATG 

-1 GAATTCTGAATACATGTTGGACTGTG 

TTTCTTTGACCTGTGTTTCCTAGG 
-1 TGAGTCCTTGGCCTCAGCTTCTAATC 

TC AAAC CTAAAATAGATTG CGTTT 
-1 TCTTCTCGTCTTTG CTATTAAATTTCT 

TCACGGACCATGCATCTGGAGGA 
-1 CCAGAGACTCCTAAG CAGAATCAAGG 

ATGTGTGGCATAAGCATGAGAGCC 
-1 CCCATAAAGAG GAATAAGCTACTGTC 

CTCAGCTCTTGTTAGCTCAGGCTT 
-1 AGAGTTTGTAACACAATCCAGTCCAC 

ATGCTTATCCAATCCCATCATCCA 
-1 AGCTCAAAATATGGCAAAGTGATGAT 

TTCGTGTTAATCCTAGAAACAGCA 
-1 TGG GTCTG CTTTCACATGAAAGTGCT 

ACGAATTCTCTTTTGTGCTGAGCC 
-1 GGATGAGCCCACTCACAGCACCAGA 

TTTGTACTGAAAGTACCTTAATATC 
-1 AACQCAAATCCAAATGCCAGGATAGA 

AGAATTTGTTTATGAGAAACTGGA 



-1 CGCTTTTTGATCTGATTACTATTTCAC 

ACAGGTTACAGCTATGACCATGA 
-1 CTG CCGCTAATTCACTAGTAATTTCG 

ATCGTCCGCCCTCCAGGTACATAT 
-1 AGGCGTGCTATTAATTATCCCATACC 

CTC CTTAC AGAAATTACACTC G CA 
-1 GGGAGAAGTTCTTTAAACTAAGGGTA 

CAAAATGAATTGAATGCTGGGGGC 
.1 ATTAGCGTGTTCGCGCCCGAGGTAC 

ACCAAAACCTTCAGAAAGCAAAGTT 



552 



WO 02/057414 



PCT/US01/47856 



Table 8 



6955 


Table 1 


Hs.319825 


103C4 


4 

-1 


AAp ATATftAA ATAT/^rPTA fHCflf^Afl 
MrtbA I A I uAAA 1 A 1 GL>0 1 HlAA^OL»Mo 












A/TTTP/TAPAAAftTftftArSTfAAT 

AGCTTGGUAOAAAG 1 GGAG 1 OAA 1 


6956 


Table 1 


Hs. 17481 


mDM A- aTirIA nifP7rvl'*4rc'?jl1ft /from 


-1 


^TArAPfir:ATr^r;ATPAPAr , AA^rr 

o 1 AGAGAGA 1 tbon I U\Ur\W\nuLl> 








done ui\rtjyto**\2cH\3) 




rrir* aoaoa otp. p a p.pttptp p apti"2 








/COS— U N IVNUV v N 






6957 


Table 1 


NA 


116C9 


-1 


A ATrrAPTTrTCATAAAPTflArAflfA 

AA I bUAU 1 1 la 1 GA 1 AAAU 1 UAUMbUft 












P/^PTTAPAPATTAP 1 1 IPAAAP.PT 
GGG 1 1 AGAUA 1 J HL> 1 1 1 UW\bL> 1 


6958 


Table 1 


NA 


128F5 


-1 


PPAPTrPTPAPPAAAPTPrPTflTTm 
GGAG 1 1 GAGGAHAw 1 uUU full vw 












prp f«Tp r»TPO A ATTP A ATT A A ftPT 
ulbOl GG 1 vWW I 1 OHM I 1 AAGG 1 


6959 


Table 1 


NA 


135F10 


-1 


APTPPTPPTATAAPTPPAftAAAftAfiA 

Ala I GC 1 GG I A 1 AAG 1 GGAGAAAGAGA 












T A r* A P A A P A O A P. A TP A PTP. A #2 A P. P 


6960 


Table 1 


NA 




4 

-1 


AA/1TPAPP.APPI 1 1 I^PAPTTrtPPfV^tfJ 












CGTGTGCG 1 1 CAGAGG 1 G I 1 G 1 LA 


6961 


Table 1 


NA 


189A8 


-1 


ta * T/^ a A A A A AAA AA 1 lAA^ATPA 1 I 

TAATCAGbGAAGAGC 1 1 GAGA I GA 1 I 












A A A A ATA A A ATA A A A A A A O A OTT 

AG CAACTGAACTGAACAGGGAGTT 


6962 


Table 1 


NA 


195H12 


-1 


CTGGGTCACGTCGCCCACCAATGGT 












ATCTGTGTGGTTAGGCATTAGGCTG 


6963 


Table 1 


Hs.292457 


Homo sapiens, clone MGC: 16362 


-1 


A A T/% A*y a A ATA A PT^^^TA 1 l/<AOO 

GGTGGTAGGTGAGTGGGTATTGCGG 








IMAGE:3927795, mRNA, complete cds 




GCTAGTATCCGAGCAAAAGATGGTG 








/cds=(498,635) 






6964 


Table 3A 


NA 


466C4 


-1 


CAGCCCTGCTATCTCTGGTTGTTCAT- 












GTACTTCTGTAAGGTGGAGACCCT 


6965 


Table 1 


NA 


466D1 


-1 


GAAGGTGAGAAACCCGAGAGACACC 












AACTATGA Mill AC Mil CCTGGT 


6966 


Table 1 


NA 


466G2 


-1 


A A A A AAA^T^ATT/T^T^^TTTA A A 

ACCACCCCTCCCTTCCCTCC 1 1 IAAC 












T A A T^T^ A A A TPTPTAT/"* ATAP AT 

TCATCTCGAATCTCTCTCATACAT 


6967 


Table 1 


NA 


466H5 


•1 


ATATTA T/TTP r'TPTPPPPTPP A A f*T 

CTCTTATCCTGCTCTuCCCTGGAACT 












TGAACCCCAGTGCCAATACTCATG 


6968 


Table 1 


NA 


466B7 


-1 


r+r*A n/^TA at^tptptpppp apaappp 
CG7\CGTAATG 1 C fG rCCCCAGAAGGC 












A A A A A A AA A ATAA A AAAAAAAAA A 

AGACCAGGACTCCAGCCCCAGGAG 


6969 


Table 2 


NA 


466B10 


-1 


O PO AAA TnTT^TP OTOTA PAAA OTA 

GCCAAATC 1 1 1 GTCCTGTACAAAGTA 












/*\ A /** A TA T 1 1 1 1 /*> A OTP A A P 1 Tf*f* A 

CAGATGl I 1 1 l GACTGAAGTTCCA 


6970 


Table 1 


NA 


466C9 


-1 


O^A^A^TI^A ATA A ATA PA APPP A AP 

GCCACAG I GAA 1 AAA 1 ACAAGGGAAG 












OAT^ATA P OTA AAAPAA PTTOTA T 

GCTCATAGb I AAAAGaAGTTCTAT 


6971 


Table 1 


Hs.7187 


mRNA for KIAA1757 protein, partial 


-1 


a ptpp aptptttap appttpptpta a. 
agtggag 1 g 1 1 1 agagg 1 1 gg 1 g 1 aa 








cds /cds={347 1 4576) 




PATTT^ A AP I I 1 PAPA APAPATPT 

CATTTgAAG 1 I 1 GAGAAGAGA 1 G 1 


6972 


Table 1 


NA 


121 F1 


-1 


A A A^^^A P^PAT^ATTTPPP^T^APT 

AAACCCACCGA 1 GAI 1 1 GCCG 1 GAG 1 












A ^PP ATPTPPCP ATTA ATTPAPPP 

ACCCATG 1 GGGGA 1 IAAI IGAGGG 


6973 


Table 1 


NA 


121A11 


-1 


* AAA A AAA^APPPArPATTTA A A PTP 

AGGGAAGAGaGGCAGGA 1 I IAAACIC 












TA AAA A 1 1 ■ *T^T AA A A A ATTOf^ A 

TAACAAl 1 1 GTCTCCACAATTG C A 


6974 


Table 3A 


NA 


121F8 


-1 


ATAATAAOA^^A^ArA APTA^TAP 1 1 

CTCCTGGCACGACAGAACTAGTAGTT 












TAAATPTATTA A OP A P ATA AAWP 

TCCATGTCTTGAGGACATAGGTCC 


6975 


Table 1 


NA 


178B2 


-1 


TPP A A ^PTPTTPP A CPTATPCTP ATA 

TCGAACCTGTTCCAGGTATGCTGATA 












A "» ^>T^%/>/^ rAAAAAATAA 1 1 A All 

GaTGTCGGTAGGGCATCCTTAATT 


6976 


Table 3A 


NA 


178B5 


-1 


AOATAATATA A A A /"» AT A AAA A A A 

GAGG T AC lAT AAACCAGA 1 GCCCAAA 












AAA AATAPPAT/*Ay«A« | |'/^/^/^/^/^ 

ACACCTGCCCTCCTGGGTTGGCCG 


6977 


Table 1 


NA 


178F5 


-1 


AAA TJA A TPTP 1 1 |A A f»TP A /->T/^T 

ACATTCAT CTGTTT CCACTGAGG T CT 












GAGTCTTCAAG I I I I CACCCCAGC 


6978 


Table 1 


NA 


178C12 


-1 


TTAPAAA'i 1 | 1 atPaaay« ATTAPA AT 

TTAGCCCI 1 1 1 CTGCGCTAATTAGAAT 












TTA A A fiAAT A APAPA^AATAAArt 

TTCAAGCGTCACAGAG CCTGGGG 


6979 


Table 1 


NA . 


462A11 


-1 


TTA A A AAAAATAAAAAAATATAATOT 

TTCAACGAGGTGAACCAGTGTGATGT 












CTGTGGGGAAAACACGTAGTCAGG 


6980 


Table 1 


Hs.13231 


0d15d12,s1 cDNA 


-1 


GGaAAAaAGAAATTTCCTGAGATTTC 








/clone=IMAGE: 1 368023 




f\ a ATATATA <^ A A AATATATtTPA AT 

CAGTGTATACAGAAGTGTC 1 1 1 CCAT 


6981 


Table 1 


NA 


462D9 


-1 


/"* A 4'» 1 1 /**A 0/**T/^/**OOT/*»/^/^/'^^»T/^/*»TO 

GAGTTCACGTGGGGTGGCCCTCCTC 












AGTGCTCTTAGGGTACTGTACTGTC 


6982 


Table 1 


NA 


462E8 


-1 


CCACCTTCGAGGTCCCTTCCGGCCTA 












A r> A T/"» r^/"«TO AAA Tf»TAP A A f» /"» A A A 

AGATGCCTGAAATCTCCAAGGAAA 


6983 


Table 1 


NA 


462F9 


-1 


AO A APrnAAAf^TTAA'AfAAAPArTA, 

ACAAGGCAAAGC 1 1 AAAGAAACACTA • 












A A r*r* A ATPAPTPAAAPA appppap 

AACGAATGAG I GAAAGAAGOGGAG 


6984 


Table 1 


NA ' 


462F11 


-1 


■ i a ATA AAA A A A OOOOTTTO 

TTCTCAAl AACAAACCCAGGGC 1 1 IC 












ATA A ATPPATPATPAA A ATPTPPA 

ATAAA 1 GUA 1 GA 1 L.AAAATGTGGA 


6985 


Table 1 


NA 


462G12 


-1 


AAA O A A A ATA PPPTPTATATPAPPAT 

ACAGAAAA 1 AGGG I GTA 1 A 1 CAGCA F. 












TA AA ATA ATTA A A A A A A A A ATAAA 

TACGCTGA ITLAGCAGAAGA I Abu 


6986 


Table 1 


NA 


462H9 


-1 


TATA A A ATA A A A A AAA AT ATA A Al IP 

TCTCGACTGACACCCACTATAAATTC 












A ATA A ATTP A A A A A PTTTTPTTTT 

CCTGGGTTGAAAAAC 1 i 1 ICI 1 1 1 


6987 


Table 1 


NA 


472B1 


-1 


TAA A A A AA AATAA ATTA A A ATPTA A A 

TCCAAACCCCTCCATTACAATCTAAC « 












AAA All AAAAATA A ATA ATATAAT 

ACACTTCCCCCTACATCGTCTCCT 


6988 


Table 1 


NA 


472C1 


-1 


AAA lit A 1 1 1 1 ATI'AT AAAAAAA A A AT 

GCATTTAl i 1 1 CTTCTACAGAGAACCT 












GGCGGCTGGGTCTGGGAAAGAGC 


6989 


Table 1 


NA 


472E6 


-1 


ACCL^CAATTAGtGAG7\GTGCCCTTG 












A P PTTP A n ATTP PP ATTP PTP PTT 
AGGI IGAVaAl IGGOAi lUUIUUI 1 


6990 


Table 1 


NA 


472F4 


-1 


TGGATATAAAGTGTGTGTTCTGACAG 












AAAATG G GGAGAAGGTGG CTATTT 


6991 


Table 1 


NA 


472G2 


-1 


GCCAGAAAATCCTGGTTTCCCTGGTG 












TCCCCTCCAATCTCTTTTACCAAA 


6992 


Table 1 


NA 


472D7 


-1 


CCATTGTCGCCCGGAGCTGGAAAGA 












TAGTTTAGAGAATGCCTTAGCACTT 


6993 


Table 1 


NA 


472G12 


-1 


CAGCACCCAGTACAGGTATGCAGGA 












AG GACTCGCTTGACTTAGAGAGTGG 



553 





WO 02/057414 


Table 8 


6994 


Table 1 


Hs-75354 


mRNA for KIAA0219 gene, partial 


6995 


Table 2 


NA 


04(99 


6996 


Table 1 


NA 


JB7CC 


6997 


Table 1 


NA 


467 A8 


6996 


Table 1 


NA 


467C9 


6999 


Table 3A 


NA 


467 F8 


7000 


Table 1 


NA 


468E6 


7001 


Table 1 


NA 


468B9 


7002 


Table 1 


NA 


468E10 


7003 


Table 1 


NA 


468F10 


7004 


Table 1 


NA 


468F11 


7005 


Table 1 


NA 


468G12 


7006 


Table 1 


NA 


468H11 


7007 


Table 1 


NA 


469B6 


7008 


Table 1 


NA 


469D2 


7009 


Table 1 


NA 


469A10 


7010 


Table 1 


NA 


469E12 


7011 


Table 1 


NA 


469F8 


7012 


Table! 


NA 


469G8 


7013 


Table 1 


NA 


470 B2 


7014 
7015 


Table 1 
Table 1 


Hs.118174 
NA 


teb atricopeptide repeat domain 3 
(TTC3), mRNA /cds=(2082,7460) 
470C3 


7016 


Table 1 


NA 


470D5 


7017 


Table 1 . 


NA 


470E1 


7018 


Table 1 


' NA 


470E5 


7019 


Table 1 


NA 


470F3 


7020 


Table 1 


NA 


470G6 


7021 


Table 1 


NA 


470B8 


7022 


Table 1 


NA 


470G10 


7023 


Table 1 


NA 


471 D8 


7024 


Table 1 


NA 


471 F1 


7025 


Table! 


NA 


471 F4 


7026 


Table 1 


NA 


471 F6 


7027 


Table 1 


NA 


471 E9 


7028 


Table 1 


NA 


471 E11 


7029 


Table 1 


NA 


471 H11 


7030 


Table 1 


NA 


473E4 


7031 


Table 1 


NA 


473F3 


7032 


Table 1 


NA 


473E11 


7033 


Tablel 


NA 


476C1 



PCT/US01/47856 



AACACACCAGAAGGAAAAGACACAGA 
CAGG G AATGAAG C CTGCAAAGTCC 

GTAACTCAGTGCCCCCAAAGATTCAT 

AGTCAGCAGGATTG GCGAGCAAAT 

CGCCCCAAATATAAAATCTCAATACC 

AGTTCCTTTTCCCCAGTACCCCAG 

AGTCAC AGGATGTTCTCTG CACCTCA 

TCTGCAACTCTGAGCCTTACTCAA 

GTTAGAGCCCTCGTGCCCTGCTTCTT 

CAGCTACCATTTCTCTCTGTGACC 

CCACCACAACCACACACACAAAAAGT 

CAACCCACACGAATATACCG GAAA 

CAGTTGGGCTGTTAGTAGTCTGTCAC 

ACAGGTGAGAG GAGCAAGAGATCC 

AATCTATTATC AG GCATTTAATCACTG 

AGCACTCTTCTGTC CCACACTGT 

AGAGGAGTGACGGTGAATGGTACTG 

AAAGCGGTTGTAAATTGCGAGAGAG 

TCTCCTTGTTCTGATTCTCTCCCCATC 

TACAACAACTCCACTCCCCAAAG 

CACCTAACCAAGCGGGTTGGGCTGA 

TGACCGATGACCGTAAGCAGTAAGG 

ACCTCTTCTTTAGCAACACTAACCAC 

TCCACACTGGGGAAATTATACTCT 

ACTACCGCACAACAGAACACATGACC 

AGGTGAGTGCAGACACGACATCAG 

CAGTTTTACTCCTGGTCATCTCTTGT 

GAGTGTGGATTCTTCTCTGCCCCT 

TTTTATTTTGG CTGAAGTTTGGGTATG 

GCTGCTTGTTGGCCTCTGCTGGG 

ACAGCTTATAAAGCACTTTCTCATGC 

ACTTCTTCTCGCCGTATTTGCACA 

GGGGCTCAAACCTGTGACTTACTGCT 

AACTAACATCAAAGGAAAAGCTGG 

ATGATCATTGATAGATATTCTAAGAG 

CATGCAGGAATGAGGATGCGTGCC 

GACAACAAACCTGCTTG CTTGGTTAC 

CCACAGCG CACTGAGTATAGAAGT 

TCTTCAATTATTCATGCTCTAAGGCA 

GTGTCTGTCTTCCCACCATCCCGC 

TGAGTATTTTTAAAATCCCCTGTTTGG 

ATGCTTCCAGCTAAATAGTCTACCT 

TGG GTTTACTC AGATCTTCTCCTTCTT 

AAGTG AGAGTTTTAAC CTAC ATTTT 

GTCCAGAGCTAGAAGAACCAAGTCTT 

CCTTTCTTCATTC ATTGTTCAG GT 

CTTCTTCTTAG GATCTGGAGG GAG G G 

GAGTGTTAGAGCTTGTGAGCCATG 

CTGAACGAACCAGTTCTTTTGGACTA 

CCAGTTCTTGAAGTGAAGCTCAGA 

AACAAAAGCACTGACAAGCTCATATG 

AACAGGCTAAAAAGTGAGTGAAGT 

TTCTCTTTCTATATCTAGCTAAATTGC 

CTGTGCGCCTCC CATCCTCCTGA 

ACACACTTGATAAATTAGACCGATGC 

AAACCGCAAGAATCCAAATCAGCT 

ATAGTAGGTGAGCCAGTAGTGTGAAT 

GCTTGTCAAGCTTCCAAGGATGGA 

AACCACCACCCAGCTTCCTGGTACAA 

GCAGGGACTCTGGCTACAGTGCTA 

TTTCCTCCCCTCCCTCCCCAATCCAC 

AAAACACGTAATTCTGACTATCCA 

CAACATTCACAAAACTGGTCCCCGAA 

TTAGTGAGAAGGTTCCAGGAGTGC 

GAGAGATTATAGCACAGTCTCCCAGG 

GCTCAGTCAGGTCATCCGCAGCAA 

TTCAATGCTTTGTCCTCCCCTCGCAG 

ATGTTTAGAACAGATC CTCCTTCT 

TCCCTCTCTCAGGGCTGGGAAAGAAA 

GGTTCATCTTCACTCAGATG CAAG 

TTCTGTTGGTCTGCCAGCTCATCCAT 

TCATCCATCACCTGCCAGCTAGAC 

ACACAGTTTTGGCTCCCTTATTTTCC 

CCGTACTCGAAACATTTCCATGCA 

ACCAAATCGCAAAAATACAGAATGCC 

TGTAAATTGAGTCACAC CTTAAAA 

GAGTCCATAAATCTGCATTTCATGTA 

GTTGTAAGACTTTCTCCCAAAGGT 

TCCATTTGAGTTTTCTTCCCATCTCTC 

ACAGTTGATTGTTCTGTCCCTTC 
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Table 8 



7A < avi 


1 3016 1 


NA 


476D3 


-1 


AAAATTCAGCCCTCCTGGATTCACGT 












GCCCAATGAAAGTCCCCAAACTAG 


7 AIR 


TaKlei 4 

1 aDJB i 


NA 


476F5 


_1 


TTTAA(^GGAAAAGCCCAAAATTATTT 












TTATGCTGTCTACAATCTGGGCC 




Tahlo 4 
1 dDIe 1 


NA 


476G3 


_1 


AGTTGCACTGGTTGI 1CI IGGCTGCG 












GTGCTTCTCACACAAGAAGCCCAG 


7A^7 


T 3 U a O 

laiwe z 


NA 
ixm 


476G4 


_1 


TTTCC 1 1 1 1 1 CCCTTGTCCCTTGGCTT 












CCCCCATCACCGAATCCCCCTTC 


/Uoo 


i aoie i 


MA 


476A10 


_1 


CTCC CAC GCCTGGCCGTAGTCCAGA 












GCTTCTTC 1 1 1 1 1 CATGGTTGGGTT 


7AQO 


T~Mq 4 

iaoie i 


K|A 

INM 


47 fin ft 
two 


_1 


GfinAGTGTACGTTGCCAGGCATTTCA 












TRTAAGAGAAAACTCAAATAGCCA 


7040 


iaoie i 


MA 

NA 


47RH 1 n 
•♦/on iu 




PPOTPTTP 1 I 1 T GGGTGTTTCP.TP;P.T 

bUO 1 V_r 1 IUI 1 1 1 UOU IVJI 1 1 OO 1 OO 1 












AGTTTPGGCGGAAATCAGAGTTCA 


7041 


iaoie z 


KIA 


477F1 
*## f CI 


„4 


ATRAAPPCTCACCTGCTCTGCAGTGC 

M 1 unnuw 1 vnuu I vjo I o I UO/AU I U O 












AfVrTITP,A'l 1 1 1 AGTPPPAGPAAA 
nO 1 1 1 1 on I I I I mu I wOnuonnn 


7042 


Table 1 


NA 


/i 77 CIS 

*»/ # to 


4 

-1 


AfXATATAGATRRTAAAATRTGATHPA 
Hurt I M I rtun 1 UU 1 nnnrt I U I UM I oUn 












ATf5TAAAAAAATGRTAATAf*ACAf*Af* 

rt 1 O 1 MrWVWA 1 UU 1 AVA 1 n\jnwnVrf\v 












1 W» IwUn 


7043 


iaoie 2 


MA 


/i77A41 
**/ f Al 1 


4 
-1 


Tr5 A ITT/5 R rTTPTPTTATG GTAP AGT 
loMulubUul Iwlwl 1 M 1 UU 1 MUnU 1 












OTrTTPTPTATRAGGGnPTTPAAA 
U 1 v 1 1 V* 1 v» 1 M 1 UMUUUUU 1 1 \*r\r\r\ 


7044 


iaoie i 


MA 

NA 


•»/ # Us 


4 
- 1 


Tf5 f5ft P TTPfiAAATGGTAnAATG GAGT 
1 UUUw 1 I wwvw I uu i r"vurv% i uunu I 












AATPAArtPTflATGGACTGAGAGTT 


7045 


I aDie i 


NA 


AT7r\tf\ 


4 

-1 


rTTftAARrTAPTTGTf:flCTTTf!TGTG 

| 1 urtrtuij 1 MU 1 1 U 1 wv 1 1 IvIOlU 












PCA f5 APPACTTAATGGCTACCCAC 


7n^R 


iaoie 2 


MA 

NA 


*tDUMO 


4 
-1 


TTrrrAaGGnGCTflCATCTACAGCCT 












TACTrtTf3AflTCnACTCAGC!AnnAG 


7n>t7 


ToKI» 4 

1 aDie i 


MA 

NA 


AAAnc 
*KJUDO 


A 

-1 


Mil vwuu 1 rvAOv 1 uw 1 U 1 VV/wwuv 












PATftPAPRAnTGGTrtArATnAAAA 
UM 1 U wrtv UAU I UU 1 UnUn 1 wnnnn 


TfSAti 
(\JHO 


Table 1 


MA 

NA 




_4 


AAfiAPAPAP.CCCTCCTGTTTAATAAA 












AftTTftTPPP.PTPGAPATGP-ATAAT 

Mu 1 1 U 1 Livvu 1 OUrNOM 1 OUrt 1 MM 1 


7049 


j aoie i 


MA 

NA 


•KHJC4 


• 1 


PPTf?f5TTAP-AATAATGAAAPTGTPf?T 

Ow 1 UU 1 I nunn 1 MM i UMMMO 1 U 1 wU 1 












f5f5Af5TAAAGAGGGAAACATGACP-A 
UU/AU 1 MAnvjn \j \j unnn i \j/aov/a 


/ uou 


iaoie i 


NA 


AflnF'? 

4OUC0 


.4 


AGAACCCACACACTGGGAGACAATAA 












PTG P PATTP.ATATAAP P AA P. A G AA 

V/ I \3 wort I 1 vn i r\ i nno v/r\r\v/r\\jfVA 


_____ 

7051 


T-UI-. 4 

iaoie i 


MA 

IMA 




.4 


PGPPAPTGCTTAAAGATTACAGACAA 












TTPPP AG GTAAAGTTGGCAGG ACT 

1 1 uuunij v> 1 rW\U 1 1 uvvnUUnw 1 




iaoie i 


KIA 
NA 




4 

- 1 


APAATGATGTTTGAAACGCACTCTGA 

nunn 1 OTA 1 W III VJ/WlvSJ 1 w 1 wr* 












ATPTGTGAAAGPTAGATAAGTGCT 


7ACO 


iaoie 1 


. MA 
NA 


ARflPB 
•tOUoO 


4 
- I 


GPPTTPPTPPTPPTCPGTGTTGGGGn 

Uwls 1 1 1 w 1 w 1 WOO 1 O 1 1 UUUOO 












TATT5TPPTAGATAAGPPTGTTAAA 
1 M 1 U I OO I nun I nnuww 1 U I I flntt 




T.UU 4 

1 aDie 1 


MA 
IMA 


1DUU9 


.4 


TGTP A A GATGACAGATGTTAATPPA G 
1 u I ommum i unvnvan i o i i rv^ i oon w 












A CiTfi fi L.Ci GPTPGTTPGGPPTGGAG 
MU 1 UUMUUO 1 OU 1 1 OUUOO 1 UUMU 


/uoo 


T.Ub 4 

i aoie i 


MA 

NA • 


y1QnC7 


4 
-1 


1 1 IATfS'1 rTPAGPPTPI 1 IPTPTPPPG 
1 1 1 M 1 U 1 1 1 OMUOO lol 1 IOIOI OOOU 












TTCi A C2TPPTGPP AP A AGTPPTGP 
1 1 UMU 1 OO 1 UOOMoMMU 1 OO I UO 


7056 


laDle 1 


■ MA 

NA 


yionCH 4 
40UC1 1 


4 
-1 


ATTfiTPPAGGTGAPTTGAnACTTGGG 

r\ 1 1 U 1 OOMUU 1 Unu 1 1 OAV>r\v 1 1 uoo 












TAPPfSRAAAAGTTGGGATG 1 I'i'll 1 

I MOOUUMTW^U 1 1 vvvn 1 U 1 1 O 1 1 


/Vol 


i aDie 1 


MA 

NA 


**ouro 


4 

-1 


TA A A ATATGPPPTA ATTTA A A G GGPG 
• MMMM IM 1 UOOO 1 MM 1 1 1 Mr\MUUUOU 












P AP.f5f5TPPPAPA APAAGP PAP AG A 

OMUUU 1 OOwMoMMOMMUOOMOMUM 


SUDS 


TakU 4 


• MA 

NA 


*kj# ri l 


4 

-1 


AAATPTPTTPTCACGTTCTGTTTGTCA 

MMM IOIOI 1 O 1 O/AOU 1 IOIUI 1 IUI OM 












TTTA ATP APP AGG T TTT T AGCGC 

1 1 1 MM 1 oMOOMUU 1 1 1 1 1 rVUOUO 


7059 


Table 3A 


MA . 

NA 




4 

-1 


riPTAPTfl ATGGGTGGPP PTTTATTGT 

Uo 1 Mo 1 On 1 UUU 1 UUOOO 1 1 Inl IOI 












TfyrPTTTATTTfVrT<TrftTGP.AGGA 

lUlol 1 IMl 1 IUI IUIUI UOMUUM 


7060 


T-kta 4 

i aDie 1 


MA 

NA 


CI QC4A 


4 


AAAAATTGGTAGPTGPGPPCATGTGG 

MMMMM 1 1 UU 1 MUO 1 UOOOOOA\ IUI UU 












TATftATftTTTAATTTGAAPAACAT 
1 M 1 uM 1 u 1 I IMMI 1 lunnUnnunl 


7061 


Table 3A 


NA ' 




4 

-1 


APPP f?f2P APRTPTPPTP AAPPPPTTA 

MoOOUUoMOU 1 O 1 OO 1 OMMOOOO 1 1 M 












ATTPTTTTP P Af5PTTTTP ATATTA 
Ml IUI 1 1 1 OOMUo till OM IMl 1 M 


7Aeo 
/UoZ 


i aDie i 


MA 

NA 


R4AQO 
OZOD9 


4 
- 1 


PTPAAP.Af5RGPATAGAPATTCCAPAC 

O 1 OMMUMUUUOr\ 1 nunun 1 1 wununu 












R AfiP; APTGCATTCGTC AGGGTAAC 


7flR^ 


iaoie i 


MA , 

NA ■ 


ooooo 


_4 


AAPAAATAPPPAATTAACTGTATTCCC 












PTTTPP PPTATG APTGCTGGTGT 

O 1 1 1 OOOO inl ur\0 I UO I UU I U I 


7DRA 


i aoie i 


MA ■ 

IMM 




_1 


CCGTTGTCCGAAAGCTTGCTTCC7\AC 

www I J w 1 wwur\nnvjv i i i 1 wtvav* 












TAAAGACCAGAGATGGGAGGGAGT 


7065 


Table 1 


NA 


583G8 


-1 


TTTAG CCCAAAGAAGACTTTC G C ATA 












AATTCTG CCGTAAC CCTTGTTG GA 


7066 


Table 3A 


NA 


584A1 


-1 


CAAAGCAGCAAATACAGAGCACAGAA 












CAATCCTTGGCCTGAGCAGAACAA 


7067 


Table 1 


NA 


584D3 


-1 


ATATG AAGATG G ATTGGATGAGGACT 












GACAAAACGAAGACATGCCGGGCC 


7068 


Table 3A 


NA 


DNA sequence from clone RP4-620E1 1 


-1 


ATGCCTAGTCAGTCAGTATTTCTTCTT 








on chromosome 20q1 1 .2-12 Contains t 




GCTGCAGGTGTCTAAAAACCCAC 


7069 


Table 3A 


NA 


591 H9 


-1 


CCTTCGCATTCCCCCATCCATGCTCC 



AAGATAATAGATTTTTCTTTAAAA 
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7070 Table 3A Hs.6179 



7071 


Table 1 


Hs.44577 


7072 


Table 3A 


Hs. 1081 24 


7073 


Table 1 


NA 


7074 


Table 1 


MA 


7075 


Table 1 


NA 


7076 


Table 1 


NA 


7077 


Table 1 


NA 


7078 


Table 2 


NA 


7079 


Table 1 


NA 


7080 


Table 1 


NA 


7031 


Table 3A 


NA 


7082 


Table 1 


NA 


7083 


Table 1 


NA 


7084 


Table 1 


NA 


7085 


Table 3A 


NA 


7088 


Table 1 


NA 


7087 


Table 1 


NA 


7088 


Table 1 


NA 


7089 


Table 1 


NA 


7090 


Table 1 


■ NA 


7091 


Table 1 


NA 


7092 


Table 1 


NA 


7093 


Table 1 


NA 


7094 


Table 1 


NA 


7095 


Table 1 


NA 


7098 


Table 1 


NA 


7097 


Table 3A 


NA 


7098 


Table 1 


NA 


7099 


Table 1 


NA 


7100 


Table 1 


NA 


7101 


Table 1 


NA 


7102 


Table 3A 


Hs.169370 



Table 8 

DNA sequence from clone RP3-434P1 
on chromosome 22 Contains the 
KCNJ4 gene for inwardly rectifying 
potassium channel J4 (hippocampal 
inward rectifier, MR, HRK1, H1RK2, 
KIR2.3), the KDELR3 gene for KDEL 
(Lys-Asp-Glu-Leu) endoplasmic 
reticulum protein retention receptor 3, 
the DDX17 gene for DEAD/H (Asp-Glu- 
Ala-Asp/HIs) box polypeptide 17 (72kD), 
ESTs, STSs, GSSs and six putative 
CpG islands /cds=(307,2259) 

602388170F1 cDNA. 5' end 
/clone=IMAGE4517129 /clone„end=5' 

cDNA: FU23088 fis, clone LNG07026 
/cds=UNKNOWN 
119F12 

119G10 

485A6 

485D5 

489H9 

494B11 

478E5 

478G6 

478H3 

478C7 

478G8 

478H7 

479B4 

479D2 

479G2 

479G3 

479G5 

479G6 

479H4 

479H5 



479H6 

479G12 

479H12 

482A5 

483G5 

486C4 

490F10 

493C2 



58G4 

DNA sequence from PAC B6H14 on 
chromosome Bq21-2Z Contains FYN 
(P59-FYN, SYN, SLK) gene coding for 
two isoforms. Contains ESTs and STSs 
/cds=(1 2.1708) 

556 



-1 GGGGAACACTTTGGTTTGAAAGCACA 
GAGCAGTTTGCCATGTTTCTTCTG 



-1 ACTGAATGGTCGAAATCACATATGCA 
CCACACATACTGATCTTAAGTAAC 

-1 CGAGGTACAGCAAAGCGACCCTTGG 

TGTCATAGATCAGACGGAAATTCTC 
-1 TACAGAAGAGCAGAGACCAACCTTCT 

CAAAGTTG GTGAGTATTAACCCAG 
-1 CCAGATTTGCTGATGTGTTAGGTAGT 

TGTGGCACACTCACCTGTCTTTCC 
-1 CTTTCCAGGTTTTCCCTTTCCGCCAT 

TGTTTTCCCGCTCGCTAAAGTGAC 
-1 TTGAACATTCGCAAAGTAACATCTCT 

CACTCCCAACACCACAGCTTATCG 
-1 AGTAACCACCAAAGCATAGTTTTAGA 

AGGGCTTTCGCAAACCTAGCCTTT 
-1 TCTTGCTTGTTCTTCTCGTTTTTGTTT 

TATCTTCCGCCCGGCAGGGTCAG 
-1 GCTCTGAAACCC CTG GAACTCTTGA G 

CCTAAAATGTATTTTTACAATCTT 
-1 ATCTTTGATGTGAAGCCCTTTAAAAAT 

AAACGTGAAGGTGCCAGCTTGCA 
-1 ACCCAGCCTGATGTTCATCTTTTCCC 

CCTCTTCATTTTCCTTCTTTGTTT 
-1 AGAAAGACTAACACCAGAAATCATGC 

TGCAACACCAGAACATCCTTTGGA 
-1 TCACAAAATATGGCTCAAGGAGTATA 

AATCCCCTCTCACGCACCCACAAA 
-1 ACTAACCAACCAATGAGAATACTACT 

TACCTCCACCCATGCTGTGAACCC 
-1 TGACCGCCTCAAAGACCAAAAGGACT 

CTACTCCATATTCTTCTCACTGTC 
-1 GAATGACCACCTGACGCATTCAGAGC 

TCAC CTTCTTGTTCTTCAG CTGTT 
-1 TTG GTAG AAACCAC CCAACCATAAAA 

TTCCCAAGCCTGTACTGGTCAGCC 
-1 CATAAGTTGGGTGAAGAAATGGTGGT 

TTTAATCAGTAATATAGCTCCCCC 
-1 TTCTCATCTCAATATCCCCCAGAGCC 

CCAGTACCTCATAATACAAGACTT 
-1 CTATCAGGCC CTCCAGATAGTCTTCT 

ATAAACCAATGATTCAGCAGGACT 
-1 TACCCAAAGTCTATTCGTAAGTGCAT 

CTTTTCTATTAGACTGGAAGCTCC 
-1 GATGGTTCAGCAACTGAGGAGCTCA 

GGGTGACGGGTCCACAGAGCACAGA 

-1 AGAAATTAGAAGATGACTACCATTTG 

CTAAAGTCTATCCACATGCCAGCA 
-1 CCCCCTCGACCCCCTCACACCCTTTC 

CAGAGAGGCCTTAAGATTCCCATT 
-1 TGTAAGGTTTCATAAATTTAGAGACC 

CTAGCCAGTC AGTGACAATATG CA 
-1 GAGTTGCTTATTCCAGTCTCTCTAAG 

ATATATCTCCCTTTTTAGTTGCTGAC 
-1 TGGTGTAATGAACATGCCGTATTGCC 

TTTATGGCCAGTTTGAGTCCTTCC 
-1 AGGGAACCCCAAAGAGTTAAAACCAG 

GAC CACTATTTCATAGTCAAC AAA 
-1 GTG GTAAATGAGAGCATTACAGACCA 

CCCACATCAG CCTAAAATATAATT 
-1 CCACCAAACCCAACAGGCCG GGACA 

AATGCAATACCATACAGAAACACAG 

.1 GGCCAAACTTTCTTACTCTGCCATTT 
GTTC AATGTC CTAATGAG CATGAA 

-1 ATCAATCGGG CCAATCCGAAGTCAGC 
AATCTTGCATATGAGTCCATTCCC 



WO 02/057414 



PCT/US01/47856 



7103 


Table 1 


NA 




71 fill 


1 aDle an 


MA 


A a 0771 "?1 


7105 


Table 3A 


NA 


AA501725 


7106 


Table 3A 


NA 


AA501934 


7107 


Table 3A 


NA 


AA579400 


7108 


Table 3A 


NA 


AF249845 


7109 


db mining 


Hs.277051 


AJ530242 


7110 


db mining 


Hs.277052 


AI630342 


7111 


db mining 


NA 


AI732228 


7112 


Table 3A 


NA 


AW379049 


7113 


Table 3A 


Hs.232000 


AW380881 


7114 


Table 3A 


Hs.325568 


AW384988 


7115 


Table 3A 


NA 


AW836389 


7116 


Table 3A 


NA 


AW837717 


7117 


Table 3A 


NA 


AW837808 


7118 


Table 3A 


NA 


AW842489 


7119 


Table 3A 


NA 


AW846856 


7120 


Table 3A 


NA 


AW858490 


7121 


Table 3A 


NA 


AW891344 


7122 


Table 3A 


NA 


BE061115 


7123 


Table 3A 


NA 


BE086076 


7124 


Table 3A 


NA 


BE091932 


7125 


Table 3A 


Hs.173334 


BE160822 


7126 


Table 3A 


NA 


BE163106 


7127 


Table 3A 


Hs.301497 


BE168334 


7128 


laDIB <JJ\ 


MS.1 (27ou 


BE1 76373 


7129 


i aDie Of\ 


MA 

NA 


BE1 77661 


7130 


Table 3A 


NA 


BE178880 


7131 


Table 3A 


NA 


BE247056 


7132 


Table 3A 


Hs.11050 


BE763412 


7133 


Table 3A 


NA 


BF330908 


7134 


Table 3A 


NA 


BF357523 


7135 


Table 3A 


NA 


BF364413 



Table 8 

598H2 

1 836605 7B08E1 0 Chromosome 7 Fetal Brain 
cDNA Ubrary cDNA done 7B08E10, 
mRNA sequence 

2236692 ng18e12.s1 NCI_CGAP_lip2 cDNA 

clone IMAGE:92980S similar to contains 
Alu repetitive element, mRNA 

2236901 nh56a1 0.s1 NCI_CGAP_Pr8 cDNA 

clone IMAGE:956346, mRNA sequence 

2357584 nf33d05.s1 NCLCGAP_Pr1 cDNA 

doneiMAGE:915561 similar to contains 
Alu repetitive element" contains 

8099620 isolate Siddi 1 0 hypervariable region I, 

mitochondrial sequence 
4681 572 ad07c09.y1 cDNA /done=ad07c09- 

(random) 

4681672 ad08g1 1 .yl cDNA /done=ad08g1 1- 
(random) 

5053341 rtf 1 9e05 j(5 NCI_CGAP_Pr1 cDNA 

done IMAGE:914240 similar to contains 
Alu repetitive element;, mRNA s 

6883708 RC3-HT0230-201199-013-C12HT0230 

cDNA, mRNA sequence 
6885540 UI-H-BIOp-abh-n-06-0-Ul.s1 cDNA, 3' 

end /clone=IMAGE:2712035 

/done end =3' 
6889647 602386081 F1 cDNA, 5' end 

/done=IMAGE:4514972 /done_end=5' 

7930353 PMO-LT0030-101299-001-f08LT0030 

cDNA, mRNA sequence 
7931691 CM2-LT0042-281 299-062-e11 LT0042 

cDNA, mRNA sequence 
7931782 CM1-LT0042-100300-140-f05 LT0042 

cDNA, mRNA sequence 
7936472 PM4-CN0032-050200-002-C1 1 

CN0032 cDNA, mRNA sequence 
7942373 QV3-CT0195-01 1 099-001 -c09 CT01 95 

cDNA, mRNA sequence 
79521 83 PM4-CT0290-271 099-001 -c04 CT0290 

cDNA, mRNA sequence 
8055549 PM2-NT0079-030500-001-a04 NT0079 

cDNA, mRNA sequence 
8405765 QVO-BT0041-011ig9-039-f09BT0041 

cDNA mRNA sequence 
8476469 PM2-BT0672-1 30400-006-h09 BT0672 

cDNA, mRNA sequence 
8482384 IL2-BT0733-130400-068-C11 BT0733 

cDNA, mRNA sequence 
8623543 ELL-RELATED RNA POLYMERASE II, 

ELONGATION FACTOR (ELL2), 

mRNA /cds=(0,1 922) 
6625827 QV3-HT0457-060400-146-h10 HT0457 

cDNA, mRNA sequence 
8631 1 59 arginine-tRNA-protein transferase 1 -1 p 

(ATE1) mRNA, alternatively spliced 

product partial cds /cds=(0,1544) 

8639102 60234301 6F1 cDNA, 5' end 

/done=IMAGE:4453466 /done^endsS* 

8656813 RC1-HT0598^20300-011-h02HT0598 

cDNA, mRNA sequence 
8658032 PM1-HT0609-060300-001-g03 HT0609 

cDNA, mRNA sequence 
9098807 TCBAP1 D6404 Pediatric pre-B cell 

acute lymphoblastic leukemia Baylor- 

HGSC project=TCBA cDNA done T 
1 01 93336 mRNA; cDNA DKF2p434C01 1 8 (from 

done DKFZp434C01 18); partial cds 

/cds=(0,1644) 
1 1 301 656 RC3-BT0333-31 0800-1 1 5-fl 1 BT0333 

cDNA, mRNA sequence 
11316597 CM2-HT0945-150900-379-g06HT0945 

cDNA, mRNA sequence 
11326438 RC6-NN1068-070600-011-B01 

NN1068 cDNA, mRNA sequence 



-1 TATTTTTAACAAAATCACAC G GAAG G 
ATTTCCTTCCCGTCCCATGTGTTG 

-1 CAGATAGTGGTATTTGGGTGCTGGG 
CTTGTCTGACCTGAGGAGGTGGCTG 

-1 AACTCCATAGAGAAAGACTACGAATT 
TCGCTGGGAGGTAATAGGGAAGCC 



-1 GCATTTAGGAAAGACAGGTGAGTGTG 
CCACAACTACCTAACACATCAGCA 

-1 TTACTTTGTCTTCTCTCACCATCCTAA 
AACGTTGTTTTGCTGAGCATGAA 



-1 CCCCAGACGAAAATACCAAATGCATG 

GAGAGCTCCCGTGAGTG GTTAATA 
-1 GCCTAAGTTTCCAGAAGACTTTGACG 

ATG GAGAG CATG CAAAG CAG GTAA 
-1 TTTTG CAGTTCAAG G ATTGGTGG G AA 

ACGTTTGTATGTGTTGGGGTGGGG 
-1 AATAGATTTCCATTTCTTCCTTCGAGT 

TAGTTGGGTATTGGGACCTTGAA 



-1 CGACGGTGTTCTGGAGTTTCGATGAG 
ACATGTAAGTAAGAGTTCTGTGCA 

-1 ATATTCAGCAGTGGCTGTGAAATTGG 
ATTTGAATTACCGGGATACATGCA 

-1 ACTGGTTTTCATTCTAGTGTCCCCCA 
CCCGTCTAGTTTCATTTTCCTGTA 

-1 TTGGGAGTCACCAGGTTAAAG CAAAG 

CCTCAGTCACTGAAAGCAGAAACT 
-1 TCCTGTGCTCCAGAATTAGTGATTGC 

TTTGGTGCTTAACTTGAAGTGGGA 
-1 CATCTGCTCTGCTTCCTCACACACTA 

GAAACACCACTGCCCCCATCCATG 
-1 TCTGTGATTTATAGACTGTTTTCAGGA 

AACGATCTTCCCATCTGTGGTGA 
-1 TCATTTCAG GTCTAATAAACACACTAA 

CCTCGGCAGCACTGGAGCGTCTG 
-1 AGCTTAGGATATCTATTAGTGTTCACT 

GTTCGGGCAAGAGGCCTAAAGGG 
-1 TGGGAACACACTGGCCCATTATATAG 

AGAAAAATAAAACATGATCCCCAT 
-1 TTGCTTGATTTCCCAAACCACTACCT 

GAAGGTGGCTTATGGTCTACAGCT 
-1 TTCC ACCACTTCAAGACTGG GGGCA 

GGTAGAGAAGACAAGCATAAGTACA 
-1 TTCTTCTCTGCCCCTAACAGAATGTT 

CTTCTCTTGCTTCCCACACCCTCC 
-1 CAG CACATCTTCTGGTTTACAAGTTG 

GGTAACTATGAAAGCTGGAGATGC 

-1 TATCTAAATTCTACCTTTAGCATCCAA 
CTAGCTACCGTCTGGCACTGGCC 

-1 TCCAATGCTCAAGTCACTCTGAGTCT 
TTG CTGGTGTCAACCTAC AATGCC 



-1 ACCTC ACTATAGTAG CCATTAGGTAA 
AGATGGGCCATATCCAAATGGGCT 

-1 AAGAACTATTC CTTTGAG AATCTTTC C 
TACTGGGAGTTACTGCTGTGATT 

-1 TCTGTGTGAACATACATACAGGACTT 
TGATTCTACCTGTGCCTGACCATT 

-1 GTGGAG CTGTTGGCCTTGCTGG ATG 
CG GGCACTCTCTACACCTTC AGGTA 

-1 TGTCAGTGGCTCTCACTTTGTTTGAA 
ATTGTTGCTTTG G G AAAAAC ACAG 

-1 GATGCAGTGGGTTAGGGGTTGGGGG 
TACAGACTGACTTGAGCTCGGAGTC 

-1 TCAGGCACTCAGTAAAGGCAAGACTT 
GAGTGATACATAAAGTCAGTTACA 

-1 C CTTGGG CTGAGTTTGCTG GTCCTGA 
AGATTACAGTTTTGGTTAGAGAGA 
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Table 3A 


NA 
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7141 


Table 3A 


NA 


BF773393 


7142 


Table 3A 


NA 


BF805164 


7143 


Table 3A 


NA 


BF818594 


7144 


Table 3A 


NA 


BF827734 


7145 


Table 3A 


NA 


BF845167 


7146 


Table 3A 


NA 


BF869167 


7147 


Table 3A 


NA 


BF875575 


7148 


Table 3A 


NA 


BF877979 


7149 


Table 3A 


NA 


BF897042 


7150 


Table 3A 


NA 


BF898285 


7151 


Table 3A 


NA 


BF899464 


7152 


Table 3A 


NA 


BF904425 


7153 


Table 3A 


NA 


BF906114 


7154 


Table 3A 


NA 


BF926187 


7155 


Table 3A 


NA 


BF928844 


7156 


Table 3A 


NA 


BG006820 


7157 


Table 3A 


NA 


F11941 


7158 


Table 3A 


NA 


U46388 


7159 


Table 3A 


NA 


U75805 


7160 


Table 3A 


NA 


W27656 


7161 


db mining 


Hs.661 


NM_004146 


7162 


db mining 


Hs.943 


NMJJQ4221 


7163 


db mining 


Hs.1063 


NMJ>03093 


7164 


db mining 


HS.1321 


NM_000505 


7165 


db mining 


Hs.288856 


NM_003903 


7166 


db mining 


Hs.1975 


NMJ>30794 


7167 


db mining 


Hs.3604 


NM_014045 



7168 db mining Hs.3832 NM.032493 

7169 db mining Hs.4113 NMJ)06621 

7170 db mining Hs.83848 NM_000991 

7171 db mining Hs.5076 AK025781 



Table 8 

11335663 MRO-FT0176-O4090O-202-g09 FT0176 

cDNA, mRNA sequence 
12067339 QV1-HB0031-071200-562-h04HB0031 

cDNA, mRNA sequence 
12075765 MR2-BN0386-051000-014-b04 

BN0386 cDNA, mRNA sequence 
12106380 MR4-CT0539-141100-003-d05CT0539 

cDNA, mRNA sequence 
12121026 CM3-IT0048-151200-568-f08IT0048 

cDNA, mRNA sequence 
12121293 CM2-IT0039-191200-638-h02 IT0039 

cONA, mRNA sequence 
12134153 QV1-CI0173-061100-456-f03Cl0173 

cDNA, mRNA sequence 

12156027 MR3-CI0184-201200-009-a04CI0184 

cDNA, mRNA sequence 
12171909 RC6-HN0025-041200-022-F08 

HN0025 cDNA, mRNA sequence 
12201450 RC5-HT1O35-271200-O12-F08HT1O35 

cDNA, mRNA sequence 
12259297 IL5-ET01 19-1 81000-1 81-b1 1 ET01 19 

cONA, mRNA sequence 
12265705 QV3-ET0100-111100-391-C02ET0100 

cDNA, mRNA sequence 
12268109 MRO-CT0109-17l100-001-b02CT0109 

cDNA, mRNA sequence 
12288501 1U-MT0179-271100-254-C11 MT0179 

cDNA, mRNA sequence 
12289744 QV1-MT0229-281100-508-e11 

MT0229 cONA, mRNA sequence 

12290923 IL5-MT0211-011200-317-f03MT0211 

cDNA, mRNA sequence 
12295884 CM1-MT0245-211200-662-d02 

MT0245 cDNA, mRNA sequence 
12297573 IL3-MT0267-28120O425-A05MT0267 

cDNA, mRNA sequence 
12323197 CM2-NT01 93-301 100-562-C07 NT0193 

cDNA, mRNA sequence 
12326772 QV3-NT021 6-061 200-51 7-g03 NT021 6 

cDNA, mRNA sequence 
12450386 RC4-GN0227-27110O-Oim03 

GN0227 cONA, mRNA sequence 

706260 HSC33F051 normalized infant brain 
cDNA cDNA clone c-33f05, mRNA 
sequence 

1 236904 HSU46388 Human pancreatic cancer 

eel! line Patu 8988t cDNA clone xs425, 

mRNA sequence 
1938265 HSU75805 Human cDNA clone f46, 

mRNA sequence 
1 307658 36f 1 0 Human retina cDNA randomly 

primed subfibrary cDNA, mRNA 

sequence 

10764846 NADH dehydrogenase (ubiquinone) 1 

beta subcomplex, 7 (18KD, B18) 

(NDUFB7), mRNA/cds=(22,435) 
475881 1 natural kilter cell transcript 4 (NK4), 

mRNA ^=(59,763) 
45071 26 small nuclear ribonucleoprotein 

polypeptide C (SNRPC), mRNA 

/cds=(1 5,494) 
996 1 354 coagulation factor XII (Hageman factor) 

(F12), mRNA /cds=(49, 1896) 
141 1 0370 preftrfdin 5 (PFDN5), mRNA 

/cds=(423,926) 
13540575 hypothetical protein FU21007 

(FU21007), mRNA/cds=(257,2212) 
13027587 DKF2P564C1940 protein 

(DKFZP564C1940), mRNA 

/Cds=(565,1260) 
1 421 0503 clathrin-associated protein AP47 

(AP47), mRNA /cds=(76,1 347) 
5729723 S-adenosylhomocysteine hydrolase- 

like 1 (AHCYL1), mRNA /cds=(47 t 1549) 

1 3904865 triosephosphate isomerase 1 (TPI1), 

mRNA/cds=(34,783) 
10438401 cDNA: FU22128 fis, Clone HEP19543 

/cds=UNKNOWN 



ACAGCAAACAAAGTGTTCCAATCCTC 

TATTAACC CATTTAACC AAG AGTT 

AGTGCATTCACACTGATGATAAACGA 

TAGTAGCTTCACAGGTTTGCTTCT 

AAGTGTGATTAGAAGCAGCTGGAAGT 

AGCAGAGGAGGTGGAAGTTAGTCC 

CAGGAGTAAAACAGAG CTGGTTGTGT 

GATACCTATGCTGGGTGGAAGACT 

GGTGACTATCTTACCGGCTCCCAGTA 

AACTCTGAACAATGTACCAGCTAA 

GCTTGAAGATGTCTCAACAGAAAATC 

AC C GACATGAGGAAGCATGACGCT 

AGGAACATGGCTGGAGCATATAAAAA 

GAATTGAATTCCATACTTTTGTTAACC 

CTG 

GGTGCTGCCATAGGTGCCAGTAATG 
ACCGTTTATGCGGAAATCAATTACA 
TGAAGTACTATAGGACTCAATGGGAC 
CAGTAGCAGCTCCAAGTG GATCAC 
ACACGGGACCTCCTTTGATCTTTCTG 
AGAATTAATAGAGATTTC ATG G C A 
CCAAAAGGAGAAAGATGACTAGGGT 
CACACTTGAGGATTTGCCAGGTGGG 
GCATCTTCTTTGAAGACGG GAACTGT 
ACTTCAG GTTCTTTTCTGTTTAG C 
G G CTCATTTG GTTTTAAAGTCTCTTCT 
ATGCCATCCCAGGGGAGGAGGAT 
GACTGTGGACACCTCTCACTGTGTCT 
TCTTG G C AGG CAGAGCTTACTGAC 
GCAGGGTGCAGAGCTTCACAGCAGG 
TAGGAAGAAGTAACTAAGTGGAAAC 

CAGCTAAAGCCGTAGGTCATTGTGAC 

TGTCCCTGGGATGTGGATTACTCT 

CCAGAATGCAGCCTACAGACCAAATA 

TCAATGGACTTGGTGTAGCCCTGC 

TTTAAACC AG GTCTGGAAAAAG GAA G 

GAGAGGAGGGCATTTTAGAGAAGA 

GTGGCTTCGTAAAATAGAAGAG CAGT 

CACTGTGGMCTACCAAATGGCGA 

CACACCACAGCTGGCTGGGAGCAGA 

GGCTGCTGGTCTCATAGTAATCTAC 

TGGAGAAAATGAGAGACAGACAGTG 

AGTGAGAAAGTCAGCGAAAAGGAAA 

ACCTACTGTTGAGATTATTCCCCTGT 
CTCCACACTGCCAGAAACTTACCA 

CCAAATGATACTAGGATTAAGCCCCA 
AAGC AAAGTCAAGCACCACCATG G 

TCCCAGAGCAACAACTAAGTCTCAAC 
TAATGGACAACCAACACCCACTGA 
CC ACAGAATGG G CAT GTAGTATTGAG 
ATTTGAATCATCTGCTGTCCAGCC 

ACCTCATCCGGCTGCTCAAGTGCAAG 
CGTGACAGCTTCCCCAACTTCCTG 

GACCTGGTGCTGTCGCCCTGGCATC 
TTAATAAAACCTGCTTATACTTCCC 
GCATAAGGAAGACTTGCTCCCCTGTC 
CTATGAAAGAGAATAGTTTTGGAG 

GGGACTCATCTTTCCCTCCTTGGTGA 
TTCCGCAGTGAGAGAGTGGCTGGG 
AGACTGGATCGCACACCTTTG CAACA 
GATGTGTTCTGATTCTCTGAACCT 
AAGCAAATAC CTTTTACAAGTGAAAG 
GAAGAATTTTTCTTCTGCCGTCAA 
GCAACAAATGCTTCTATTCCATAGCT 
ACGG CATTGCTCAGTAAGTTGAGG 

TCCGTGTAGAGGTTACAGCCTTTTAT 
GCTGTTGAGCTCCCAGGTACCAAA 
GCCCACTTGGATTTATAGTATAGCCC 
TTCCTC GACTCCC AC CAGACTTGC 

AAGAGCTCCTGAGCCCCCTGCCCCC 
AGAGCAATAAAGTCAGCTGGCTTTC 
GCTCAACATGGAAAGAAGGTACAGAA 
AGTGATGTGTTCAAAACATTAGCA 
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Hs.5298 
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db mining 
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db mining 


Hs.5890 


BF698885 
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db mining 
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db mining 


Hs.6285 
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db mining 


Hs.6441 
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7179 


uu milling 




NM_024531 


7180 


db mining 


HS.6618 


AL524742 


7181 


db mining 


Hs.6650 


NMJD07259 


7182 


db mining 


Hs.6763 


NMJJ15310 


7183 


db mining 


Hs.6780 


NM.007284 


7184 


db mining 


Hs.6817 


NM_025200 


7185 


db mining 


uts77ntj 

na./ tvtf 
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ud mining 
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AF288741 
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db mining 


Hs.8108 


NMJ)21080 
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db mining 
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NM_022743 
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db mining 


Hs.8207 


NM_020198 
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Lie OORRO7 


BC007375 


7191 


db mining 


HS.8768 


NM_018243 


7192 


db mining 


Hs.8834 


NM_0Q6315 


7193 


db mining 


HS.9663 


NM_006260 


7194 


db mining 


Hs.9825 


NM_016062 


7195 


db mining 


Hs.10590 


AL031685 


7198 


db mining 


Hs.11465 


NMJXM832 


7197 


db mining 


Hs.11538 


NM_005720 



Table 8 

7705760 CGt-45 protein (LOC51094). mRNA 

/cds=(182,1294) 
8143468 602659796F1 cONA. 5? end 

fclone=IMAGE'4B02950 /done_end=5' 

4507508 tissue inhibitor of metaJloproteinase 1 
(eiythnoid potentiating activity, 
collagenase inhibitor) (TTMP1), mRNA 
/cds=(62,685) 
11984293 hypothetical protein FU23306 

(FU23306), mRNA/cds=(562,930) 

771 01 38 methyl-CpG binding domain protein 1 

(MBD1), transcript variant 1, mRNA 

/cds=(139,1956) 
526271 1 mRNA; cDNA DKF2p586P0123 (from 

clone DKFZD586P0123); partial cds 

/cds=(0,1067) 
5817115 mRNA; cDNA DKFZp586J021 (from 

clone DKFZp586J021) 

/cds=UNKNOWN 
1 3375681 hypothetical protein FU11856 

(FU11856), mRNA/cds-(239,1576) 
12788235 AL524742cDNA 

/done=CS0DC008YI07-(5-prime) 
6005775 vacuolar protein sorting 45B (yeast 

homolog) (VPS45B), mRNA 

/cds=(33,1745) 
7662395 KIAA0942 protein (KIAA0942), mRNA 

/cds=(52,1658) 
6005845 protein tyrosine kinase 9-Hke (AO- 
related protein) (PTK9L), mRNA 

/cds=(104,1153) 
1 3376793 putative oncogene protein h!c1 4-06-p 

(HLC14-06-P), mRNA/cds=(51,635) 
4205083 Homo sapiens, Similar to WW domain 

binding protein 1, clone MGC:15305 

IMAGE:4309279, mRNA, complete cds 

/cds=(162,971) 
14209837 oxysterol binding protein 2 (OSBP2) 

mRNA, complete cds /cds=(1 12,2748) 

10835268 disabled (Drosophila) homolog 1 
(DAB1), mRNA/cdS=(765,2426) 
12232400 hypothetical protein FU21 080 

(FU21080), mRNA/cds=027,1236) 

8910241 GK001 protein (GK001), mRNA 

/cds=(184,1635) 
1 3938462 ieptin receptor short form (db) mRNA, 
complete cds /cds=(0,2690) 

892271 1 hypothetical protein FU1 0849 

(FU10849), mRNA /Cds=(93,1 382) 

545401 1 ring finger protein 3 (RNF3), mRNA 
/cds=(1 14,857) 

5453979 protein-kinase, interferon-inducible 
double stranded RNA dependent 
inhibitor (PRKRI). mRNA 
/cds=(690,2204) 

7706342 CGM28 protein (LOC51647), mRNA 
/Cds=(35,526) 

9368423 DNA sequence from clone RP5- 

963K23 on chromosome 20q13.11-13.2 
Contains a KRT18 (Keratin type I, 
Cytoskeletal 18 (Cytokeratin 18, 
CK18.CYK1 8)) pseudogene, a gene for 
a novel protein, the gene for 
spermatogenesis associated protein 
PD1 (K1AA0757) and the 3' end of the 
gene for K1AA0939 (novel 
Sodium/hydrogen exchanger family 
member). Contains ESTs, STSs, GSSs 
and four putative CpG islands 
/cds=(2,688) 

4758483 glutathione-S-transferase like; 
glutathione transferase omega 
(GSTTLp28), mRNA/cds=(9,734) 

5031600 actin related protein 2/3 complex, 

subunit 1A (41 kD) (ARPC1B), mRNA 
/cds=(80,1198) 
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1 TTATATACCCTGGTCCCATCTTTCTAG 
GGCCTGGATCTGCTTATAGAGCA 

1 GTTTACTCCGTCCCTATCACTGGTGT 
GGCTGTGGGCAAACCACTTATTGC 

1 GAACTGAAGCCTGCACAGTGTCCAC 
CCTGTTCCCACTCCCATCTTTCTTC 



1 GAAG ACCAAGAGAGACAACAGACG C 
AG CAAACAGCCGAAG CACCAGACAA 

1 AATTCAGAAAATTGTTGG GAGGACAG 
CCCTTTTGTGAACCTTGTTTGGGG 

1 TTTACCCAGCTCTGAAGGTCATTGTT 
CTTGCCTGTGTTTGAATAAAATCA 

1 GTCTCTGATG CTTTGTATCATTCTTGA 
GCAATCGCTCGGTCCGTGGACAA 

1 GGTAAGCCCCTGAGCCTGGGACCTA 
CATGTGGTTTGCGTAATAAAACATT 

1 TCTGGCTCTGACCGGTTGATGGCCTT 
GAGCGAATGAAATCATGAAATTGA 

1 TGCCCTACATAGCAATTTTCTGTGGC 
ACTGAGAAAC CATGTATGACCACA 

1 GCAGTGTACTGTGTGCAATACCAAGG 
GCATAGCTCCCTGTAATTTG GGAA 

1 CTGAG ACTAGGGTCCCAGCACAG CC 
CAGAAACCTTTGGCCACAAGAAGTG 

1 TCGCCTTCC^TGGTTTTTAAATGCAG 
TAAATAACATTTCTGGATGAGACT 

1 GCTTTACCCCCGCAGGACATACACAG 
GAGCCTTTGATCTCATTAAAGAGA 



1 GGAATGTACCTCTCCCCAACACTGTT 
TTGTTAG C GA G C AC CTTTTGACCA 

1 ACTC GCTCAGAAGAGGGAACTAAGC 

ATTTTTGGCAACCAATGGGCAGATA 
1 AG CTGTGTGAACCTCTCTTATTGGAA 

ATTCTGTTCCGTGTTTGTGTAGGT 
1 AGTCCCATACATTTGGACCATGGCAG 

CTAATTTTGTAACTTAAGCATTCA 
1 CTGCCCCCTTCCTGGACTTCGTGCCT 

TACTGAGTCTCTAAGACTTTTTCT 
1 GGATAACATTTCTCATGAACCCACTG 

CCCCTCTGCATTTTCCTCACTGGT 
1 CGCTTAAGAACATTGCCTCTGGGTGT 

CATGTGGACCAGACTTCTGAATAG 
1 GGGTTCAATCCCTTCAGCTCAGGCG 

GACCATTTAGATTTAAATTCCACTT 



1 GCTCCTGCCAGGGCTGTTACCGTTGT 
TTTCTTGAATCACTCACAATGAGA 

1 AATCTGGCGAAACCTTCGTTTGAGGG 
ACTGATGTGAGTGTATGTCCACCT 



1 GACTATGGG CTCTGAAGGGG G CAGG 
AGTCAGCAATAAAGCTATGTCTGAT 

1 AGGGAGGGGACAGATGGGGAGCTTT 
TCTTACCTATTCAAG GAATACGTGC 
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7219 
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7220 


db mining 
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BG260891 


7223 


db mining 


Hs.28914 
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Table 8 

10434970 CDNAFU13106 fis, done 

NT2RP3002455, highly similar to 
mRNA for K1AA0678 protein 
/cds=UNKNOWN 
9368423 DNA sequence from clone RP5- 

963K23 on chromosome 20q13.11-13.2 
Contains a KRT18 (Keratin type I. 
Cytoskeletal 18 (Cytokeratin 18, 
CK18.CYK18)) pseudogene, a gene for 
a novel protein, the gene for 
spermatogenesis associated protein 
PD1 (KIAA0757) and the 3' end of the 
gene for KIAA0939 (novel 
Sodium/hydrogen exchanger family 
member). Contains ESTs, STSs, GSSs 
and four putative CpG islands 
/cds=(0,1313) 

12232416 hypothetical protein FU22059 

(FU22059), mRNA /cds={783,1967) 
5262698 Hypothetical protein DKFZp586F2423 

7019510 dipeptidyl peptidase 7 (DPP7), mRNA 

/cds={0,1478) 
5921998 caireticulin (CALR), mRNA 

/cds=(68.1321) 
8922829 hypothetical protein FU1 1 026 

(FU11026), mRNA /cds=(31 ,2355) 
5689390 clone 24775 mRNA sequence 

/cds=UNKNOWN 
7662135 KIAA0451 gene product (WAA0451), 

mRNA/cds=(1462,2219) 
7706261 CGi-11 protein (LOC51606), mRNA 

/cds=(233,1684) 
10437985 cDNA: FU21811 fis, clone HEP01037 

/cds=UNKNOWN 
1421 1539 Mov10 (Moloney leukemia vinjs 10, 

mouse) homolog (MOV10), mRNA 

/cds=(70,3081) 
3043587 601471 579F1 cDNA, 5' end 

/done=IMAGE:3874747 /done_end=5 i 

1 00471 1 9 insulin receptor tyrosine kinase 

substrate (LOC55971), mRNA 

/Cds={333,1553) 
8923443 nucleolar protein family A, member 2 

(H/ACA small nucleolar RNPs) 

(NOLA2), mRNA/cds=(86 ? 547) 
7662333 KIAA0846 protein (K1AA0846), mRNA 

/cds=(272,2341) 
14249901 tubulin, alpha, ubiquitous (K-ALPHA-1), 

mRNA/cds=(67 t 1422) 
10434687 cDNA FU 12920 fis, done 

NT2RP2004594 /cds=(96,2144) 
7661683 cDNA: FU21737 fis, clone COLF3398 

fcds= UN KNOWN 
1 1 056039 protein kinase domains containing 

protein similar to phosphoprotein C8FW 

(LOC57761), mRNA/cds=(294,1370) 

8922098 uncharacterized bone marrow protein 

BM040(BM040) l mRNA/cds=(357,749) ■ 

4506588 RNA 3 -terminal phosphate cyclase 

(RPC), mRNA/cds=(170,1270) 
7706428 unknown (LOC51 693), mRNA 

/cds=(58 t 480) 
7661 663 DKFZP586B051 9 protein 

(DKFZP586B0519), mRNA 

/cds={75,1199) 
12770707 602372491 F1 cDNA, 5* end 

/done^MGE^eosiO/donej^S' 1 

4502170 adenine phosphoribosyitransferase 
(APRT), mRNA /cds=(71 ,613) 

6562628 mRNA full length insert cDNA clone 

EUROIMAGE 146397 /cds=UNKNOWN 

12337281 602272333F1 cDNA, 5' end 

/done=IMAGE:4360233 /done_end=5* 
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1 ACCTTCTGAAAGCTCACAGTACACAT 
TAGTATGTATAACTGG CTFTACCA 



1 TTTAAG GGAGTCAGGAATAGATGTAT 
GAACAGTCGTGTCACTGGATGCCT 



CCCACCTTCCACCTCTTAGCACTGGT 

GACCCCAAAAATGAAACCATCAAT 

AGACCAGCAGTGTTTAAATCTAAATA . 

CGTTGTGAGTCTGTTATCTGTCCT 

ACCTCGACCTCAGAGCCTCCCACCC 

AGAAGATC CTGCTTCCGTGGTTGAG 

GGGCAGTGGGTCCCAGATTGGCTCA 

CACTGAGAATGTAAGAACTACAAAC 

TGGCCTTAAGTTTTCTAATTCAAGCG 

GGTTTTTGGAAAAATTTATGGTCT 

TGCAGAGTTATAAGCCCCAAACAGGT 

CATGCTCCAATAAAAATGATTCTA 

CCAAACAATGATGTGGATTCTTTTGC 

ACAGAAATATTTAAGGTGGGATGG 

ACAAAAGTCAACTGTTGTCTCTTTTCA 

AACCAAATTGGGAGAATTGTTGC 

GCTGGGGACTCTAGCCTCTGTGTTCA 

TAAAGACATTAAGAAGTGGATGGA 

GGAGAATGACACATCAAGCTGCTAAC 

AATTGGGGGAAGGGGAAG GAAGAA 

ACCTGGGTTTAATACAGCTCACATCA 
CTGAATGTTACACATGAGTTTAAA 

CTTAAGGACGCCTTTGCCTGGCCCCT 
TTATTACAG CCCAACACGGTAGG C 

TCCATCAGTGCCATTTCCTGTAGAAC 
TAAAGGCTGTTCCAAGAATGTGGG 

ATCTGTAAAGCACTCAGAAGG CAGCC 

ATC CCTAGATGTTGGTTTCATGTA 

TGGTTAGATTGTTTTCACTTGGTGAT . 

CATGTCTTTTCCATGTGTACCTGT 

CATGTCCCTTGAAACATGATAGTTAC 

ATACACAGTTTTCTCTCCACACAT 

AGGTTTCACATGAACCTGTTCTAGGC 

TGTGGACATTGGTGTGGAGAGGTT 

G ACACTTG GGGTCCACAATCCCAGG 

TCCATACTCTAGGTTTTGGATACCA 



AGAAATGATTTGCAGCTGAGTGAATC 
AGGAAGTGACAGTGATGACTGAAG 

TCCTGAGAGATGGACAATGAAATATC 

AGTTGGTGGATATGTGTGATAGCT 

CTTTCAGG GCAGG CAGCTGTGCATG 

TTCTCTCAACTAAAGGTCTTGTGAG 

GCTGGACACACGGTGAGATTTTCTCG 

TATGTAAATAAAAGGCAATTTGGT 

CTCAACGAAAG GCTCACACTAAC AGG 
GGAGGATTACAGCACCACAATACT 

C C ACACTGAACCC AATTACAC ACAGC 
GGGAGAACGCAGTAAACAGCTTTC 
AGGCCCTGGAAAATTTTGTGCTTCCA 
ACGTGGCCTTCAATTCTTGCTTTT 

TATTAAGCTTGCCCAGGCTCCTGTTC 
ATGAAGGTTCCCCCAGCGGTGGCC 
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7226 


db mining 


Hs.30250 


AF055376 


7227 


db mining 


Hs.30443 


AL136599 


7228 




Hs,31137 


NMJ306504 


7229 


db mining 


Hs.34114 


NMJJ00702 


7230 


db mi n Inn 

ii it! iu ly 


Hs.35254 


NMJ520119 


7231 


db mining 


Hs.38735 


BG149337 


7232 


db mining 


Hs.41322 


A1655467 


7233 


db mining 


Hs.42346 


AY013295 


7234 


db mining 


Hs.42699 


AW956580 


7235 


db mining 


Hs.44131 


AB023191 


7236 


db mining 


Hs.44441 


BE295812 


7237 


db mining 


Hs.46919 


AY007155 


7238 


db mining 


Hs.56009 


NM_006187 


7239 


db mining 


Hs.57843 


W63785 


7240 


db mirtina 

UU 1 MM IH IVj 


Hs.58373 


BF339746 


7241 


db mining 


Hs.59236 


NMJ)32139 


7242 


db mining 


Hs.62408 


NM_024660 


7243 


db nftinlrtg 


Hs.63042 


NM 018457 


7244 


db miniOQ 


Hs.65648 


NNM)05105 


7245. 


db mining 


Hs.339868 


NMJ)03974 


7246 


db mining 


Hs.75056 


NM_003938 


7247 


db mining 


Hs.75082 


NM_001665 


7248 


db mining 


HS.75309 


NM_001961 


7249 


db mining 


Hs.75725 


NM_003564 


7250 


db mining 


Hs.75770 


NMJJ00321 


7251 


db mining 


Hs.75790 


NM_002642 


7252 


fin mlninn 

uv ii in in ly 


Hs.76057 


NM_000403 


7253 


db mining 


Hs.76662 


NM_032327 


7254 


db mining 


Hs.77268 


NMJJ02826 


7255 


db mining 


Hs.77290 


NM_006755 


7256 


db mining 


Hs.77805 


NM.001696 


7257 


db mining 


Hs.78592 


NM_001414 



Table 8 

3335147 short form transcription factor C-MAF 

(c-mat) mRNA, complete cds 

/cds={807,1928) 
13276698 mRNA; cDNA DKF2p564G1616 (from 

clone DKFZp564G1816); complete cds 

/cds=(137,3091) 
5729992 protein tyrosine phosphatase, receptor 

type, E (PTPRE), mRNA 

/cds={51,2153) 
4502270 ATPase, Na+/K+ transporting, alpha 2 

{+) polypeptide (ATP1A2), mRNA 

/cds=(1 04,31 66) 
991 0221 hypothetical protein FLB6421 

(FLB6421), mRNA /cds={31 0,792) 
1 2661 367 nad26g06.x1 cDNA, 3* end 

/done=IMAGE:3366730 /done_end=3' 

4739446 tt13b01.x1 cDNA, 3' end 

/done=(MAGE:2240S17 /done_end=3' 

1 1 693027 caJcineurin-binding protein calsarcin-1 
mRNA, complete cds /cds=(131,925) 

8146278 EST38B665 cDNA 

45B9591 mRNA for KIAA0974 protein, partial 

cds/cds=(0,1697) 
9179366 601176827F1 cDNA, 5' end 

/done=IMAGE:3532039 /done_end=5' 

9956067 done CDABP0095 mRNA sequence 

/cds=UNKNOWN 
5453823 2 , -5'-oligoadenytate synthetase 3 (1 00 

kD) (OAS3), mRNA/cds=<34,3297) 

1 371 386 zd30g09.s1 cDNA, 3' end 

/ctone=!MAGE:342208 /done_end=3' 
11286202 602034942F1 CDNA, 5' end 

/done=IMAGE:4182851 /done_end=5' 

14149802 hypothetical protein DKFZp434L0718 

(DKFZP434L0718), mRNA 

/Cds=<133 r 3285) 
13375912 hypothetical protein FU22573 

(FU22573), mRNA /cds=(99.1 166) 
8922156 DKFZp564J1 57 protein 

(DKFZP564J157), mRNA /cds=(77,523) 

4826971 RNA binding motif protein 8A 
(RBM8A), mRNA /cds=(1 2,536) 

4503358 oh47h10.s1 cDNA,3'end 

/clone=IMAGE:1469827/c^one_end=3 , 

4501 976 adaptor-related protein complex 3, 
delta 1 subunit (AP3D1), mRNA 
/Cds=(209,3547) 

4502218 ras homolog gene family, member G 
(rho G) (ARHG), mRNA /cds=(1 29,704) 

4503482 eukaryotic translation elongation factor 

2 (EEF2), mRNA/cds=(0,2576) 
4507356 transgelin 2 (TAGLN2), mRNA 

/cds=(73,672) 
4506434 retinoblastoma 1 (including 

osteosarcoma) (RB1) f mRNA 

/Cds=(138,2924) 
4505794 phosphatidylinositol glycan, class C 

(PIGC), mRNA /cds=(293,1 186) 
9945333 gaIactose-4-epimerase, UDP- (GALE), 

mRNA /cds=(76,1122) 
14150105 hypothetical protein MGC2993 

(MGC2993), mRNA/cdS=(158,1048) 
1 3325074 quiesdn Q6 (QSCN8), mRNA 

/cds= (75,231 8) 
5803186 transakJolase 1 (TALDOl), mRNA 

/cds=(50,1053) 
4502316 ATPase, H+ transporting, lysosomal 

(vacuolar proton pump) 31 kD (ATP6E), 

mRNA /cds=(75,755) 
4503502 eukaryotic translation initiation factor 

2B, subunit 1 (alpha, 26kD) (EJF2B1), 

mRNA/cds=(10,927) 
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GCTATACCACTGACTGTATTGAAAAC 
CAAAGTATTAAGAGGGGAAACGCC 

TCGGG GTCAGTTAAGCCTCAGTATTC 
TTAG CTTTTGTTGATTTTGGCACT 

ATGGTGCAAACCCTGGAACAGTATGA 
ATTCTGCTACAAAGTGGTACAAGA 

AGAAGCAGCGAGTGCATGG GCTAAT 
TATCATCAATCTTTATGTATTTGTT 

G GAAATGTTG CTGTG GGG GATTCATT 
GTAACTCTCCTTGTGAACTGCTCA 
ATGCCAAATTCCTGACACGTGGCGTT 
TGAAAATACCATGGAACGTTTCCA 

ACATTCTGACTCCATCTGCGGCCTCA 
TTAAGGTGATAGAAACATACTAGG 

ATGATAATGTTGGCATCTGTGATAAA 
CTATCAATGAGGCTCCCATCATGC 

AGAGTCACATGTAGAAAAG C CTC C AG 
TATTAAGCTCCTGAATTCATTCCT 
ATG GCAACAATGCTGACAG CAAGCA 
GTAGATCCTCTGATTCCAATTACCA 
GGGAACC CTCATTAATTAGACAAGAA 
CACCAAGGCTATGACCACAGCAGC 

GGCTCACCAGAGTACCCAGAAGAAT 
CAGTATGGAATTAGAGGACAGTGGC 
ATTCCAGGCCCTCAGTCTTTGGCAAT 
GGCCACCCTGGTGTTGGCATATTG 

GCATACATAAAGGCAAAGAATGACAA 
AAG GCTTAATCC ACCTAGAAGAC A 
ATATAGTGGGAGACAAAACACAGGAG 
GCGGGGGATATCATGTAGCAGAGC 

TCTAATGTGCCTTGGATATGTGCCAA 
ATGATGGAAAAGAAACAGTAAACT 

GCTTG GCTCATCTGGGGTTTGCTGG 
GCTTAACACCCAATAAAGAACTTTG 
CTGCGGTTTTGGAACCTTACCTCTCC 
TCCTTAGCCCAATATGCTGTCTTG 

TCCAGGCCATTTTGCAGGGACTCTGA 
AGTGACCTTTAGTAGTAATAGTCT 
TGGCAGCCAGGAACTGAGTATGACA 
ATGTTGTACTAAAGAAAGGCCCAAA 

AGAGAGAGACATATCACGCTGCTGTC 
ATGATTTTGTGTCAAGATGATCCA 

CTTCTGGGGACCTTTCCTACCCCCAT 
CAGCATCAATAAAACCTCCTGTCT 

TAGATGATTTCTAGCAGGCAG GAAGT 

CCTGTGCGGTGTCACCATG AG CAC 

CCATGGTCTGGGGCTTGAGGAAGAT 

GAGTTTGTTGATTTAAATAAAGAAT 

AGGTCAAGGGCTTACTATTTCTGGGT 

CTTTTGCTACTAAGTTCACATTAG 

TTTCTGGGGACCTCTTGAATTACATG 

CTGTAACATATGAAGTGATGTGGT 

TGGCACAAAACCTCCTCCTCCCAGGC 

ACTCATTTATATTGCTCTGAAAGA 

TGAGGTCACTGCCACTTCTCACATGC 

TGCTTAAGGGAGCACAAATAAAGG 

CACG CTACCCCCTGCCTTG GGAGGT 

GTGTGGAATAAATTATTTTTGTTAA 

AATG CAGAGAATG G AAAGTAG CG CAT 

CCCTGAGGCTGGACTCCAGATCTG 

GTGGCACACCACTCCTTCCAGCAGTA 

GTCG CTTTACTGTTAC CTGTTTAG 

AGCAACAGTATTCTGCATGGTTCACT 
GCTTAAGAAAATGCCTTCTGGAAT 
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7258 db mining Hs.78605 BC006159 



7259 db mining 

7260 db mining 

7281 db mining 

7262 db mining 

7263 db mining 

7264 db mining 

7265 db mining 

7266 db mining 

7267 db mining 

7268 db mining 

7269 db mining 



7272 db mining 

7273 db mining 

7274 db mining 

7275 db mining 

7276 db mining 

7277 db mining 



7278 db mining 

7279 db mining 



7281 db mining 

7282 db mining 

7283 db mining 



7284 db mining 

7285 db mining 

7286 db mining 



Hs.78890 AF171938 

Hs.79150 NIW 006430 

Hs.79259 NMJ>16404 

Hs.79356 NM.006762 

Hs.79572 NMJI01909 4503142 

Hs.81337 NM_009587 6806889 

Hs.82030 NM_004184 

Hs.82396 NMJ)16816 

Hs.82933 BC008739 

Hs.83753 NM_003091 

Hs.85838 NM_004207 



7270 db mining Hs.306565 NMJM3341 

7271 db mining Hs.89497 NMJJ05573 



Table 8 

1 3544048 Homo sapiens, clone tMAGE:3635549, 
mRNA, partial cds /cds=(0.891) 

5852969 NUMB isoform 1 (NUMB) mRNA, 

complete cds /cds=(270,2225) 
5453604 chaperonin containing TCP1 , subunit 4 
(delta) (CCT4). mRNA/cds=(0 ( 1619) 

7705476 hypothetical protein (HSPC152), 

mRNA /cds=(35,412) 
5803055 Lysosomal-associated multispanning 
membrane protein-5 (LAPTM5), mRNA 
/cds=<75,863) 

cathepsin D (lysosomal aspartyt 
protease) (CTSD), mRNA 
/cds=(2 t 1240) 

lectin, galactoside-binding, soluble, 9 
(galectin 9) (LGALS9), transcript variant 
long, mRNA /cds=(56,1 123) 
7710155 tryptophanyRRNA synthetase (WARS), 

mRNA /cds=(1 87,1 602) 
8051620 2\5'-oligoadenylate synthetase 1 (40- 
46 kD) (OAS1), transcript variant E18, 
mRNA/cds=(33,1235) 
1 4250568 Homo sapiens, protein x 01 3, clone 
MGC:3073 IMAG&3346340, mRNA, 
complete cds /cds=(101 ,325) 
4507124 small nuclear ribonucleoprotein 
polypeptides B and B1 (SNRPB), 
mRNA/cds=(0,695) 
47591 1 1 solute carrier family 1 6 

(monocarboxyiic acid transporters), 
member 3 (SLC16A3), mRNA 
fcds=(62,1459) 
9558756 clone HQ0S88 /cds=UNKNOWN 

5031876 lamin B1 (LMNB1), mRNA 



Hs.89525 NMJHM494 4758515 
Hs.92208 NM I 003815 



hepatoma-derfved growth factor (high- 
mobility group protein Mike) (HDGF), 
mRNA/cds=(315,1037) 
a disintegrin and metailoproteinase 
domain 15 (metargidin) (ADAM 15), 
mRNA/cds=(7,2451) 
SH2 domain protein 2A (SH2D2A), 
mRNA/cds=(86,1255) 
Homo sapiens, done MGC:18216 
!MAGE:41 56235, mRNA, complete cds 
/Cds=(2206,2373) 

mRNA for KIAA0553 protein, partial 
cds/cds=(0,3289) 
DNA sequence from clone RP1 1- 
16H23 on chromosome 10. Contains 
the gene K1AA0204 (HSLK) for a 
protein kinase, the COL17A1 gene for 
collagen type XVII alpha 1 (BP180), 
ESTs and GSSs/cds=(0,3557) 
ribosomal protein L41 (RPL41), mRNA 
/cds=(83,160) 

E2F transcription factor 4, p107/p130- 
binding (E2F4), mRNA /cds^ 1303) 

7280 db mining Hs.1 09760 NMJJ02491 4505360 NADH dehydrogenase (ubiquinone) 1 

beta subcomplex, 3 (1 2kD, B1 2) 
(NDUFB3), mRNA/cdS=(252,548) 
14248494 MEG3 (MEG3) mRNA, complete cds 
/cds=(52 l 2253) 
cDNA FUl0935fis, clone 
OVARC1000661 /cds=(250,936) 
602617003F1 cDNA, 5* end 
/done=IMAGE4730856 /c!one_end=5' 



Hs.1 03527 NMJ>03975 

Hs.104679 BF347362 

Hs.105749 AB011125 

Hs.105751 AL138761 



Hs.324406 AK026741 
Hs.108371 NM.001950 



Hs.109857 AF151783 
Hs.306417 NM_014714 
■HS.1 14199 BG621594 



11497001 

4503632 
11294957 

3043629 
8573811 



10439662 
12669914 



7662193 



13672965 



Hs.1 18786 BF131637 

Hs.122559 NM_024872 
Hs.123373 AW883279 



1 0970677 601 820457F1 cDNA, 5' end 

/clone=IMAGE:4052246 /dorte_end=5 1 

13376307 hypothetical protein FU22570 

(FU22570), mRNA/cds=(0,1490) 
8153115 602853825F1 cDNA. 5 1 end 

/done=IMAGE4994982 /clone^end^ 
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1 AAACATGTCCCTGGAGAGTAGCCTGC 
TCCCACACTGTCACTGGATGTCAT 

1 CAGTTGCAGCCTCTTGACCTCGGATA 
AGAATAAGAGAGCTCATCTCATTT 

1 TGG GCTTGGTCTTCCAGTTGGC ATTT 
G CCTGAAGTTGTATTG AAAC AATT 

1 TTCTGCCGTGTGTATCCCCAACCCTT 
GAC C CAATGACACCAAAC ACAGTG 

1 TGTGTGCGACAGGGAGGAAGTTTCA 
ATAAAG C AACAAC AAG CTTC AAG GA 

1 CTCCCCTTGGGCGGCTGAGAGCCCC 
AGCTGACATGGAAATACAGTTGTTG 

1 CTCCACCACCTGACCAGAGTGTTCTC 
TTCAGAG GACTG G CTC CTTTCC CA 

1 CTCTGCCCTCCTGTCACCCAGTAGAG 
TAAATAAACTTCCTTGGCTCCTAA 

1 AAATTCCAGCCTTGACTTTCTTCTGT 
GCACCTGATGGGAGGGTAATGTCT 

1 CTGTAGGCCAG GGTGGAATGAAGTC 
AGCTCCI 1 1 1 1 ATAGTTGAAATACA 

1 TTGGCGGGCCATCCCAACAGGTGAT 
GACCCCACAAG GAAGAGGTACTGTT 

1 GGAAGATGGAAATAAACCTGCGTGTG 
GGTGGAGTGTTCTCGTGCCGAATT 



AGTGAGGACAATGTGGCTTGCTCCTT 
TTTGAATCTACAGATAATGCATGT 
GAGGGTGGGGGAGGGAGGTGGAGG 
GAGGGAAGGGTTTCTCTATTAAAATG 

TGCTGACTGTAGCTTTGGAAGTTTAG 
CTCTGAGAACC GTAGATGATTTC A 

GATTGAGGAAGGTCCGCACAGCCTG 
TCTCTG CTCAGTTGCAATAAACGTG 

GATTCTTGTCTGGCTAATAAATCATCA 
CCAACTGCCTTCTCCTACAGGGA 
AGATTCTTAGGGCACGTTTGTTCCCC 
TTGGAGG GTTTTCCAGACGGAGTC 

GCCATACTCTGGCTGCCTCTTTGCCT - 
TCCTAGGG GCATTTTCTTTAACTT 
TGCCTCTTATCTACTTGAGAGCAACA 
TGTCTTTTCAATCATGGGATTGAC 



1 TG GAC CTGTGACATTCTGGACTATTT 
CTGTGTTTATTTGTGGCCGAGTGT 

1 TGAAGGTGTCTGTGACCTCTTTGATG 
TGCCTGTTCTCAACCTCTGACTGA 

1 CCTGGAGTCCCTGAATAAAGATAAGA 
AGCATCACTGAAGATAATACCTGG 

1 TTGTCCCGAAGATTTGCGCCTTTAGT 
GCCTTTTGAGGGGTTCCCATCATC 

1 CTGCTAGGCTCTGCCCACCGGCCAC 
CAACACTCCTGTAATTCCAATAAAG 

1 TTAAAATACTGTCATTGGTTGGGAGG 
GGATTG C ATTAAATGATTAGTC CA 

1 CTCACACACGCAGGCGACAGTCAGA 
ACAAACAGGAACAAAGCTACAACAC 

1 TG AATAGTGTG CAGACTCACAGATAA 
TAAAGCTCAGAGCAGCTCCCGGCA 

1 CCCAGTG CTTC ACGAAGTTAAAG GAA 
AGATCTGCTGGTAGTGTTTAGTCT 
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7287 db mining 

7288 db mining 

7289 db mining 



7291 db mining 

7292 db mining 

7293 db mining 



7294 db mining 

7295 db mining 

7296 db mining 

7297 db mining 

7298 db mining 

7299 db mining 

7300 db mining 

7301 db mining 



7303 db mining 

7304 db mining 

7305 db mining 

7306 db mining 

7307 db mining 

7308 db mining 

7309 db mining 

7310 db mining 

7311 db mining 

7312 db mining 

7313 db mining 

7314 db mining 

7315 db mining 

7316 db mining 



Hs.125078 AFO9O094 
Hs.130740 AK000315 
Hs.132955 AL1326S5 



7290 db mining Hs.133230 BC000085 



Hs.142677 AK02410B 
Hs.146170 NM_022842 
Hs.146550 Z82215 



Hs.149846 NM_002213 

Hs.151738 NMJ304994 

Hs.336451 NMJJ24519 

Hs.154276 NMJJD1186 

Hs.155975. NM.005608 

Hs.159410 NMJM4484 

Hs.160999 AV648418 

Hs.164036 NM 002076 



7302 db mining Hs.164478 NM_022461 11968002 



Hs.169615 NMJJ23080 

Hs.171811 AK023758 

Hs.171992 NMJ>02843 

Hs.173373 AB023148 

Hs.173638 NM_030756 

Hs.177534- NMJJ07207 

Hs.177592 NM_001003 

Hs.179661 BC008791 

Hs.179986 NM_005803 

Hs.180859 NM_016139 

Hs.181301 AK024855 

Hs.181311 NM_004539 

Hs.181391 AL390158 

Hs.182281 NM_016407 



Table 8 

4063629 done IMAGE 172979 

/cds=UNKNOWN 
7020316 cDNAFU20308fis,doneHEP07264 

/cds=(go t 1226) 
61 37021 mRNA; cDNA DKFZp566E034 (from 

done DKFZp566E034); complete cds 

/cds=UNKNOWN 
12652672 Homo sapiens, ribosomal protein S15, 

done MGC:2295 IMAGE:3507983, 

mRNA, complete cds /cds=(14,451) 

10436406 cDNAFLI14046fis,dane 

HEM BA1 006461 /cds=UN KNOWN 

12383093 hypothetica) protein FU22969 

(FU22869), mRNA /cds=(274,2223) 
3135984 DNA sequence from done RP1-6802 
on chromosome 22 Contains the 5* end 
of the APOL2 gene for apolipoprotein L 
2, the APOL gene for apolipoprotein L, 
the MYH9 gene for nonmuscte type 
myosin heavy chain 9. ESTs, STSs and 
GSSs/cds=(0,5882) 

4504772 integrin. beta 5 (TTGB5). mRNA 

/cds=(29,2419) 
4826835 matrix metailoproteinase 9 (gelatinase 

B, 92kD gelatinase, 92kD type IV 

colbgenase) (MMP9), mRNA 

/cds=(19.2142) 
13375657 Nudeoside diphosphate kinase type 6 

(inhibitor of p53-induced apoptosls- 

alpha) 

4502352 BTB and CNC homology 1 , basic 
leudne zipper transcription factor 1 
(BACH1), mRNA /cds={1 18,2328) 
5032004 protein tyrosine phosphatase, receptor 
type, C-assodated protein (PTPRCAP), 
mRNA/cds=(63,683) 
7657338 molybdopterin synthase suifurylase 

(MOCS3), mRNA/cds=(2,1384) 
9869432 AV648418 cDNA, 3' end 

/done=GLCBJC04 /done_end=3' 
4504060 glucosamine (N-acetyt)-6-sulfatase 

(Sanfilippo disease HID) (GNS), mRNA 
fcds=<87,1745) 

hypothetical protein FU21939 similar 
to 5-azacytidine induced gene 2 
(FU21939), mRNA/cds=(379,1557) 
12751496 hypothetical protein FU20989 

(FU20989), mRNA/cds=(52,741) 
10435787 cDNAFUl3696fis, clone 

PLACE2000140 /cds=UNKNOWN 
4506314 protein tyrosine phosphatase, receptor 
type, J (PTPRJ), mRNA 
/Cds=(349,4362) 
4589505 mRNA for K1AA0931 protein, partial 

cds/cds=(0,2204) 
1 3540470 transcription fador 7-like 2 (T-cell 

spedfic, HMG-box) (TCF7L2), mRNA 
/cds=(307,2097) 
1 351 8225 dual spedfidty phosphatase 1 0 

(DUSP10), mRNA/cds=(142,1590) 
4506668 602761 378F1 cDNA, 5' end 

/done=lMAGE4896906 /done_end=5' 

14250651 Homo sapiens, tubulin, beta 5, done 

MGC:4029 IMAGE:3617988, mRNA, 

complete cds /cds={1 705, 3039) 
6552331 flotiilin 1 (FLOT1), mRNA 

/cds=(164,1447) 
7705850 167Kd protein (LOC51142), mRNA 

/cds=(81,536) 
10437263 cDNA: FU21202 fts, clone COL00293 

/cds=UNKNOWN 
7262387 asparaginyWRNA synthetase (NARS), 

mRNA/cds=(73,1719) 
9368848 mRNA; cDNA DKFZp761G21 13 (from 

done DKFZp761G2113) /cds=(0,564) 
7705482 hypothetical protein (HSPC164), 

mRNA/cds=(70,990) 



PCT/US01/47856 



1 CGAG CCGAC CATGTCTTCATTTG CTT 
CCACAAGAACCGCGAGGACAGAGC 

1 TTTTCCCCCTTTAGTCTCCTGGCTTTT 
TCCTTTCCCTTCCCTTCTCCACT 

1 AACCCGTTGTGGAAATTATTGGAATT 
AACTGAGCCAAAGTGATTATGCAT 

1 GCCCCCGATCCTACACCCTGAGCCT 
CAGAGCACTGCTACTTTTTAAAATA 



AAGCGTCTCATGGAGTTCGGACTGGT 

TGGGGTGATAATATTTGTTTCTTT 

AAGCC AGGCTTTGG GATACAAGTTCT 

TTCCTCTTCATTTGATGCCGTGCA 

AGCTGTCACCACTACAGTAAGCTGGT 

TTACAGATGTTTTCCACTGAGCAT 



TGAAGGTACATCGTTTGCAAATGTGA 
GTTTCCTCTCCTGTCCGTGTTTGT 
GGATACAAACTGGTATTCTGTTCTGG 
AGGAAAGGGAGGAGTGGAGGTGGG 



CTGCCGCTGCCCAGCCACATCCCTT 
GGTTTTGTATTTTATTTACAGAGTT 

TGCAGTAGACGATACAG GTTGCATGT 
GGACACTCAGTCACATTAACAACT 

CCC CAACCACAGG CATCAGGCAACC 
ATTTG AAATAAAACTCCTTCAGC CT 

GTACTGAGGTGACTGGTATAGTCTGA 
TGA GAAAGATGTG GATTG CCATAA 
CACTTGTTCAATCATGGAACTTTCTA 
GAAC GCTG CC ACTCTTCAAAGGCT 
TCATCACAGTGTGGTAAGGTTGCAAA 
TTCAAAACATGTCACCCAAGCTCT 

ACAACCTGATCATTGAAGCCAACTTT 
GTCCCAGCACATTCCTTAAGTCCT 

ACTTGATTAGGCTCCGGTTTTCCTTT 
GGCTTCTGCTTTTCAGTGAATGGC 
TTGCAGACAAATTCCTCTGAGCTTAG 
CTAG GAGTTCATTATGCTTCCTGT 
ACAGTAG CTTAGC ATCAGAGGTTTGG 
TTCCTCAGTAACATTTCTGTTCTC 

ATGTGAGCCAGAGCATGTTGCAGCAA 
ATCTATTGTTTGTAAAAATAACAA 
TTTGTGCCATGTGGCTACATTAGTTG 
ATGTTTATCGAGTTCATTGGTCAA 

AGC CCAACCATTAAAAATTTAATAC AA 
CTTGGTTTCTCCCCCl \ 1 1 ICCT 
GC AAAGAAAGAAGAATCCGAGGAGT - 
CTGATGATGACATGGGCTTTGGTCT 

TTGAAAAGATGACATCGCCCCAAGAG 
C C AAAAATAAATG GG AATTGAAAA 

TTTTC CTGAC C AAGACTGAG G GATG G 
GCTGGAGGTTTTCAACTTTG CTAC 
TCTGGGACTGGGCAAATGTTTGTGTG 
GCCTCCTTAAACTAGCTGTTATGT 
AACCTAAACGTATTTCACTAACTCTG 
G CTC CTTCTCCATAAAG CACATTT 
CCACCAAATGCATGTCATGTATTCTC : 
AATAGGCTGTATTCCCAGCAGTCA 
TGTACAGGTAGCTAACTTTGTAAACG 
CTGTGTATTCCCTCTGCCCCCATG 
TCTCATCATTTC GAAGATAG CAGAGT 
CATAGTTGGGCACCCAGTGATTGG 
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7317 db mining 

7318 db mining 

7319 db mining 

7320 db mining 

7321 db mining 

7322 db mining 

7323 db mining 

7324 db mining 

7325 db mining 

7326 db mining 

7327 db mining 

7328 db mining 

7329 db mining 

7330 db mining 

7331 db mining 

7332 db mining 

7333 db mining 

7334 db mining 

7335 db mining 

7336 db mining 

7337 db mining 

7338 db mining 

7339 db mining 

7340 db mining 

7341 db mining 

7342 db mining 

7343 db mining 

7344 db mining 



Hs.183180 NM_016476 

Hs.183593 NM_006965 

Hs.184029 AL137509 

Hs. 187652 AA833892 

Hs.188751 BG111635 

Hs.193392 U46120 

Hs.195453 NMJJ01O30 

Hs.196914 D86976 

Hs.198281 NM_002654 

Hs.200317 AB037825 

Hs.202613 BG284262 

Hs.210778 AL136679 

Hs.211594 NM_006503 

Hs.226307 NM_004900 

Hs.326048 NMJW6319 

Hs.227835 NMJJ14972 

Hs.231967 NM_014423 

Hs.232400 NM_031243 



Hs.236131 NM_022740 13430859 

Hs.343556 AF090896 

Hs.238936 BG538032 

Hs.241412 NMJJ30882 

Hs.241471 AL133642 

Hs.245188 NMJ>00362 

Hs.249170 NM_012476 

Hs.258551 NMJ)12100 

Hs.259412 BG772376 

Hs.259577 AW665292 



Table 8 

1 332471 1 anaphase promoting complex subunil 

11 (yeast APC11 homolog) (ANAPC11), 

mRNA/cds=(0,398) 
5902161 zinc finger protein 24 (KOX 1 7) 

(ZNF24), mRNA/cdS=(164.1270) 
6808164 Homo sapiens, clone MGC:2764 

IMAGE:2958229, mRNA, complete cds 

/cds=(70,1785) 
2907491 Od64g04.s1 cDNA 

fc!one=IMAGE:1372758 
12605142 602282682F1 cDNA, 5' end 

fclone=IMAGE:4369892 /done_end=5' 

1 1 84779 expressed unknown mRNA 

/cds=UNKNOWN 
4506710 ribosomaJ protein S27 

(metallopanstimulin 1) (RPS27), mRNA 

/cds=(35,289) 
1 504025 mRNA for KIAA0223 gene, partial cds 

fcds=(0.3498) 
4505838 pyruvate kinase, muscle (PKM2), 

mRNA/cds={109,1704) 
7243188 mRNA for WAA1404 protein, partial 

cds/cds=(64,5841) 
13035032 602407238F1 cDNA, 5' end 

/clone=lMAGE:4519449 /done_end=5' 

12052881 mRNA; cONA DKFZp564C1278 (from 
done DKFZp564C1278); complete cds 
/cds=(104,1690) 
5729990 proteasome (prosome, macropain) 28S 
subunrt, ATPase, 4 (PSMC4), mRNA 
/cds=(12,1268) 
47581 59 phorbolin (simitar to apolipoprotein B 
mRNA editing protein) (DJ742C19.2), 
mRNA/cds=(79,651) 
5453905 cDNA RJ14186 Ms, done 

NT2RP2005726 /cds= UN KNOWN 
14149658 KIAA1049 protein (KIAA1049), mRNA 

/cds=(96,2126) 
7656878 ALL1 fused gene from 5q31 (AF5Q31), 

mRNA/cds=(337,3828) 
14043071 heterogeneous nuclear 

ribonudeoproteinA2/B1 (HNRPA2B1), 
transcript variant B1 , mRNA 
/cds=(1 69,1 230) 

homeodomaln-interacting protein 
kinase 2 (HIPK2), mRNA 
/cds=(108,3704) 
6690168 done HQ0131 PRO0131 mRNA, . 

partial cds /cds=(0,233) 
13530264 602563534F1 cDNA, 5* end 

/done=IMAGE:46B81 93 /done_end=5' 



7345 db mining Hs.259679 AW956508 

7346 db mining Hs. 26 5827 NM_022873 

7347 db mining Hs.265891 AK001503 



1 3562089 apolipoprotein L, 2 (APOL2), mRNA 

fcds=(477,1490) 
6599293 mRNA; cDNA DKFZp586Gl721 (from 
done DKFZp586Gl721); partial cds 
/cds=(0,669) 
9257248 tissue inhibitor of metalloproteinase 3 
(Sorsby fiindus dystrophy, 
pseudoinflammatory) (T1MP3), mRNA 
/cds=(1183,1818) 
71 10734 ventral anterior homeobox 2 (VAX2), 

mRNA /cds=(32,904) 
691224? aspartyl aminopeptidase (DNPEP), 

. mRNA /cds=(1 51 .1578) 
14083029 602722490F1 cDNA, 5' end 

/done=IMAGE4839143 /done__end=5* 

7457838 hj02c11jt1 cDNA, 3' end 

/done=IMAGE:2980628 /done_end=3 , 

8146291 EST368678 cDNA 

13259549 interferon, alpha-indudble protein 
(done IFI-6-16) (G1P3), transcript 
variant 3, mRNA /cds=(1 07,523) 
7022798 cDNA FU10641 fis, done 

NT2RP20Q5748 /cds=UNKNOWN 
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CAACAAGGTGGAAACAAGGGCTGGA 
GCTGCG I I IGU 1 1 GCCATCACTAT 

GAGCATTCCTCAGG GGAGGTCACCT 
GTGAG GTTCCCAGAACTGTAGTTTT 
TGCAG GTGTTGACAAGATCCGC CATC 
TGTAATGTCCTTGG CACAATAAAA 

AAGAGTCTGACTTCTCACTAGGAGCA 
TGTCTGTTGTACTTACTTCAAACA 
CAAACACCAAACCAAGATAACACCGG 
AACGATAAACAGCAGAAACAGAGA 

TGGGTTTGTCCAGTTCAGGCTAGATG 
TGCATCATGGCAGGAAGAAAGAAG 
AAG GATGTTC CTTCAG GAG GAAG CA 
GCACTAAAAGCACTCTGAGTCAAGA 

CGGAAGCCACCGTGTGGTTCTTTCAC 

AGGCACGTTTATTTTGCTGAAATA 

CCTCCACTCAGCTGTCCTGCAGCAAA 

CACTCCACCCTCCACCTTCCATTT 

TCCCTCCTTCCAGTGTTCCTTAGAAC 

AGACATTTAGGTATCTCAGGTCCT 

CAGCCGCAGCATCTAAACGAACAACA 

GAGGAGAACGACGAGGACAGAGTT 

TCACTGGATTTCTGTGTCTTCACTAG 
AACACCATTGTCATCTCATATTGA 

GCTTCTCTCGCACCCCCAGCACCTCT 
GTCCCAAAACCTCATTCCCTTTTT 

AGCTGCTCACAGACACCAGCAAAGC 
AATGTGCTCCTGATCAAGTAGATTT 

ATGCTCATGTGGTGTCCCCACCGCC 
CACTTGTTTGATGTCACTGACTGTC 
GCTGAGTGTGTCGCTCCCTGGTCCA 
CTGTTTCTCCTATAAATGTAAATGG 
TG CAGCACATTG ATAAGATGGTTTCC 
GTGAG CTATGATAAGATTGAAATT 
ATAAATATGCAGTGATATGGCAGAAG 
ACACCAGAGCAGATG CAGAGAGCC 



TTGAACCGGGAAGTGGGAGGACGTA 
GAGCAGAGAAGAGAACATT7TTAAA 

TTTG CTC ATTCTAAACTCAAGCTTTTA 
AGCCTCACAGAATTTACAGGGGT 
GCGATAGGCTTACATG G GGCATACTC 
GTTACACAGTCAGAATGTTTGAAA 

GGTCTCTCGCTCTGTCTTTCCAGCAT 
CCACTCTCCCTTGTCCTTCTGGGG 
TCAGCACCAAGTCATGT7TAAAAGAC 
CAGAGAGACAAG CATTTTG CCAAG 

CGAACCCTGTCTAGAAGGAATGTATT 
TGTTGCTAAATTTCGTAGCACTGT 



CAAATG GCCTTG GTCCCG CAGCTTGT 

GTGCGTGAGTGCAGTGTGAGTGTG 

CTCTTGGAAAGACTTCTCTGCCATCC 

CTTTGCACCTGAGAGGGGAAGTTC 

GGCGCGGTGACCCACTTATGGGACT 

TGGCCI 1 1 CI 1 1 GTTGTTTGTTTAA 

ACCCAGTTCATGATTACTTCTACTCTT 
AACACTCAATCCCCCTAATTAAACC 

TTCGATAAACAG CGTTGACTTG CTTG 
TAC CACTTAAGAGTTGTGAGTGCT 
TCCAGAACTTTGTCTATCACTCTCCC 
CAACAACCTAGATGTGAAAACAGA 

GGGATCTTTCAAATGGATAGTGAGTT 
GCCTTTTCCTATAGGTGACAATCA 
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7348 db mining Hs.266456 AW768693 



7349 db mining 

7350 db mining 

7351 db mining 

7352 db mining 

7353 db mining 

7354 db mining 

7355 db mining 

7356 db mining 



7372 
7373 
7374 
7375 
7376 
7377 
7378 



db mining 
db mining 
db mining 
db mining 
db mining 
db mining 
db mining 



7379 db mining 

7380 db mining 

7381 db mining 



Hs.267368 NM_017842 

Hs.267812 NM_0D3794 

Hs.272027 NMJ)12177 

Hs.272534 AL080068 

Hs.273415 NMJJ00034 

Hs.273830 AK022804 

Hs.274287 AK001508 



Hs.275163 NM_002512 4505408 



7357 db mining Hs.276818 AI435118 



Table 8 

7700715 hk65e1lXlcDNA,3'end 

/clone=IMAGE:3001580 /done_end=3' 

8923451 hypothetical protein FU20489 

(FU20489), mRNA /cds=(482,120l) 
4507144 sorting nexin 4 (SNX4), mRNA 

/cds=(0,1352) 
691 2365 F-box only protein 5 (FBX05), mRNA 

/cds=(61 t 1404) 
5262475 mRNA; cDNA DKFZp564J062 (from 
clone DKFZp564J062) 
/cds=UNKNOWN 
4557304 aldolase A, fructose-bisphosphate 
(ALDOA), mRNA /cds=(167,1261) 
10434416 CDNAFU12742 fis, done 

NT2RP2000644 /cds=UNKNOWN 
7022805 CDNAFU10646 fis, done 

NT2RP2005773, highly similar to 
pyooline 5-cart>oxyiate reductase 
isoform mRNA /cds=UNKNOWN 
non-metastatic cells 2, protein 
(NM23B) expressed in (NME2), nuclear 
gene encoding mitochondrial protein, 
mRNA/cds=(72,530) 
4300940 th95e09.x1 cDNA, 3' end 

/done=tMAGE:2126440 /done_end=3* 



7358 


db mining ■ 


Hs.278582 


AF135794 


4574743 


AKT3 protein kinase mRNA, complete 










cds/cds=(0,1439) 


7359 


db mining 


Hs.279535 


AK027035 


10440049 


cDNA: FU23382 fis, clone HEP16349 










/cdS=UNKNOWN 


7360 


db mining 


Hs.283007 


NMJJ06227 


5453913 


phospholipid transfer protein (PLTP), 












mRNA/cds=(87,1588) 


7361 


db mining • 


Hs.283565 


NMJ105438 


4885242 


FOS-likeantigen-1 (FOSL1), mRNA 












/cds=(34,849) 


7362 


db mining 


Hs.284296 


AK026646 


10439543 


cONA: FU22993 fis, clone KAT11914 












/cds=UNKNOWN 


7363 


db mining 


Hs.284892 


AF246229 


10419514 


AF246229 cDNA /clone=RB82 


7364 


db mining 


Hs.284893 


AF246230 


10419515 


AF246230 cDNA /done=RB16 


7365 


db mining 


Hs.285280 


AK024885 


10437298 


cDNA: FU21232 fis, clone COL00752 










/cds=UNKNOWN 


7366 


db mining 


Hs.288038 


NM.006625 


12056474 


TLS-assodated serine-arginine protein 












1 (TASR1), mRNA/cdS=(72,623) 


7367 


db mining • 


Hs.288283 


AK026008 


10438707 


cDNA: FU22355 fis, clone HRC06344 










/cds=UNKNOWN 


7368 


db mining 


Hs.289043 


AL1 36719 


12052956 


mRNA; cDNA DKFZp566G0346 (from 










done DKFZp566G0346); complete cds 












/cds=(278,790) 


7369 


db mining 


Hs.289087 


AK024468 


10440449 


mRNA for FU00061 protein, partial 












cds /cds=(0,522) 


7370 


db mining 


Hs.280494 


BF475245 


11544422 


EST 003 cDNA, 5* end /done_end=5' 


7371 


db mining 


Hs.290874 


BE730505 


10144599 


601562627F1 cDNA, 5* end 












/done=IMAGE:3832302 /done_end=5' 



Hs.332403 
Hs.292998 
Hs.293984 
Hs.295362 
Hs.297964 
Hs.299329 
Hs.300631 



NMJ>24113 

AW972292 

NM_032323 

AK027365 

BF836049 

AK000770 

AK022958 



Hs.301417 M80899 
Hs.301612 NM_005253 
Hs.301636 NMJ300287 



13129129 hypothetical protein MGC4707 

(MGC4707), mRNA/cds=(72,1067) 
8162138 EST384381 cDNA 

14150097 hypothetical protein MGC13102 

(MGC13102), mRNA /cds={1 61 ,1345) 

14041993 cDNA FU14459 fis, done 

HEMBB1 002409 /cds=UNKNOWN 

12187621 RC1-HT0975-161 100-01 1-g07 cDNA 

7021066 cDNA FU20763 lis, done COL0991 1 

/cds=UNKNOWN 
10434651 cDNA FU12896 fis, done 

NT2RP20D4194, weakly similar to 

Rattus norvegfcus Golgj SNARE GS15 

mRNA /cds=UNKNOWN 
178282 novel protein AHNAK mRNA; partial 

sequence /cds=(0,3835) 
4885244 FOS-like antigen 2 (FOSL2), mRNA 

/cds=(3,983) 
4505728 peroxisomal biogenesis factor 6 

(PEX6), mRNA /cds=(70,301 2) 
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AGAGCAAGCATTACAGAAAATAGGTC 
TGGAAGACAGGAAAAG GACAAAGA 

ATGTGTCCTGCCCCTCAGCTCTTTGC 

CTTATCTGTGTCACTGTCACTTTA 

TCCTGTGAATTGAATTTCTCTTCAATC 

AAAGTGCCCCAAAC AGAAG CACA 

AGGTCCCCTGCCTGGTACAAAGAAAA 

GCAAAAAGAATTTACGAAGATTGT 

GCCAGAAGCATAATTTACCAGAGACG 

AGAACAGGGTGTGGGAGAGAGGAA 

TCTTTCTTCCCTCGTGACAGTGGTGT 

GTGGTGTCGTCTGTGAATGCTAAG 

CAGTCAAACATTTTACCTTGTGCCTT 

GGCTCACTCTGTGCCTTTTCTCCA 

ACAGGAAACGGGCTTTCTCTGAATTG 

GTAAATGGGAAAGAAGTGAGCAAC 



GTCCCTGGACACAGCTCTTCATTCCA 
TTGACTTAGAGG CAACAGGATTGA 



ACCCTCGCCACAAGATTCTGCAATCT 
CCTAAAGTACAGATGAGAAAGGAA 

TG C CAAG G G GTTAATG AAACAAATAG 

CTGTTGACGTTTGCTCATTTAAGA 

CAGTGG CACACCTTAACCAGTCACTA 

ATTTTCACTGTTGTGAAAGTGATT 

CCCAGTGCCACAGAGAAGACGGGAT 

TTG AAG CTGT ACCCAATTT AATTCC 

TGAGCCCTACTCCCTGCAGATGCCAC 

CCTAGCCAATGTCTCCTCCCCTTC 

G CAG GGAGGG GAGGATAAGTGGGAT 

CTACCAATTGATTCTGGCAAAACAA 

GGCCACTACCTTTGTTGGAAACAAAG 

CATAAGGGAGTGAAAGTGTCTAAA 

GCTGGCCCGATCTCTCCCCACAGTT 

GCAAGAAGCATTTTCAAAGAATAGT 

ATTGGGATGAAACT ACTTTAGCAAAG 

TCCACAGATCAGAAACCAGACGGT 

AGGAGACTGGGTGCTATAATTAGATT 

ATTTTGAGGCAGACAGAGAGCTGT 

AGCCTGCAAGGTTAG GACTTGAAGA 
GGGAAGGTATTTAATAACTGGGCGA 
TTAGTGCAGTTGGAATGAATGTGTAT 
AGGTCAGAGGTCTTCGTGTTCACA 

TCACCTCTCAGTTGAAAGATTTCTTCT 
TTG AAAG GTC AAGACCGTGAACT 
AGTCTGGATGTAAGGC CTGCCTCAAA 
GAGACACTAATGGGAGGGAACAAA 

AAAGGAAGAAGCACGATGCAAACAG 
AAACAAGACGAGACAGAGTGAGCGA 

ACTGCTTCAAGTCTTGACCCCTTTGT 

GTCTAATAGCTAAACAAACATGTG 

AACAATAG G AATAAG GTTACTTCAGC 

CTTAAG GGGCTTATC ATACTGCTG 

GACAGGGAAATCTGCCTACCAAGAG 

GGGTGTGTGTGTCTTTGTGCCCACA 

AACAAGTCCATGACTCCCAAGGGTTT 

AAG GAG CAATGGTTCAGTGAGACA 

ACACTCATACTCATATGTACGTGCTC 

AGTCGAACG GACTG CAGTCCGTTC 

TACTGCTATGGAATGAGACCACCACT 

TCTCCTGTTGTCCTTCCCAGCTTC 

TGCCAAGTGAGGACAAACTGCTAGG 

CTGTATCCCATAATTTCAGGATGAG 



AAACCGACCGCCTGTAGGCTCCTGG 
AACTATACAGATAG GTAAAGAGTTC 
GACCAATCATCAGACTCCTTGAACTC 
CCCCACTCTGCTGGCTCTGTAACC 
AGAGATCCAGGTGCAAGTGGATTGA 
GACAG CAGCAAC AG CTCAAGAGATA 
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7382 


db mining 


Hs. 337774 


NMJXW723 


7383 


db mining 


Hs.318568 


BF475243 


7384 


db mining 


Hs.318569 


BF475244 


7385 


db mining 


Hs.321709 


NMJ)02560 


7386 


db mining 


Hs.322478 


D38491 


7387 




Hs.323114 


AK023846 


7388 


db mining 


Hs.323949 


NMJJ02231 


7389 


db mining 


Hs.324507 


NMJJ24524 


7390 


db mining 


Hs.326447 


BC004857 


7391 


db mining 


Hs.333558 


BG577468 


7392 


db minfpn 

uu iiiii in iy 


Hs. 334303 


BG642392 


7393 


db mining 


Hs.334804 


NMJJ00558 


7394 


db mining 


Hs.334853 


NMJJ32241 


7395 


db mining 


HS.250855 


NMJ)32695 


7398 


db mining 


Hs.336689 


AA493477 


7397 


db mining 


Hs.180450 


BF791433 


7398 


Table 3A 


NA 


AA077131 


7399 


Table 3A 


NA 


AA501725 


7400 


Table 3A 


NA 


AA501934 


7401 


Table 3A 


NA 


AA579400 


7402 


Table 3A 


NA 


AF249845 


7403 


rih mfnlno 
uu iiiii in iy 


Hs.277051 


AIS30242 

^Vl OVWAtA 


7404 


db mining 


Hs^77052 


A1630342 


7405 


db mining 


NA 


AI732228 


7406 


Tahlft 3A 


Hs 197803 




7407 


Table 3A 


Hs 232000 


AW3A0RR1 

r\* v jouoo 1 


7408 


Table 3A 


Hs.325568 


AW384988 


7409 


Table 3A 


NA 


AW836389 


7410 


Table 3A 


NA 


AW837717 


7411 


Table 3A 


NA 


AW837808 


7412 


Table 3A 


NA 


AW842489 


7413 


Table 3A 


NA 


AW846858 



Table 8 

4758671 rho/rac guanine nucleotide exchange 
factor (GEF) 2 (ARHGEF2). mRNA 
/cds={1 12,2988) 

1 1 544420 EST 001 cDNA, 5' end /cione_end=5' 

1 1 544421 EST 002 cDNA, 5* end /done_end=5* 

4505548 purinergic receptor P2X, ligand-gated 
ton channel, 4 (P2RX4), mRNA 
/cds=(27,1193) 
559327 mRNA for WAA01 17 gene, partial cds 
/Cds={0,683) 

10435908 cDNAFLI13784fis, done 

PLACE4000593 /cds=UNKNOWN 

13259537 kangai 1 (suppression of tumorigenidty 
6, prostate; CD82 antigen (R2 leukocyte 
antigen, antigen detected by 
monoclonal and antibody IA4)) (KAI1). 
mRNA /cds= (18 1,984) 

13375667 hypothetical protein FU20986 

(FU20986), mRNA /cds=(1 82,2056) 

1 3436058 Homo sapiens, clone IMAGE: 3690478, 
mRNA, partial cds /cds=(0,71) 

13592532 gu.seq cONA 

13777102 gu.seq39525GcDNA 

6715603 hemoglobin, alpha 1 (HBA1), mRNA 

/cds=(37,465) 
14149953 hypothetical protein FU23544 

(FU23544), mRNA/cds=(l25,517) 
14249283 Prothymosln, alpha (gene sequence 28) 

2223318 ESTs 

1 2096487 ribosomal protein S24 (RPS24), 

transcript variant 1, mRNA 

/cds=(37,429) 
1 836605 7B08E1 0 Chromosome 7 Fetal Brain 

cDNA Library cDNA clone 7B08E10, 

mRNA sequence 
2236692 ng18e12.s1 NCI_CGAP_Lip2 cDNA 

done IMAGE:929806 similar to contains 

Alu repetitive element;, mRNA 

2236901 nh56a10.s1 NCLCGAP_Pr8 cDNA 

done IMAGE:956346, mRNA sequence 

2357584 nf33d05.s1 NCL_CGAP_Pr1 cDNA 

done IMAGE:915561 similar to contains 
Alu repetitive element;contains 

8099620 isolate Siddi 10 hypervariaWe region 1, 

mitochondrial sequence 
4681 572 ad07c09.y1 cDNA /done=ad07cQ9- 

(random) 

4681672 ad08g11.y1cDNA/done=ad08g11- 
(random) 

5053341 nf1 9e05.x5 NCI_CGAP_Pr1 cDNA 

done IMAG&914240 similar to contains 
Alu repetitive element;, mRNA s 

6883708 mRNA for KIAA0160 gene, partial cds 

/cds=(0,2413) 
6885540 UI-H-BI0p^h-h-06-O-ULs1 cDNA, 3* 

end /done=IMAGE:2712035 

/done_end=3' 
6889647 602386081 Fl cDNA, 5' end 

/clone=lMAGE:4514972 /done_end=5* 

7930363 PMQ-LTG030-l01299-001-f08 LT0030 

cDNA, mRNA sequence 
7931 691 CM2-LT0042-281 299-062-e1 1 LT0042 

cDNA, mRNA sequence 
7931782 CM1-LT0042-100300-14<W05 LT0042 

cDNA, mRNA sequence 
7936472 PM4-CN0032-0502GO-002-C1 1 

CN0032 cDNA, mRNA sequence 
7942373 QV3-CT0195-01 1099-001-C09 CT0195 

cDNA, mRNA sequence 

566 



ATGTCCCTTTCTCCTCTCCCCTCTTC 
CTCTTACTG CTGTTCTCC CTTTCT 

ACATCCATAGAACAATACATCAAAGT 

TGTTGAAGTGTTGCAGGGGAGGGC 

AGCACTTACTGTCAGG CATTCAGAAT 

GTGAGCAATGACAATAATTTACCT 

AATCTGATTGAGTCTCCACTCCACAA 

GCACTCAGGGTTCCCCAGCAGCTC 

AACCCAAGAAAAGAGTTGCTCTTACT 
ATCTACTGCTGACTCTTGAACTTT 
TTCGTAGGTGGGCTTTTCCTATCAGA 
G CTTG G CTCATAAC CAAATAAAGT 
AGGTGG GCTGGACTTCTACCTGCCC 
TCAAGGGTGTGTATATTGTATAGGG 



TGTGTCAGAATGGCACTAGTTCAGTT 
TATGTCCCTTCTGATATAGTAGCT 
CTATCAGCCCCAAGTGGAGCAGAAC 
AGAG GGATTTG GGAG GAATGTCCTC 

TGCTAAGGAGAGGGGCCATGAAGAG 

TTTTGTTGAGAACATCGTGTCTGAG 

AGTCAGAACTTCAAGTCCCCATTAAA 

GGGGCTGGAAAATACAAGTACAGT 

CTCCCCTTCCTGCACCCGTACCCCC 

GTGGTCTTTGAATAAAGTCTGAGTG 

CAGATGGTTGTGGGGTCAAGTACATC 

CCCAGTCGTGGCCCTTTGGACAAG 

TTTTGGCCTGTTTGATGTATGTGTGA 

AACAATGTTGTC CAACAATAAACA 

AGCCTAGGTGACAGAGCAAGACTCC 

ATTTCAAAAACAAAACAAAACAAAA 

ACACTGAGAATACACGACATACACGC 

ACGCACAAGACAACAACAGACAGC 

CAGCCACCTCCTCAGGTCAGACAAG 
CCCAGCACCCAAATACCACTATCTG 

GGCTTCCCTATTACCTCCCAGCGAAA 
TTCGTAGTCTTTCTCTATGGAGTT 



TGCTGATGTGTTAGGTAGTTGTGGCA 
CACTCACCTGTCTTTCCTAAATGC 

TTC ATG CTCAG CAAAAC AA C GTTTTA 
GGATGGTGAGAGAAGACAAAGTAA 



TATTAACCACTCACGGGAGCTCTCCA 
TGCATTTGGTATTTTCGTCTGGGG 
TTAC CTGCTTTGCATGCTCTCCATC G 
TCAAAGTCTTCTGGAAACTTAGGC 
CCCCACCCCAACACATACAAACGTTT 
CCCACCAATCCTTGAACTGCAAAA 
TTCAAG GTCCCAATACCCAACTAACT 
CGAAGGAAGAAATGGAAATCTATT 



TGCACAGAACTCTTACTTACATGTCT 
CATCGAAACTCCAGAACACCGTCG 
TGCATGTATCCCGGTAATTCAAATCC 
AATTTCACAGCCACTG CTGAATAT 

TACAGGAAAATGAAACTAGACGGGTG 
GGGGACACTAGAATGAAAACGAGT 

AGTTTCTGCTTTCAGTGACTGAGGCT 

TTGCTTTAACCTGGTGACTCCCAA 

TCCCACTTCAAGTTAAGCACCAAAGC 

AATCACTAATTCTGGAG CAC AG GA 

CATGGATGGGGGCAGTGGTGTTTCT 

AGTGTGTGAGGAAGCAGAGCAGATG 

TCACCACAGATGGGAAGATCGTTTCC 

TGAAAACAGTCTATAAATCACAGA 

CAGACGCTCCAGTGCTGCCGAGGTT 

AGTGTGTTTATTAGACCTGAAATGA 
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NA 
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7428 


Table 3A 


NA 
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NA 
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NA 


BF373638 


7431 


Table 3A 


NA 


BF740663 


7432 


Table 3A 


NA 


BF749089 


7433 


Table 3A 


NA 


BF758480 


7434 


Table 3A 


NA 


BF773126 


7435 


Table 3A 


NA 


BF773393 


7436 


Table 3A 


NA 


BF805164 


7437 


Table 3A ' 


NA 


BF818594 


7438 


Table 3A 


NA 


BF827734 


7439 


Table 3A 


NA 


BF845167 


7440 


Table 3A 


NA 


BF869167 


7441 


Table 3A 


NA 


BF875575 


7442 


Table 3A 


NA 


BF877979 


7443 


Table 3A 


NA 


BF897042 


7444 


Table 3A 


NA 


BF898285 


7445 


Table 3A 


NA 


BF899464 


7446 


Table 3A 


Hs.324473 


BF904425 


7447 


Table 3A. 


NA 


BF906114 


7448 


Table 3A 


Hs.104679 


BF926187 


7449 


Table 3A 


Hs.75703 


BF928644 



79521 83 PM4-CT0290-271 099-001 -c04 CT0290 

cDNA, mRNA sequence 
8055549 PM2-NT0O79-030500-0D1 -a04 NT0079 

cDNA, mRNA sequence 
8405765 QVO-BT0041-01 1 199-039-f09 BT0041 

cDNA, mRNA sequence 
8476469 PM2-BT0672-13Q400-006-h09 BT0672 

cDNA, mRNA sequence 
8482384 IL2-BT0733-130400-068-C11 BT0733 

cDNA, mRNA sequence 

8623543 ELL-RELATED RNA POLYMERASE II, 
ELONGATION FACTOR (ELL2), 
mRNA /cds={0, 1922) 

8625827 QV3-HT0457 -060400-1 46-MO HT0457 
cDNA, mRNA sequence 

8631 1 59 arglnlne-tRNA-protein transferase 1-1 p 
(ATE1) mRNA, alternatively spliced 
product, partial cds/cds^O, 1544) 

8639102 602343016F1 cDNA, 5' end 

/done=IMAGE:4453466 /done^end=5' 

8656813 RC1-HT0598-020300-011-h02HT0598 

cDNA, mRNA sequence 
8658032 PM1-HT0609-060300-001-g03HT0609 

cDNA, mRNA sequence 
9098807 TCBAP1D6404 Pediatric pre-B cell 

acute lymphoblastic leukemia Baylor- 
. HGSC project=TCBA cDNA done T 
10193336 mRNA; cDNA DKFZp434C01 18 (from 

done DKFZp434C0118); partial cds 

/cds=(0,1644) 
11301656 RC3-BT0333-310800>115-f11BT0333 

cDNA, mRNA sequence 
11316597 CM2-HT0945-150900-379-g06HT0945 

cDNA, mRNA sequence 
11326438 RC6-NN1 068-070600-01 1-B01 

NN1Q68 cDNA, mRNA sequence 
11335663 MRO-FT0176-040900-202-g09FT0176 

cDNA, mRNA sequence 
12067339 QV1-HB0031-071200-562-H04 HB0031 

cDNA, mRNA sequence 
12075765 MR2-BN0386-051000-014-b04 

BN0386 cDNA, mRNA sequence 
12106380 MR4-CT0539-141 100-003-d05 CT0539 

cDNA, mRNA sequence 
12121026 CM3-rr0O48-1512OO-568-fO8 IT0048 

cONA, mRNA sequence 
12121 293 CM2-IT0039-1 91200-638-h02 IT0039 

cDNA, mRNA sequence 
12134153 QV1-Cl0173-061100-456-f03CI0173 

cDNA, mRNA sequence 

12156027 MR3-CI0184-201200-009-a04Cl0184 

cDNA, mRNA sequence 
12171909 RC6-HN0025-041200-022-F08 

HN0025 cDNA, mRNA sequence 
12201450 RC5-HT1 035-271 200-01 2-F08HT1 035 

cDNA mRNA sequence 
12259297 IL5-ET01 19-1 81 000-1 81-D1 1 ET01 19 

cDNA, mRNA sequence 
12265705 QV3-ET0100-111100-391-C02ET0100 

cDNA, mRNA sequence 
12268109 MRO-ET0109-171100-001-D02 ET0109 

cDNA mRNA sequence 
12288501 1L2-MT0179-271 1 00-254-C1 1 MT0179 

cDNA, mRNA sequence 
122S9744 QV1-MT0229-281100-508-e11 

MT0229 cDNA, mRNA sequence 
12290923 IL5-MT0211-011200-317-fD3MT0211 

cDNA, mRNA sequence 
1 2295884 40 kDa protein kinase related to rat 

ERK2/cds=(134,1180) 
12297573 IL3-MT0267-2812DO-425-A05 MT0267 

cONA, mRNA sequence 
12323197 Homo sapiens, done MGC:18216 

IMAGE:41 56235, mRNA, complete cds 

/cds=(2206,2373) 
12326772 small inducible cytokine A4 

(homologous to mouse MJp-ib) 

(SCYA4), mRNA /cds=(1 08,386) 



CCCTTTAGGCCTCTTGCCCGAACAGT 

GAACACTAATAGATATCCTAAGCT 

ATGGGGATCATGTTTTA 1 1 1 1 ICTCTA 

TATAATGGGCCAGTGTGTTCCCA 

AG CTGTAGACC ATAAGCCACCTTCAG 

GTAGTGGTTTGGGAAATCAAGCAA 

TGTACTTATGCTTGTCTTCTCTACCTG 

CCCCCAGTCTTGAAGTGGTGGAA 

GGAGGGTGTGGGAAGCAAGAGAAGA 

ACATTCTGTTA G G G GCAGAGAAGAA 

GCATCTCCAGCTTTCATAGTTACCCA 
ACTTGTAAACCAGAAGATGTGCTG 

GGCCAGTGCCAGACGGTAGCTAGTT 
GGATGCTAAAGGTAGAATTTAGATA 
GGCATTGTAGGTTGACACCAGCAAAG 
ACTCAGAGTGACTTGAGCATTGGA 



AGCCCATTTGGATATGGCCCATCTTT 
ACCTAATGGCTACTATAGTGAGGT 

AATCACAGCAGTAACTCCCAGTAGGA 

AAGATTCTCAAAGGAATAGTTCTT 

AATGGTCAGGCACAGGTAGAATCAAA 

GTCCTGTATGTATGTTCACACAGA 

TACCTGAAGGTGTAGAGAGTGCCCG 

CATCCAGCAAGGCCAACAGCTCCAC 

CTGTGTTTTTCCCAAAGCAACAATTTC 
AAACAAAGTGAGAGCCACTGACA 

GACTCCGAGCTCAAGTCAGTCTGTAC 

CCCCAACCCCTAACCCACTGCATC 

TGTAACTG ACTTTATGTATCA CTCAAG 

TCTTGCCTTTACTGAGTGCCTGA 

TCTCTCTAACCAAAACTGTAATCTTCA 

GGACCAGCAAACTCAGCCCAAGG 

AACTCTTG GTTAAATG GGTTAATAGA 

G GATTGG AACACTTTGTTTGCTGT 

AGAAGCAAACCTGTGAAGCTACTATC 

GTTTATCATCAGTGTGAATGCACT 

GGACTAACTTCCACCTCCTCTGCTAC 

TTCCAG CTGCTTCTAATCACACTT 

AGTCTTCCACCGAGCATAGGTATCAC 

ACAACCAGCTCTGTTTTACTCCTG 

TTAGCTG GTACATTGTTCAGAGTTTA 

CTGGGAGCCGGTAAGATAGTCACC 

AGCGTGATGCTTCCTCATGTCGGTGA 

TTTTCTGTTGAGACATCTTCAAGC 

ACAAAAGTATGGAATTCAATTCTTTTT 

ATATGCTG CAGCCATGTTCCTGCCCT 

AGA 

TGTAATTGATTTCCGCATAAACG GTC 

ATTACTGGCACCTATGG CAGCACC 

GTGATCCACTTGGAGCTGCTACTGGT 

CCCATTGAGTCCTATAGTACTTCA 

TGCCATGAAATCTCTATTAATTCTCAG 

AAAGATCAAAGGAG GTCCCGTGT 

CCCACCTGGCAAATCCTCAAGTGTGA 

CCCTAGTCATCTTTCTCCTTTTGG 

GCTAAACAGAAAAGAACCTGAAGTAC 

AGTTCC C GTCTTCAAAGAAGATGC 

ATCCTCCTCCCCTGGGATGGCATAGA 

AGAGACTTTAAAACCAAATGAGCC 

GTCAGTAAGCTCTGCCTGCCAAGAAG 

ACACAGTGAGAGGTGTCCACAGTC 

GTTTCCACTTAGTTACTTCTTCCTACC 

TGCTGTGAAGCTCTGCACCCTGC 

AGAGTAATCCACATCCCAGGGACAGT 

CACAATGACCTACGGCTTTAGCTG 

GCAGGG CTAC ACC AAGTCCATTGATA 

TTTGGTCTGTAGGCTGCATTCTGG 

TCTTCTCTAAAATG CCCTCCTCTCCTT 

CCI 1 1 1 TCCAGACCTGGTTTAAA 

TCGCCATTT GGTAG TTCCACAGTGAC 

TGCTCTTCTATTTTACGAAG CCAC 

GTAGATTACTATGAGACCAGCAGCCT 
CTGCTCCCAGCCAGCTGTGGTGTG 



567 



WO 02/057414 



PCT/US01/47856 



7450 




NA 


BG006820 


7451 


Table 3A 


NA 


F11941 


7452 


Table 3A 


NA 


U46388 


7453 


Table 3A 


NA 


U75B05 


7454 


Table 3A 


NA 


W27656 


7AS* 


iiLciciiure 


NA 


X17403 




iiieraiune 


MA 

FVM 


A 1 t*tWt 


7 a err 


literature 


Me <970Q 


Al i*t\JD 


7 A Ka 


iiieraiure 




A 1 /*KJO 


7AZQ 

/Aov 


iiteraiure 




A I f Hut 


7460 


literature 


NA 


X17408 


7461 


literature 


NA 


X17409 


7462 


literature 


NA 


X17410 


7463 


literature 


NA 


X17411 


7464 


literature 


NA 


X17412 


7AM 


UlcldlUlc 




Y17410 




literature 


NA 


X17414 




literati irA 


NA 


X17415 


moo 


IllCfdlUie 


NA 


X17416 


7469 


literature 


NA 


J01917 


7470 


literature 


NA 


J01918 


7471 


literature * 


NA 


J01919 


7472 


literature 


NA- 


J01920 


7473 


literature 


Hs.250596 


J01921 


7474 


literature 
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literature 
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NA 
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7481 


Table 3A 
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db mining 
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db mining 


Hs.277052 
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Table 8 

12450386 RC4-GN0227-271100-011-d03 
6N0227 cDNA mRNA sequence 
706260 HSC33F051 normalized infant brain 
cDNA cDNA done c-33f05, mRNA 
sequence 

1236904 HSU46388 Human pancreatic cancer 

cell line Patu 8988t cDNA clone xs425, 

mRNA sequence 
1 938265 HSU75805 Human cDNA clone f46, 

mRNA sequence 
1 307658 36f1 0 Human retina cDNA randomly 

primed sublibrary cDNA, mRNA 

sequence 

59591 Human cytomegalovirus strain AD1 69 

complete genome 
59591 Human cytomegalovirus strain AD1 69 

complete genome 
59591 Cartilage linking protein 1 

59591 mRNA for cartilage specific 

proteoglycan 
59591 Human cytomegalovirus strain AD1 69 

complete genome 
59591 Human cytomegalovirus strain AD1 69 

complete genome 
59591 Human cytomegalovirus strain AD1 69 

complete genome 
59591 Human cytomegalovirus strain AD1 69 

complete genome 
59591 Human cytomegalovirus strain AD1 69 

complete genome 
59591 Human cytomegalovirus strain AD1 69 

complete genome 

59591 Human cytomegalovirus strain AD1 69 

complete genome 
59591 Human cytomegalovirus strain AD 169 

complete genome 
59591 Human cytomegalovirus strain AD169 

complete genome 
59591 Human cytomegalovirus strain A01 69 

complete genome 
20981 1 Adenovirus type 2, complete genome 

20981 1 Adenovirus type 2, complete genome 

20981 1 Adenovirus type 2, complete genome 

20981 1 Adenovirus type 2, complete genome 

209811 xy45f1Q.x1cDNA t 3 , end 

/done=lMAGE:2856139 /done_end=3' 

20981 1 Adenovirus type 2, complete genome 

20981 1 Adenovirus type 2, complete genome 

20981 1 Adenovirus type 2, complete genome 

1 836605 7B08E1 0 Chromosome 7 Fetal Brain 
cDNA Library cDNA done 7B08E10, 
mRNA sequence 

2236692 ng18e12.s1 NCLCGAPJJp2 cDNA 

clone IMAGE:929806 similar to contains 
Alu repetitive element;, mRNA 

2236901 nh56a10.s1 NCI_CGAP_Pr8 cDNA 

clone IMAGE:956346, mRNA sequence 

2357584 nf33d05.s1 NCLCGAP__Prt cDNA 

done IMAGE:915561 similar to contains 
Alu repetitive element;cbntalns 

8099620 isolate Siddl 1 0 hypervariable region I, 

mitochondria) sequence 
4681572 ad07c09.y1cDNA/done=ad07cO9- 

(random) 

4681672 ad08g11.y1 cDNA/done=ad08g11- 
(random) 



TTTCCTTTTCGCTGACTTTCTCACTCA 
CTGTCTGTCTCTCATTTTCTCCA 
TGGTAAGTTTCTGGCAGTGTGGAGAC 
AGGGGAATAATCTCAACAGTAGGT 

CCATGGTGGTGCTTGAC7TTGCTTTG 
GGGCTTAATCCTAGTATCATTTGG 

TCAGTG GGTGTTGGTTGTCCATTAGT 
TGAGACTTAGTTGTTGCTCTGGGA 
GGCTGGACAGCAGATGATTCAAATCT 
CAATACTACATGCCCATTCTGTGG 

AATAATAGATTAGCAGAAG GAATAAT 

CCGTGCGACCGAGCTTGTG CTTCT 

TTTTGCGAACTTTTAGGAACCAG CAA 

GTCAACAAAAGACTAACAAAGAAA 

GAGATCGACATCGTCATCGACCGAC 

CTCCGCAGCAACCCCTACCCAATCC 

ACATTCAAAAGTTTGAGCGTCTTCAT 

GTACGCCGTTTTC GGCCTCACGAG 

CCAACGACACATCCACAAAAATCCCC 

CATCGACTCTCACAATCGCATCAT 

CTTTGAGCAG GTTCTCAAG GCTGTAA 

CTAACGTGCTGTCGCCCGTCTTTC 

GATGTCCGTCTACGCGCTATCGGCC 

ATCATCGGCATCTATCTGCTCTACC 

TCTTCTG GGACGCCAACGACATCTAC 

CG CATCTTCG CCGAATTG GAAG G C 

ACGAACAGAAATCTCAAAAGACGCTG 

ACCCGATAAGTACC GTCACGG AGA 

AGAGAACAACAAAACCACCACGACGA 

TGAAACAAAACGCTCAACCAAACA 

CTGCATCGTCGTCGTCCTCCTCCTCT 

CGGAGATCGCGACGGAGAAACAAC 

CTGAGCCTGGCCATCGAGGCAGCCA 

TCCAGGACCTGAGGAACAAGTCTCA 

CCTCTGGAGGCAAGAGCACCCACCC 

TATGGTGACTAGAAGCAAGGCTGAC 

TTCGTGGGCACCAAGTTTCGCAAGAA 

CTACACTGTCTGCTGGCCGAGTTT 

CTGTGGAATGTATCGAGGACTTGCTT 

AACGAGTCTG G GCAACCTTTGG AC 

GCTGGCCTGCACCCGCGCTGAGTTT 

GGCTCTAGCGATGAAGATACAGATT 

GGGGCGGTTAGGCTGTCCTCCTTCT 

CGACTGACTCCATGATCTTTTTCTG 

TGTTTGCCTTATTATTATGTGGCTTAT 

TTGTTGCCTAAAGCGCAGACGCG 

ACGGTGATCAATATAAGCTATGTGGT 

GGTGGGG CTATACTACTGAATGAA 

TTTCTGCCCTGAAGGCTTCCTCCCCT 

CCCAATGC GGTTTAAAACATAAAT 

GGCTTATGCCCATGTATCTGAACATC 

CAGAGTCACCTTTACCACGTCCTG 

CTACTGCCGTACAGCGAAAGCCGCC 

CCAACCCGCGAAACGAGGAGATATG 

CAGATAGTGGTATTTGGGTGCTGGG 

CTTGTCTGACCTGAGGAGGTGGCTG 

AACTCCATAGAGAAAGACTACGAATT 
TCGCTGGGAGGTAATAGGGAAGCC 



GCATTTAGGAAAGACAGGTGAGTGTG 
CCACAACTACCTAACACATCAGCA 

TTACTTTGTCTTCTCTCACCATCCTAA 
AAC GTTGTTTTG CTGAG CATGAA 



CCCCAGACGAAAATACCAAATGCATG 

GAGAGCTCCCGTGAGTGGTTAATA 

GCCTAAGTTTCCAGAAGACTTTGACG 

ATGGAGAGCATGCAAAGCAGGTAA 

TTTTGCAGTTCAAGGATTGGTGGGAA 

ACGTTTGTATGTGTTGGGGTGGGG 
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Table 8 

5053341 nf19e05j(5 NCI_CGAP_Pr1 cDNA 

done IMAGE:914240 similar to contains 
Alu repetitive element;, mRNA s 

6683708 mRNA for KIAA0160 gene, partial cds 

/cds=(0,2413) 
6885540 UI-H-BlOp-abh-h-06-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:2712035 

/done end=3' 
6889647 602386081 F1 cDNA, 5' end 

/done=IMAGE:4514972 /done_end=5' 

7930363 PM0-LT0030-101299-O01-f08LT0030 

cDNA, mRNA sequence 
7931691 CM2-LT0042-281299-062-e11 LT0042 

cDNA, mRNA sequence 
7931762 CM1-LT0042-100300-140-TO5LT0042 

cDNA, mRNA sequence 
7936472 PM4-CN 0032-050200-002^11 

CN0032 cDNA, mRNA sequence 
7942373 QV3-CT0195-01 109 9-001 -c09 CT01 95 

cDNA, mRNA sequence 
7952163 PM4-CT0290-271099-001-C04CT0290 

cDNA, mRNA sequence 
8055549 PM2-NTO079-O30 500-001 -a04 NT0079 

cDNA, mRNA sequence 
8405765 QVO-BT0041-011199-039-f09BT0041 

cDNA, mRNA sequence 
8476469 PM2-BT0672-130400-006-h09 BT0672 

cONA, mRNA sequence 
8482384 IL2-BT0733-130400-068-C11 BT0733 

cDNA, mRNA sequence 
8623543 ELL-RELATED RNA POLYMERASE II, 

ELONGATION FACTOR (ELL2), 

mRNA /cds=(0,1 922) 
8625827 QV3-HT0457-060400-146-fi10 KT0457 

cDNA, mRNA sequence 
863 1 1 59 arginine-tRNA-protein transferase 1 -1 p 

(ATE1) mRNA, alternatively spliced 

product, partial cds /cds=(0,1544) 

8839102 602343016F1 cDNA, 5' end 

/done=IMAGE:4453466 /done_end=5' 

8656813 RC1-HT0598-020300-011-h02HT0598 

cDNA, mRNA sequence 
8658032 PM1-HT0609-060300-001-g03 HT0609 

cDNA, mRNA sequence 
9098807 602495247F1 cDNA, 5' end 

/done=!MAGE:4609330 /ctone_end=5' 

1 0193336 mRNA; cDNA DKFZp434C01 1 8 (from 

clone DKFZp434C0118); partial cds 

/cds=(0,1644) 
1 1 301 656 RC3-BT0333-3 1 080O-1 1 5-f1 1 BT0333 

cDNA, mRNA sequence 
11316597 CM2-HT0945-15090O-379-g06HTO945 

cDNA, mRNA sequence 
11326438 RC6-NN1 068-070600-01 1-B01 

NN1068 cDNA, mRNA sequence 
1 1 335663 MR0-FTO176-O409OO-202-g09 FT0176 

cDNA, mRNA sequence 
12067339 QV1-HB0031-071200-562-h04 HB0031 

cDNA, mRNA sequence 
12075765 MR2-8N0386-051 000-014-004 

BN0386 cDNA, mRNA sequence 
1 2106380 MR4-CT0539-1 41 100-003^05 CT0539 

cDNA, mRNA sequence 
12121026 CM3-rT0048-151200-568.to8rr0048 

cDNA, mRNA sequence 
12121293 CM2-IT0039-19l200-638-h02rr0039 . 

cDNA, mRNA sequence 
12134153 QV1-Cl0173-08l100-456-f03C!0173 

cDNA, mRNA sequence 

12156027 MR3-CI0184-20l200-009-a04CI0184 

cDNA, mRNA sequence 
12171909 RC6-HN0025-Q41200-022-F08 

HN0025 cDNA, mRNA sequence 
12201450 RC5-HT1035-271200-012-F08HT1035 

cDNA, mRNA sequence 



-1 AATAGATTTC CATTTCTTCCTTCGAGT 
TAGTTGG GTATTGG GACCTTGAA 



-1 CGACGGTGTTCTGGAGTTTCGATGAG 
ACATGTAAGTAAGAGTTCTGTGCA 

-1 ATATTCAG CAGTGG CTGTGAAATTGG 
ATTTGAATTACCGG GATACATGCA 

-1 ACTGGTTTTCATTCTAGTGTCCCCCA 
CCCGTCTAGTTTGATTTTCCTGTA 

•1 TTGGGAGTCACCAGGTTAAAGCAAAG 

CCTCAGTCACTGAAAGCAGAAACT 
-1 TCCTGTGCTCCAGAATTAGTGATTGC 

TTTGGTG CTTAACTTGAAGTG G GA 
-1 CATCTGCTCTGCTTCCTCACACACTA 

GAAACACCACTGCCCCCATCGATG 
-1 TCTGTGATTTATAGACTGTTTTCAGGA 

AACGATCTTCCCATCTGTGGTGA 
-1 TCATTTCAGGTCTAATAAACACACTAA 

CCTCGGCAGCACTGGAGCGTCTG 
-1 AGCTTAG GATATCTATTAGTGTTCACT 

GTTCGGGCAAGAGGCCTAAAGGG 
-1 TGGGAACACACTGGCCCATTATATAG 

AGAAAAATAAAACATGATCCCCAT 
-1 TTGCTTGATTTCCCAAACCACTACCT 

GAAGGTGGCTTATGGTCTACAGCT 
-1 TTCCACCACTTCAAGACTGGG GGGA 

GGTAGAGAAGACAAGCATAAGTACA 
-1 TTCTTCTCTGCCCCTAACAGAATGTT 

CTTCTCTTGCTTCCCACACCCTCC 
-1 CAG C ACATCTTCTG GTTTACAAGTTG 

GGTAACTATGAAAGCTGGAGATGC 

-1 TATCTAAATTCTACCTTT AGCATCCAA 
CTAGCTACCGTCTGGCACTGGCC 

-1 TCCAATGCTCAAGTCACTCTGAGTCT. 
TTGCTGGTGTCAACCTACAATGCC 



-1 ACCTCACTATAGTAGCCATTAGGTAA 
AGATGGGCCATATCCAAATGGGCT 

-1 AAGAACTATTC CTTTGAGAATCTTTC C 
TACTGGGAGTTACTGCTGTGATT 

-1 TCTGTGTGAACATACATACAGGACTT 
TGATTCTACCTGTGCCTGACCATT 

-1 GTGGAGCTGTTGGCCTTGCTGGATG 
CGGGCACTCTCTACACCTTCAGGTA 

-1 TGTCAGTGGCTCTCACTTTGTTTGAA 
ATTGTTGCTTTGGGAAAAACACAG 

-1 GATGCAGTGGGTTAGGGGTTGGGGG " 

TACAGACTGACTTGAGCTCGGAGTC 
-1 TCAGG CACTC AGTAAAGGCAAGACTT 

GAGTGATACATAAAGTCAGTTACA 
-1 CCTTGGGCTGAGTTTGCTGGTCCTGA 

AGATTACAGTTTTGGTTAGAGAGA 
-1 ACAGCAAACAAAGTGTTCCAATCCTC 

TATTAAC CCATTTAAC CAAGAGTT 
-1 AGTGCATTCACACTGATGATAAACGA 

TAGTAGCTTCACAGGTTTG CTTCT 
-1 AAGTGTGATTAGAAGCAGCTGGAAGT 

AGCAGAGGAGGTGGAAGTTAGTCC 
-1 CAGGAGTAAAACAGAGCTGGTTGTGT . 

GATACCTATG CTGGGTGGAAGACT 
-1 GGTGACTATCTTACCGGCTCCCAGTA 

AACTCTGAACAATGTACCAGCTAA 
-1 GCTTGAAGATGTCTCAACAGAAAATC 

ACCGACATGAGGAAGCATCACGCT 
-1 TCTAGGGCAGGAACATGGCTGCAGC 

ATATAAAAAGAATTGAATTCCATACTT 

TTGT 

-1 GGTGCTGCCATAGGTG CCAGTAATG 
ACC GTTTATG CG GAAATCAATTACA 

-1 TGAAGTACTATAGGACTCAATGGGAC 
CAGTAGCAGCTCCAAGTGGATCAC 

-1 ACACGGGACCTCCTTTGATCTTTCTG 
AGAATTAATAGAGATTTC ATG GC A 



569 



WO 02/057414 



PCT7US01/47856 



7519 


Table 3A 


NA 


BF869167 


7520 


Table 3A 


NA 


BF875575 


7521 


Table 3A 


NA 


BF877979 


7522 


Table 3A 


NA 


BF897042 


7523 


Table 3A 


NA 


BF898285 


7524 


Table 3A 


NA 


BF899464 


7525 


Table 3A 


Hs.324473 


BF904425 


7526 


Table 3A 


NA 


BF906114 


7527 


Table 3A 


Hs.104679 


BF926187 


7528 


Table 3A 


Hs.75703 


BF928644 


7529 


Table 3A 


NA 


BG006820 


7530 


Table 3A ' 


NA 


F11941 


7531 


Table 3A 


NA 


U46388 


7532 


Table 3A 


NA- 


U75805 


7533 


Table 3A 


NA 


W27656 


7534 


literature 


Hs.99962 


BC005929 


7535 


literature 


Hs.46295 


X14346 


7536 


literature 


Hs.1256 


J05225 


7537 


literature- 


Hs.728 


M28129 


7538 


literature 


Hs.889 


NMJ)01828 


7539 


literature 


Hs.1 35826 


M69136 


7540 


literature 


Hs.334455 


NMJJ03293 


7541 


literature 


NA 


NC.001345 


7542 


literature ■ 


NA 


NCJ)01345 


7543 


literature ■ 


NA 


NC.001345 


7544 


literature 


NA 


NCJJ01345 


7545 


literature 


NA 


NCJ301345 


7546 


literature ' 


NA 


NC.001345 


7547 


literature 


Hs.279852 


BC004555 


7548 


literature ■ 


NA. 


NCJJ01345 


7549 


literature 


NA 


NC_001345 


7550 


literature 


NA 




7551 


literature 


NA 


NCJJ01345 


7552 


literature 


NA 


NCJJ01345 


7553 


literature 


NA 


NC 001345 


7554 


literature 


NA 


NCJJ01345 



Table 8 

12259297 IL5-ET0119-181000-181-O11 ET0119 

cDNA, mRNA sequence 
12265705 QV3-ET0100-1 1 1 100-391-C02 ET0100 

cDNA, mRNA sequence 
12268109 MRO-ET0109-171100-001-D02ET0109 

cDNA, mRNA sequence 
12288501 IL2-MT0179-271 1 00-254-C1 1 MT0179 

cDNA, mRNA sequence 
12289744 QV1-MT0229-28110O-508-e11 

MT0229 cDNA, mRNA sequence 

12290923 IL5-WlT0211-011200-317-fD3Wrr0211 

cDNA, mRNA sequence 
1 2295884 40 kDa protein kinase related to rat 

ERK2fcds=(1 34,1 180) 
1 2297573 IL3-MT0267-281 200-425-A05 MT0267 

cDNA, mRNA sequence 
1 23231 97 Homo sapiens, clone MGC:1821 6 

IMAGE'41 56235, mRNA, complete cds 

/cds=(2206,2373) 
1 2326772 small inducible cytokine A4 

(homologous to mouse Mip-ib) 

(SCYA4), mRNA /cds=(1 08,386) 
12450386 RC4-GN0227-2711 00-01 1-d03 

GN0227 cDNA, mRNA sequence 

706260 HSC33F051 normalized infant brain 
cDNA cDNA clone c-33ft>5, mRNA 
sequence 

1236904 HSU46368 Human pancreatic cancer 

cell tine Patu 8988t cDNA clone xs425, 

mRNA sequence 
1938265 HSU75805 Human cONA done f46. 

mRNA sequence 
1 307658 36M 0 Human retina cDNA randomly 

primed sublibrary cDNA, mRNA 

sequence 

1 3543541 proteoglycan 2, bone marrow (natural 
killer cell activator, eosinophil granule 
major basic protein) (PRG2), mRNA 
/cds=(857,1525) 
31 1 82 eosinophil peroxidase (EPX), mRNA 

/cds=(0,2147) 
179076 arylsulfetase B (ARSB), mRNA 

/cds=(559,2160) 
556208 ribonudease, RNase A family, 2 (liver, 
eosinophit-derived neurotoxin) 
(RNASE2), mRNA /cds=<71 ,556) 
6325464 Charot-Leyden crystal protein (CLC), 
mRNA/cds=(33,461) 
180539 chymase 1, mast cell (CMA1), mRNA 
/cds={0,743) 
13699841 tryptase, alpha (TPS1), mRNA 

/cds=(17,844) 
9625578 Human herpesvirus 4, complete 
genome 

9625578 Human herpesvirus 4, complete 
genome 

9625578 Human herpesvirus 4, complete 
genome 

9625578 Human herpesvirus 4, complete 
genome 

9625578 Human herpesvirus 4. complete 
genome 

9625578 Human herpesvirus 4, complete 
genome 

1 352871 6 G protein-coupled receptor (G2A), 

mRNA/cds=(900,2042) 
9625578 Human herpesvirus 4, complete 
genome 

9625578 Human herpesvirus 4, complete 
genome 

9625578 Human herpesvirus 4, complete 
genome 

9625578 Human herpesvirus 4, comptete 
genome 

9825578 Human herpesvirus 4, complete 
genome 

9625578 Human herpesvirus 4, complete 
genome 

9625578 Human herpesvirus 4, complete 
genome 



CCAAAAGGAGAAAGATGACTAGGGT 

CACACTTGAGGATTTGCCAGGTGGG 

GCATCTTCTTTGAAGACGG GAACTGT 

ACTTCAGGTTCTTTTCTGTTTAGC 

GGCTCATTTGGTTTTAAAGTCTCTTCT 

ATGCCATCCCAGGGGAGGAGGAT 

GACTGTGGACACCTCTCACTGTGTCT 

TCTTGGCAGGCAGAGCTTACTGAC 

GCAGGGTGCAGAGCTTCACAGCAGG 

TAGGAAGAAGTAACTAAGTGGAAAC 

CAGCTAAAGCCGTAGGTCATTGTGAC 
TGTCCCTGGGATGTGGATTACTCT 
CGAGAATGCAGCCTACAGACCAAATA 
TCAATG GACTTGGTGTAGCCCTGC 
TTTAAACCAG GTCTGGAAAAAGGAAG 
GAGAGGAGGGCATTTTAGAGAAGA 
GTGGCTTCGTAAAATAGAAGAGCAGT 
CACTGTGGAACTACCAAATGGCGA 

GACACCACAGCTGGCTGGGAGCAGA 
GGCTGCTGGTCTCATAGTAATCTAC 

TGGAGAAAATGAGAGACAGACAGTG 
AGTGAGAAAGTCAG CGAAAAGGAAA 

ACCTACTGTTGAGATTATTCCCCTGT 
CTCCACACTGCCAGAAACTTACCA 

C CAAATGATACTAG GATTAAG CCCCA 
AAGCAAAGTCAAGCACCACCATGG 

TCCCAGAGCAACAACTAAGTCTCAAC 
TAATGGACAACCAACACCCACTGA 
CCACAGAATGGGCATGTAGTATTGAG 
ATTTGAATCATCTGCTGTCCAGCC 

TACTGGCGTCGAGCCCACTGCCTCA 
GAAGACTTCCTTTCATCTGTTCCTA 



GTTTCAAG GGACATCTTCAGAGCCAA 
CATCTACCCTCGGGGCTTTGTGAA 
CTACAGTTCTACCATAAACACTCAGT 
CCCCGTGTACTTCCCTGCACAGGA 
TAGTTG CATGTGAC AACAG AGATCAA 
CGACGAGACCCTC CACAGTATCCG 

TTGACCATAGAATCAAGCCTGAGGCT 

GTGAAGATGGTGCAAGTGTGGAGA 

CTGCTGTCTTCACCCGAATCTCCCAT 

TACCGGCCCTGGATCAACCAGATC 

GTCACTGGAGGACCAACCCCTGCTG 

TCCAAAACACCACTG CTTCCTACCC 

CATGCCATGCATATTTCAACTGGGCT 

GTCTATTTTTGAC AC CAG CTTATT 

GAGAAGCACCTCAACCTGGAGACAAT 

TCTACTGTTCAAACAGCAGCAGCA 

ACTTGTCAGGGCCATTCTCTCTCCGG 

GCACTGGGTCACTAGGACTGTTTT 

GACAGCGTCCTAGAAACCCTGGCGA, 

CCATTGCCTCCAGCGGGATAGAGTG 

CATCCTCTGGAGCCTGACCTGTGATC 

GTCGCATCATAGACCGCCAGTAGA 

GCCTCCACACGACATCACACCATATA 

CCGCAAGGAATATCAGGGATGCTG 

ACAGCCATCCTCC CCTTGAGAGTCAT 

CAGAAAAATACATTAGGAAAATGT 

AC CTTCGTCTTCTGAGTCTCATGCCT 

C AAAACCTAGTTTG ATAGACAG GA 

AGATGGCTACCCTTCTGATTATGATC 

CTTTCGTAGAAAATGCTCAAATCT 

ATGCATCGCCGACAAGTCTTGAATTA 

GGATTGTCGAAATTAGACAAAGAA 

CGGGTGTGTTCAATCATCGACGGTGA 

CAATCCTATCTCCATCTATAATCC 

GAAGAGCGAAATG CAATCTTCTGCTT 

CTTCAGTAGAGACTTTACAGTCTT 

GCACATCCATCGCCCAAAGTGAAGTC 

TGCAAGGATGC CATTTA TTGGTTG 

TCTCGGTTTACC1 1 1 1 1 GCTGTTGTG 

GTTCTTTGTTCTTGCTGGTTTGCT 
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WO 02/057414 
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Table 8 



7555 


literature 


NA 


NCJJ01345 


7556 


literature 


NA 


NCJJ01345 


7557 


literature 


NA 


NC_001345 


7558 


literature 


NA 


NC_001345 


7559 


literature 


NA 


NC.001345 


7560 


literature 


NA 


NC.001345 


7561 


literature 


NA 


NC.001664 


7562 


db mining 


Hs.159568 


AI382620 


7563 


db mining 


Hs.129055 


NM_002540 


7564 


db mining 


Hs.12329 


AB014597 


7565 


db mining 


Hs.1 19177 


NM_001659 


7566 


db mining 


Hs.12379 


BC003378 


7507 


db mining 


Hs.319886 


AL589290 


7568 


db mining ■ 


Hs.315597 


NMJH5960 


7569 


db mining 


Hs. 11 0457 


AF071594 


7570 


db mining 


Hs.144904 


NM_006311 


7571 


db mining 


Hs.118064 


NM.022731 


7572 


db mining 


Hs.337616 


NM_000753 


7573 


db mining 


Hs.152049 


AW962287 


7574 


db mining 


Hs.1 15325 


NMJJ03929 


7575 


db mining 


Hs.1 19178 


AK024466 


7576 


db mining 


Hs.1 83698 


NMJX30269 


7577 


db mining 


Hs.15767 


AB023166 


7578 


db mining 


Hs.108104 


NM_003347 


7579 


db mining 


Hs.1 63593 


NMJJ00980 


7580 


db mining 


Hs.121044 


L39061 


7581 


db mining 


Hs.309348 


NM_032472 


7582 


db mining 


Hs.16493 


AK027866 


7583 


db mining 


MS. 134Z 


NM_UUlob4 


7584 


db mining 


Hs.111076 


NMJJ05918 


7585 


db mining 


Hs.1 07476 


NMJJ05476 



9525578 Human herpesvirus 4, complete 
genome 

9625578 Human herpesvirus 6, complete 
genome 

9625578 Human herpesvirus 6, complete 



9625578 Human herpesvirus 6, complete 
genome 

9625578 Human herpesvirus 6, complete 
genome 

9625578 Human herpesvirus 6, complete 
genome 

9628290 Human herpesvirus 6, complete 
genome 

41 95401 qz04e1 OjcI cDNA, 3' end 

/clone=IMAGE:2020554 /done_end=3' 

4505490 Homo sapiens, Similar to outer dense 
fiber of sperm tails 2, clone MGC:9034 
IMAGE:3874501, mRNA. complete cds 
/Cds=(656,2947) 

3327207 mRNA for KIAA0697 protein, partial 
cds/cds=(0,2906) 

4502202 ADP-ribosyiatlon factor 3 (ARF3), 
mRNA /cds=K31 1,856) 
1 3097227 Homo sapiens, ELAV (embryonic 

lethal, abnormal vision, Drosophfla)-like 
1 (Hu antigen R), clone MGC:5084 
IMAGE:2901220, mRNA, complete cds 
/cds=(142 l 1122) 
13243062 DKFZp451F1715_H cDNA, 5* end 

/cJone=DKFZp451 F1715 /done_end=5* 

7705727 CDNAFU10280 Ms, clone 

HEMBB1001288, highly similar to CGI- 
32 protein mRNA /cdS=UNKNOWN 

3249714 MMSET type I (WHSC1) mRNA, 

complete cds /cds=(29,1 972) 
5454137 nuclear receptor co-repressor 1 

(NCOR1), mRNA/cds={240,7562) 
12232386 similar to rat nuclear ubiquitous casein 

kinase 2 (NUCKS), mRNA 

/cds=(66,557) 
4502924 phosphodiesterase 3B, cGMP-inhibited 

(PDE3B), mRNA/cds={0,3338) 

8152099 EST374360 cDNA 

4506374 RAB7, member RAS oncogene family- 
like 1 (RAB7L1), mRNA/cds=(40,651) 

10440445 mRNA for FU 00059 protein, partial 

cds/cds=(2624,4057) 
4557796 ribosoma! protein L29 (RPL29), mRNA 

/cds=(29,508) 
4589541 mRNA for KIAA0949 protein, partial 

cds /cds=(0,2822) 
4507788 ubkjuitin-conjugating enzyme E2L 3 

(UBE2L3), mRNA /cds=(1 5,479) 
11415025 ribosomal protein L18a(RPL18A), 
mRNA /cds={1 9,549) 
632997 transcription factor SL1 mRNA, partial 
cds/cds=(0,1670) 
14277125 tc93c11.x1cDNA,3*end 

/done=IMAGE:207371 6 /ctone_end=3* 

14042851 cDNA FU1496D fis, clone 

PLACE4000192, weakly similar to ZINC 
FINGER PROTEIN 142 
/cds=<1 14,3659) 

4502982 cytochrome c oxidase subunit Vb 
(COX5B), nuclear gene encoding 
mitochondrial protein, mRNA 
/cds=(2l,410) 

5174540 malate dehydrogenase 2, NAD 

(mitochondrial) (MDH2), nuclear gene 
encoding mitochondrial protein, mRNA 
/cds=(86,1102) 

5453560 ATP synthase, H+ transporting, 
mitochondrial F1F0, subunit g 
(ATP5JG), mRNA/cds=(73,384) 

571 



TCTGAATACTCTACAAAACG CTCCTT 

GTCTGCTCTTAAAACCATCTGTGT 

TGAAGCTGACACCTGTGAAACTAACT 

TAAACGCATGTTCTTCTGACTCAG 

TTCTGTTTTGGGCCAGGAACCGTTCT 

ATAAATTGTTTTATTGACTACACG 

TAACACCGTCCAAGAAATTTTGCCGT 

TGTGTCCCCATACTTCTCTAGGGC 

AGAAGAAGGATCAGATGGAGAGTTG 

AAAACTTTAGCTGGTAAGTACATGA 

CCGATACCGGCAAGATCTGTCGTCTG 

GCAAACTCGTTTTCCACCTTATGG 

CTGTGGGTCC CTCCCCCTCATCTGTT 

ATTCCCTTCCCCTCTGCCACCGAT 

ACTAC ATTTTAATTAAAGATTAATG G G 

CATATTAGAAGTTTCTCAAAGTTAGG 

CT 

AAAAGGAGTGAGCTATCATCAGTGCT 
GTGAAATAAAAGTCTGGTGTGCCA 



AAAGCCACCACTGTTCCCAGTCAGCA 

TATACAAGCTCTTAATATTCTGTT 

AAATGTGGGATAACGCGATGACTGTG 

ACCCTGGTTGGAAATTAAACTTGT 

AAC AC AGAAACATTTGAG CATTGTAT • 

TTCTCGCATCCCTTCTCGTGAGCG 



AACCTATCAAAGCCTAGCCTAAGGGC 
TGCCATCTCTGTCTAAATTCTAGT 

AACTGCATGGTATGAATTCAGAGTGT 
GACTTAAGGGTCAATTCAAAGCAG 



AC AGACTTTGTTAATGTAG G AAATCT 
CTCCAAGTGGAAACGTGCTAACTT 
ACAGG CAATTCAGTG GACTATAATAA 
TAGTGGAGGGTTGAGATGTAGAGT 
ACAGGTCACAGTGGATTTCTTTTCAA 
ACTGACAATGTTTAG GTTTTAAG C 

AC CTCAAG CAGATGAGATTC AG GTAA 
TTGAAGAGGCAGATGAAGAGGAAT 

ACCTTCTACACCACTGGAAAATAACA 
TGGAGGTTTAGAGCC GTGC AAAAT 
ACTAAACTCTGAGGCCTGAAGTTCTG 
TGATAGACCTTAAATAAGTGTCCT 

ACTGG G GTGGTGATGTTTTCGTTCTG 

TTTTATTTTTCTAACTCTGCTGAC 

ACTTC ATCATAATTTG GAG G GAAG CT 

CTTGGAGCTGTGAGTTCTCCCTGT 

AGAACGAGGAAGAGAACACAAGGAA 

TGATTCAAGATC C ACCTTGAGAG GA 

AGAGAATAGGCTTTCTAAGATGCTGC 

GATCCCGTTCTGCTGCCCGTAATA 

AG CACAAGCCACGCTTCACC ACCAA ' 

GAGGCCCAACACCTTCTTCTAGGTG 

AGG CCAATCACTG CTGACTAAGAATT 

CATTATATTGGCTTAGTACACAGA 

AGGGAAGATTTCTGTATACTTGCTG G 

AGAGGAGGAATGTGTATAGTTACT 



AGTTTTAATACCTTAAG CTTTTTCAAG 
ACCTAACTGCAGCCGCTTTGGGA 



ATGTGCTGTAAAGTTTCTTCTTTCCAG 
TAAAGACTAGCCATTGCATTGGC 



ATTGTGGGTGGCTCTGTGGGCGCAT 
CAATAAAAGCC GTCCTTGATTTTAT 



ATTTGAGTGTTGTTGGACCATGTGTG 
ATCAGACTGCTATCTGAATAAAAT 



WO 02/057414 



PCTYUS01/47856 



7586 


db mining 


Hs.146354 


NM_005809 


7587 


db mining 


Hs.1 21 24 


NMJJ18127 


7588 


db mining 


Hs.1 54023 


AB011145 


7589 


db mming 


Hs.109051 


NM_Q31286 


7590 


db mining 


Hs.125307 


AA836204 


7591 


db mining 


Hs.16803 


NMJ)18032 


7592 


db mining 


Hs.146580 


NWLG01975 


7593 


db mining 


Hs.14169 


AK027567 


7594 


db mining 


Hs.1 18625 


NMJ)00188 


7595 


db mining 


Hs.1 44505 


NMj0 15653 


7598 


db mining 


Hs. 155751 


NM_004889 


7597 


db mining 


Hs.10267 


NM_015367 


7598 


db mining 


Hs.14632 


BC008013 


7599 


db mining 


Hs.1 251 56 


NM_001488 


7600 


db mining 


Hs.1 59545 


NM_013308 


7601 


db mining 


Hs.152936 


NM_004068 


7602 


db mining 


Hs.1 10857 


NM_016310 


7603 


db mining 


Hs.1 18666 


NM_025207 


7604 


db mining 


Hs.16390 


AKD24453 


7605 


db mining 


Hs.1 09302 


AA808018 


7606 


db mining 


Hs.111126 


NMJW4339 


7607 


db mining 


Hs.1 27376 


NM_021645 


7608 


db mining 


Hs.108196 


NMJH6095 


7609 


db mining 


Hs.117487 


AF040965 


7610 


db mining 


1 1— iA700^ 

HS. 107882 


111 ft M St 4 

NM_J3 18171 


7611 


db mining 


Hs.1 47585 


NIW 024785 


7612 


db mining 


Hs.1 53357 


NM_001084 


7613 


db mining 


Hs.148495 


NMJ>02810 


7614 


db mining 


Hs.13144 


NM_014182 


7615 


db mining 


Hs.1 189 


NM.001949 


7616 


db mining 


Hs.12284 


BC001699 



Table 8 

5902725 peroxiredoxin 2 (PRDX2), mRNA 

/cds={89,685) 
1 1875212 eiaC (E coiO homolog 2 (ELAC2), 
mRNA/cds={0,2480) 

3043669 mRNA for K1AA0573 protein, partial 
cds/cds=(0,1356) 

13775197 SH3BGRL3-fike protein (SH3BGRL3), 

mRNA /cds=(71, 352) 
2910523 od22g11.s1 cONA 

/clone=IMAGE:1368740 
8922296 LUC7 (S. cerevisiae)-Hke (LUC7L), 

mRNA /cds=(71 ,1048) 
5803010 enolase 2, (gamma, neuronal) (EN02), 

mRNA /ods=(222,1 526) 
14042333 cDNA FU 14661 fis, clone 

. NT2RP2002710, weakly simDar to SH3- 

BINDING PROTEIN 3BP-1 

/Cds=(70,2481) 
4504390 hexokinase 1 (HK1), nuclear gene 

encoding mitochondria! protein, mRNA 

/cds=(81,2834) 
13124762 DKFZP566F0546 protein 

(DKF2P566F0546), mRNA 

/Cds=(377,1306) 
475781 1 ATP synthase, H+ transporting, 

mitochondria] F0 complex, subunitf, 
. isoform 2 (ATP5J2), mRNA 

/cds=(27,311) 
7662505 MIL1 protein (MIL1), nuclear gene 

encoding mitochondrial protein, mRNA 

/cds=(71,1231) 
14124973 Homo sapiens, Similar to CG121 13 

gene product, clone IMAGE: 3532726, 

mRNA, partial cds /cds=(0,2372) 
4503956 transcriptional adaptor 2 (ADA2, yeast, 

homologHike (TADA2L), mRNA 

/cds=(0,1091) 
701 9400 platelet activating receptor homolog 

(H963), mRNA /cds=(21 9,1 178) 
4757993 adaptor-related protein complex 2, mu 

1 subunit (AP2M1), mRNA 

/cds={135,1442) 
7706498 polymerase (RNA) HI (ONA directed) 

polypeptide K (12.3 kDa) (POLR3K), 

mRNA /cds=(39,365) 
13376805 hypothetical protein PP591 (PP591), 

mRNA/cds=(820,1704) 
10440419 mRNA for FU00045 protein, partial 

cds /cds=(1 06,924) 
2877424 nv64d09.s1 cDNA, 3' end 

/clone=IMAGE: 1 234577 /clone_end=3 f 

1 1 038670 pituitary tumor-transforming 1 

interacting protein (PTTG1IP), mRNA 
/cds=(210,752) 

1 1063982 KIAA0266 gene product (KIAA0266), 

7706366 HSPC037 protein (LOC51659), mRNA 

/cds=(78,635) 
2792365 unknown protein 1T1 2 mRNA, partial 

cds/cds=(0,2622) 
8922576 hypothetical protein FU 10659 

(FU10659), mRNA /cds=(3B,1000) 
1 33761 47 hypothetical protein FLJ22746 

(FU22746), mRNA /cds =(266, 1072) 
4505890 procollagen-lysine, 2-oxoglutarate 5- 

dioxygenase 3 (PLOD 3), mRNA 

/cds=(216,2432) 
52921 60 proteasome (prosome, macropain) 26S 

subunft, non-ATPase, 4 (PSMD4), 

mRNA /cds=(62, 1195) 
7661819 HSPC160 protein (HSPC160), mRNA 

/cds=(53,5l4) 
1 2669913 E2F transcription factor 3 (E2F3) 

mRNA, complete cds /cds=(68,1463) 
12804564 Homo sapiens, clone IMAGE:2989556, 

mRNA, partial cds /cds={0,370) 



CAAGCCCACCCAGCCGCACACAGGC 
CTAGAG GTAAC CAATAAAGTATTAG 
CACGAGAGACAAGCAGAGTAACAGG 
ATCAGTG GGTCTAAGTGTCCGAGAC 

CAGGAGGTAGGGATCTGGCTGAGAG 
GGAATAATCTGAG CAAAGGTATG AA 

CAGTCCCTCTCGCAGGAGGACCCTA 

GAGGCAATTAAATGATGTCCTGTTC 

CATGAGAAGTATCTG CAATAACCCCA 

AGTCAACATTTAGGTTTGTGTACA 

CATGTTGAGTAGGAATAAATAAATCT 

GATGCTGCCTCCTGAGGCTGCGGG 

CCACCACCTCTGTGGCATTGAAATGA 

GCACCTCCATTAAAGTCTGAATCA 

CCATGCCGCCTCGTTGGATTGTCGG 

AATGTAGACAGAAATGTACTGTTCT 



CCCACCGCTTTGTGAGCCGTGTCGTA 
TGACCTAGTAAACTTTGTACCAAT 

CCC AC GGGAGACTATTTCACACAATT 
TAATACAGGAAGTCGATAATGAGG 

CCCTCCGTGAG GAACACAATCTCAAT 
CGTTG CTGAATCCTTTCATATCCT 



CCGTGTCTTTCCAGC CCTAAAGGAAG 
GGCAGACCCGTGTCTTTCCATGCC 

C CTG AAGCACTTC AC CTG GAATTGAT 
GTGTAGGCTTAAGGAGTATGTGAC 

CGCAGGCAAGAGCACTCATCAAGATA 
GATGTGAACAAAACCCG GAAAATC 

CGCTCAAAGGTCACTGAGACTTTTGC 
CTCACCTAAAGAGACCAAGGCTCA 
CGG CCTCAGTCCCTACTCTGCTTTGG 
GATAGTGTGAGCTTCAT7TTGTAC 

CTAGTGTGTGCTTGCCTTGTCCCTCG 
GGGTAGATGCTTAGCTGGCAGTAT 

CTTTCAGATTCCCTCTGGTCTCCGTC 

CGAAACGTCTACCTCTTCCCAGGC 

G AAATTCACAGGC CAG GG CAC ATCTT .. 

TTATTTATTTC ATTATGTTG G CCA 

GACTCCCTCAACACCCCAAAACTCTA 

AATGCCACGGTCATCTGTTTCTAT 

GAGCAGCCACAAAACTGTAACCTCAA 
G GAAACC ATAAAG CTTG GAGTGCC 

GCAGCAAACAGAGGGTCAGTCACAG 

GATGTTCTGACACACCATTGTAACT 

GCCAACAATGCTGACCGGTGCTTATC 

CTCTAAGCCCTGATCCACAATAAA 

GCCAGTGTAATTTCTGTCAACCACGG 

ACGTTTG CCTTCATGTGTAGAATT 

GCCCAAG CACTAGTAGAGATGCG CG 

ATACAGGTCTAGTTTCGGTAACTGT 

GGCCAGATTTTGACTCCCAGATTCCT 

TTACAAAACGCACTCATTCATTCA 

GGGACTCCCCGCGTGATAAATTATTA 

ATGTTCCGCAGTCTCACTCTGAAT 

GGGACTGCATGGGAAGCACGGAATA 
TAGGGTTAGATGTGTGTTATCTGTA 

GGGGTTCGTGTCTTTGGCATCAACAA 

ATACTGAGGGATGGGTTTTGGGAC 

GGGTGACCTGTTCTCTAGCTGTGATC 

TTACCACTTCAAATGGGTGTAATT 

GGTGTGAACGGGCTGACTTGGTGAA 

TTGGGCAACTCCTTATAGTGTTGTG 



572 



WO 02/057414 

7617 db mining Hs.158380 AI381581 

7618 db mining Hs.1390 BC000268 



7619 db mining 

7620 db mining 

7621 db mining 

7622 db mining 

7623 db mining 

7624 db mining 

7625 db mining 



7626 db mining 



7628 db mining 

7629 db mining 

7630 db mining 

7631 db mining 

7632 db mining 

7633 db mining 



7635 db mining 

7636 db mining 

7637 db mining 

7638 db mining 

7639 db mining 

7640 db mining 

7641 db mining 

7642 db mining 

7643 db mining 

7644 db mining 

7645 db mining 

7646 db mining 



Hs.1 15808 NMJJ02287 

Hs.1 19960 AL117477 

Hs.154073 NM_005827 

Hs.1 1747 NMJM7798 

Hs.1 0881 AB011113 

Hs.153850 AK024476 

Hs.247870 AL035694 



Hs.324648 NM 003128 4507194 



7627 db mining Hs.118722 NMJJ04480 4758407 



NA 



AL1 34726 



Hs.166887 NMJ)03915 

Hs.146324 AK023182 

Hs.12436 AK026309 

Hs.15164 NM_006333 

Hs.1 30743 AA642459 



7634 db mining Hs.16492 >IMJ)15497 



Hs.122552 NM_016426 

Hs.312510 A1174807 

Hs.108258 NMJM2090 

Hs.1 11092 NMJ324724 

Hs.1 14311 NMJ)03504 

Hs.11081 NMJJ25241 

Hs.100217 NM_Q05892 

Hs.12258 AL137728 



Table 8 

4194362 td05e04jd cDNA, 3* end 

/done=tMAGE:2074782 /clone_end=3' 

12653014 Homo sapiens, proteasome (prosome, 
macropatn} subunit, beta type, 2, done 
MGC:1664 IMAGB3352313, mRNA, 
complete ods /cds=(58,663) 

1 1 231 1 75 leukocyte-associated ig-tike receptor 1 
(LAIR1), transcript variant a, mRNA 
/cds=(57,820) 
591 1 950 mRNA; cDNA DKFZp727G051 (from 
done DKFZp727G051); partial cds 
/cds=(0,1423) 
503221 2 U DP-gaiadose transporter related 
(UGTREL1), mRNA /cds=(87,1 055) 
8923363 hypothetical protein FLJ20391 

(FU20391), mRNA /cds=(9,602) 
3043605 mRNA for KIM0541 protein, partial 

cds /cds=(0,3484) 
10440465 mRNA for FU00069 protein, partial 

Cds/Cds={2657,4396) 
4678462 DNA sequence from done 33L1 on 
chromosome 6q14.1-15. Contains the 
gene for novel T-box (Brachyury) family 
protein. Contains ESTs, STSs, GSSs 
and two putative CpG islands 
/cds=(0,1505) 
cDNA FU13700 fis, done 
PLACE2000216, highly similar to 
SPECTRIN BETA CHAIN, BRAIN 
/cds=UNKNOWN 
fucosyl transferase 8 (alpha (1,6) 
fucosyltransferase) (FUT8), mRNA 
/cds=(716,2443) 
6602913 DKFZp547A1290jr1 cDNA, 5" end 

/done=DKFZp547A1290 /done_end=5' 

4503012 copinel(CPNE1),mRNA 

/Cds=(156,1769) 
10434993 CONAFU13120 fis, done 

NT2RP3002682, highly similar to CG1- 
145 protein mRNA /cds=(176,961) 
1 04391 30 cDNA: FU22656 fis, done HSI07655 

. /cds=UNKNOWN 
5453582 nudear DNA-binding protein (C1 D), 

mRNA /cds=(1 17,542) 
2567677 ns30d01.s1 cDNA, 3' end 

/done=IMAGE:1 185121 /done_end=3' 

13794264 DKFZP564G2022 protein 
(DKFZP564G2022), mRNA 
/cds={42,1709) 

7705291 G-2 and S-phase expressed 1 
(GTSE1), mRNA/cds=(70,2232) 

6361196 HA2528 cDNA 



10046480 

13376033 
4502712 

13376853 
5174400 
6808258 



Hs.1 55462 NMJJ05915 7427518 

Hs.1 65998 NMJH5640 7661625 

Hs.1 64207 NMJ)24805 13376184 

Hs.150275 D87682 1663699 



actin cross-linking factor (ACF7), 
transcript variant 1, mRNA • 
/cds=(51,16343) 
hypothetical protein FU22332 
(FU22332). mRNA /cds=(275,1255) 
CDC45 (ceil division cyde 45, 
S.cerev'tsiae, homologHike (CDC45L), 
mRNA/cds=(24.1724) 
UBX domain-containing gene 1 
(UBXD1), mRNA/cds=<96,1421) 
formin-iike (FMNL), mRNA 
/cds=(39,1430) 

mRNA; cDNA DKFZp434B0920 (from 
done DKFZp434B0920) 
/cds=UNKNOWN 

minichromosome maintenance 
defident (mis5, S. pombe) 6 (MCM6), 
mRNA /cds=(61, 2526) 

PAH mRNA-binding protein (PA1- 
RBP1), mRNA /cds=(85.1 248) 

hypothetical protein FU21 1 72 
(FLI21 172), mRNA /cds=(1 38,1169) 

mRNA for KIAA0241 gene, partial cds 
/cds=(0,1568) 



PCT/US01/47856 



GTAC C ACTTGAATGATTTCAGTCAATT 
TTGAACCCCTTTGGAAAGAGGTG 

GTGAAACCCCGTCTCTGCTAAAAATA 
CAAAAATTAGCTGGG CGTGGTGGC 



1 GTTCTCTGGGTTGTGCTTTACTCCAC 
G CATC AATAAATAATTTTGAAG G C 

1 TACTGCCAACTGACCTTATAACCCTC 
TGCACCTTCAAAAAGATTCATGGT 

1 TCAAACAGTGACATCTCTTGGGAAAA 

TGGACTTAATAGGAATATGGGACT 
1 TCACTTCCTCTGAACTGTTACTGCCT 

GAATG GAGTCCTG GACGACATTGG 
1 TCCACTTAATAGACTCTATGTGTGCT 

GAATGTTCCTGTGTACATATGTGT 
1 TCCCGCAGAGTGCAGAGACAGGAAG 

CTGGAGATGTCTTTATAAAGTCACA 
1 TCTAGGACCCTAGGAAGCTTAACTCT 

GTCATCATCTCAAGTATCTGCACA 



1 TCTTCCGCCATCTCCTCTGATAAACA 
CGAGGTGTCTGCCAGCACCCAGAG 



TGATATGTTGATCAGCCTTATGTGGA 
AGAACTGTGATAAAAAGAGGAGCT 

TGCAGTATTTTTCAAACTTCTGGTCG 
CAAACCCATTAGTAGTTTGTGAAA 

TGCTGCTCTTGATCCCACCTTTGCTC 
CTGACAACCCTCATTCAATAAAGA 
TGGTTTG7TCATGGATGTATTCTAAG 
AGCTGAGAACAGGGCCTGGACACA 

TGTTCTGAATGTTG GTAGACC CTTCA 

TAGCTTTGTTACAATGAAACCTTG 

TGTTG ATG GATGAATTTTG GCATGAT 

GACTGTACTCTCAATAAAGGCTGA 

TTCATCCTGTGAGTGCTGGGGAGGA 

GGAGTAGATACAGACTGAGTGAGAG 

TTCATTTTCCTGGGAAGTCAAG GTTA - 
CATCTTGCAGAGGTTGTTTTGAGA 

TTCTAAGCCGAACCAAATCCTTTGCC 

TTGAAAGAACAGCCCTAAAGTGGT 

TTTGTTTGTTTGTTTCAGATAGGGTCT 

CCCTCTGTCACCCAGGCTGCAGT 

TTTTGTAAATCACGGACACCTCAATTA 

GCAAGAACTGAGGGGAGGGCTTT 

CGGTGTGGAAAATGTTGTCCTTTGAG 
TGGCAAGAATTAGAAAAATCTTCA 
CTGAAAGCTGAGGATCGGAGCAAGT 
TTCTGGACGCACTTATTTCC CTCCT 

GTTGGCCTCAGCCCTGTGGGTCTGT 

CTCATGCTCTCCCTGTTCCTCTCCC 

TAG CCATACTTAGCCTCAGCAGG AGC 

CTGGCCTGTAACTTATAAAGTGCA 

TGAGGGCTGTGCTGACCTTTGAGAG 

GATTTGAAATTGCTTCATATTGTGA 

TGTGTAAGAAAAG G CC CATTACTTTT 
AAGGTATGTGCTGTCCTATTGAGC 

TTGTTGGTAGGCACATCGTGTCAAGT 
GAAGTAGTTTTATAGGTATG GGTT 
TTTCTAGCTTTTCCGTGTATCTAAACA 
C AATTTG CTACACAAGTCACTGT 
ACTGTGGCACATGTTTTGATCAGAAA 
GGTAGTTCTCTTTGCTCTGGTAGT 
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7647 


db mining 


Hs.11039 


NM_024102 


13129109 


764B 


db mining 


Hs.102708 


NM_015398 


7661561 


7649 


db mining 


Hs.109646 


NMJ)02493 


4505364 


7650 


db mining 


Hs. 142307 


AL1 37273 


6807710 


7651 


db mining 


Hs.16297 


NM.005694 


5031644 


7652 


db mining 


Hs/11184 


NM_017811 


8923387 


7653 


db mining 


Hs.12013 


NM_002940 


4506558 


7654 


db mining 


Hs.155485 


NMJJ05339 


12545382 


7655 


db mining 


HS.154&73 


AW955094 


8144777 


7656 


db mining 


HS.142157 


AF080255 


5733121 


7657 


db mining 


Hs.1191 


AK025679 


10438273 


7658 


db mining 


Hs.13340 


NMJW3642 


4504340 


7659 


db mining 


Hs.108110 


NMJM4034 


7661591 



7660 db mining 

7661 db mining 

7662 db mining 

7663 db mining 

7664 db mining 

7665 db mining 

7666 db mining 

7667 db mining 

7668 db mining 

7669 db mining 

7670 db mining 

7671 db mining 

7672 db mining 

7673 db mining 

7674 db mining 

7675 db mining 

7676 db mining 

7677 db mining 



Hs. 123295 AA833793 

Hs.126565 AB020668 

Hs.155174 AB007892 

Hs. 11 6445 AA648776 

Hs.1 24933 AA825303 

Hs.313267 AW295641 

Hs.313203 AW293882 

Hs.105488 AA521017 

Hs.125802 AA806833 

Hs.313274 AW295745 

Hs.320376 BF512113 

Hs.315341 BE675056 

HS.320407 BF512394 

Hs.313347 AW297156 

Hs. 123298 AA809468 

Hs.320416 BF512570 

Hs.309262 A1440532 

Hs.313338 AW297010 



Table 8 

hypothetical protein MGC2722 
(MGC2722), mRNA/cds=(69,1097) 
DKFZP434A043 protein 
(DKF2P434A043), mRNA 
/cds=(697,1425) 

NADH dehydrogenase (ubiquinone) 1 
beta subcomplex, 6 (i7kD, B17) 
(NDUFB6), mRNA/cds=(68,454) 
mRNA; cDNA DKFZp434i0714 (from 
clone DKFZp434i0714) /cds=(0,412) 
COX17 (yeast) homolog, cytochrome c 
oxidase assembly protein (GOX17), 
mRNA/cds=(86,277) 
hypothetical protein FU20419 
(FU2041 9), mRNA /cds=(1 91 ,907) 
ATP-binding cassette, sub-family E 
(OABP), member 1 (ABCE1), mRNA 
/cds=(117,l916) 

huntingtin interacting protein 2 (HIP2), 
mRNA/cds=(77,679) 
EST367164 cONA 



/cds=(30,3518) 

cDNA: FU22026 fis, clone HEP08537 
/cds=UNKNOWN 

histone acetyl transferase 1 (HAT1), 
mRNA/cds=(36,1295) 
DKFZP547E21 10 protein 
(DKFZP547E2110), mRNA 
/Cds=(192 t e06) 
2908561 Od61g07.s1 cDNA 

/clone=lMAGE1372476 

4240210 mRNA for KIAA0861 protein, partial 

cds/cds=(0,2948) 
2887434 K1AA0432 mRNA, complete cds 

/cds=(0,2251) 
2575205 ns24d1 1 .s1 cDNA, 3' end 

/done=!MAGE:1 184565 /done_end=3' 

2898605 oc67e04.s1 cDNA, 3' end 

/clone=IMAGE:1354782 /done_end=3' 

6702277 UI-H-BW0-aip-e-12-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729975 
/clone end=3' 

6700518 UI-H-BVVO-airve-07-O.UUl cDNA, 3* 
end /done=IMAGE:2729941 

2261560 aa70fD5.s1 cONA, 3' end 

/clone=iMAGE:826305 /clone end=3' 

2876409 oc29b10.s1 cDNA, 3' end 

/done=tMAGE:1351099 /ctone_end=3* 

6702381 UI-H-BW0-aiw-g-1 0-0-Ui.s1 cONA, 3 1 

end /clone=fMAGE:2730834 

/clone_end=3' 
1 1 597325 UI-H-BW1-ami-h-04-0-Ul.s1 cDNA, 3' 

end /clone=IMAGE:3070302 

/done_end=3' 
10035597 7fD1flb.x1cDNA,3 , end 

/done=MAG&3293419 /done_end=3' 

11597660 UI-H-BW1-amc-f-01-0-Ul.s1 cDNA, 3' 

end /clone=lMAGE:3069456 

/clone jend=3' 
6703802 U^H-BW0^jd-b-05-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:2731 329 

/clone_end=3' • 
2878874 obB5a10.s1 cDNA, 3* end 

/done=IMAGE:1338138 /clone_end=3* 

1 1 597749 UI-H-BWl-amf-e-1 2-0-ULsl cDNA, 3' 
end /done=IMAGE:3069791 
/done_end=3* 
4300887 CM4-NT0290-150101-684-e05cONA 

6703646 Ul-H-BWO-a]W-01-0-UI.Sl cDNA, 3' 
end /done=lMAGE2731441 
/done_end=3' 



PCT/US01/47856 



CATCTTCTGCCCTGGTCCCCTTTCTC 
TTGATGTGGAAAGTCTGAATGCAG 
CGCTCTAATACTGCATTCTGTTTCTC 
CTTTTGTGCCCTGATTGTAATCCA 

CTGGAGACTGGAGAAGTAATTCCACC 
AATGAAAGAATTTCCTGATCAACA 

TCAGTGTTTCGTTATTCCATATCAGTG 
GCTTTTACTGTCAAAGATTGTGT 
TGCATGAGAGCC CTAGGATTTAAAAT 
ATGAAATGGTGGTCTGCTGTGTGA 

TGTGCTAAGCCTGATGAAATGTGCTC 
CTTCAATCTCCATGAAACCATCGT 
AAATGATCTCCCTTTATTACCCTCCCA 
AAG GTTACC AG C GTTTGAATTTA 

ACACACTMTGTAACCATTTTATGAAG 

GTTGAAGTGGATTTATGCAGGCA 

ATCAG GAGAATGTC AAAGAAGTC CTT 

TATGTGGATTGCCCGAGCTTCTCT 

ATTGTGCCACTGTTTTCCAGCCTGGG 

CAATACAGTGAGACCCTGTCTCAA 

CGTCAAAGTCAATCCCAAAACAGATA 

AGCCCTATGAGGATGTCAGCATCA 

ACGACTTG CTCAAGAGT AAAGATTAT 

ACTGCTCTGTACAGGAAGCTTGCA 

TGTTGAGGAAAGGAAAAGGGCATTTG 

TCTAAACATGGATTCTGAGTTGTA 

GTGGATGAGTAGGGAGTGGGCGAGA 
CAGGGACGAGATGAGCAGGGTCAAG 

GGTG7TCGTGTTAGTGCCAAGATTGC 

TTCGTTGTAGAGAGAGTTCGTTCC 

ACTAGAGTCCAGGTAATAGTAGTGGA 

GATATGTGGAGAGACATGATAGGT 

TTCCTGTGTGAGATTTCTCGCCATTC 

CTCAATTC AACAAATATG C CTTTT 

TATACTTTGATCCCTCAGCAAGTTGT 
CCTCACTGTTGTGTGAACCTGTTT 

TTTCCTGAATACTTTATGACAACTGAG 
TTTGCCGGGTAGAGTGGCCGTTT 

AAACTAGAATTCCGGTTTCCCAAGGT 
GGCTTATGACAACCAGAATCCTTT 

GGCTTCCCGCCTGTGCAGTCATTTGT 
ATGTGTTTTATATATTGGAGTGTT 
ACAAAATATAAGGTGTGACTTTGGAT 
CCTGACTCAAACCAACCAGCTGTT 

TCAAAATCCGTTACTCTTTCCACAACA 
ATTGAGGGTAATGGTGTTCAGTT 

GCCATTCCGGCTTCTCTATTTGAAAA 
CAGTTACCATATTCCC CCTCAGTT 

ATTTG GTAGAGACG G G GTTTCAC CTT 
ATTGCCCAGGCCATCATGTATCTT 

TGTCATTTGCCCTTTCCCCCATATAT 
GTAGAATTGGGTCTTTTTCAACTT 

ACAG GGAGAGACTACACACAAGCCA 
ACCTCAATCTCATCTTTATGCCATT 

TCTTCTTTTTGATGTGAATTACTCTTG 
AAATGCCGGAGAAGGGACAAATT 

A GATAGAGTCATATTCTATTTAGCTTG 
GGACATGGCAGGTACTCAGTTGT 

AGCC Hill GGGAGTGAGGGTTTATA 
TGATGTCTGATTCTGTAATACTGT 
GCAGCC CTGAG CCTG GAATAGATACT 
TTTTGGTCTTTTGGTTGTAGATGT 
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7678 db mining 

7679 db mining 
76B0 db mining 
76B1 db mining 

7682 db mining 

7683 db mining 

7684 db mining 

7685 db mining 

7686 db mining 

7687 db mining 

7688 db mining 

7689 db mining 

7690 db mining 
•7691 db mining 

7692 db mining 

7693 db mining 

7694 db mining 

7695 db mining 

7696 db mining 

7697 db mining 

7698 db mining 

7699 db mining 

7700 db mining 

7701 db mining 

7702 db mining 

7703 db mining 

7704 db mining 



Hs.315325 BE646400 



Table 8 

9970711 7e86c0Uc1 cDNA, 3* end 

/cione=IMAGE:3292032 /clone_end=3' 



Hs.313172 AW293016 6699652 



Hs.313361 AW297413 6704049 

Hs.313365 AW297482 6704118 

Hs.313358 AW297377 6704013 

Hs.320474 BF513180 11598359 

Hs.313382 AW297707 6704343 

Hs.125779 AA810831 2880442 

Hs.313389 AW297882 

Hs.313391 AW297905 

Hs.309446 AI492055 

Hs.313311 AW296433 6703069 

HS.319887 BF507608 11590906 

Hs.255237 AW293790 6700426 

Hs.313363 AW297459 6704095 

Hs.320367 BF512169 11597272 

HS.320440 BF512733 11597912 

HS.313374 AW297607 6704243 

Hs.313355 AW297325 6703961 

Hs.320420 BF512599 11597778 

HS.1 16899 AA243283 1674128 

HS.1 05228 AA489212 2218814 

Hs.297505 BF514865 11600044 



HS.320492 BF513340 11598519 

Hs.304837 AW292802 6699438 

Hs£4656 BF507762 11591060 

Hs.320460 BF512975 11598154 



7705 db mining Hs.313384 AW297745 6704381 



U!-H-BW0-ailvf-Q4-O-Ul.s1 cDNA. 3' 
end /done=IMAGE:2729239 
/done_end=3' 

UI-H-BW0-ais-b-G*-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2730208 
/clone end=3* 

UI-H-BWO-aja^a-05-0-Ul.s1 cDNA, 3' 
end /done=IMAGE2730920 
/done_end=3' 

UI-H-BWaair-f-11-0-Ul.s1 cDNA, 3» 
end /done=IMAGE2730381 
/done_end=3* 

UI-H-BW1^mj-d-06-0-Ul.s1 cDNA, 3' 
end /done=IMAGE30701 15 
/done end=3* 

UI-H.BW0-aJh-M0-0-UI.s1 cDNA, 3' 
end /done=IMAGE:2731915 
/done_end=3' 

oa76d09.s1 cDNA, 3' end 
/done=IMAGE1318193 /done_end=3* 



6704507 UMH-BWO-aju-e-07-O-Ul.sl cDNA, 3' 
end /clone=IMAGE2733036 
/done_end=3' 
6704541 um-BWO-aju-h-1 1-0-UU1 cDNA, 3* 
end fctone=lMAGE2733188 
/done_end=3* 
4393058 tg12a01jd cDNA, 3* end 

/don e=IMAGE:21 08520 /done end=3' 



UI-H-BWO-aiq-a-05-0-Ul.s1 cDNA, 3' 
end /done=IMAGE2730128 
/done_end=3* 

UI-H-BW1^na-e-05-O-Ul.s2 cDNA, 3' 
end /done=IMAGE3071720 
/done_end=3' 

UI-H-BI2-ahp-e-0B-0-Ul.s1 cDNA, 3' 
end /done=IMAGE2727635 
/done_end=3' 

UI-H-BW0-ais-g-03-0-UI.S1 cDNA, 3' 
end /clone=IMAGE2730436 
/done end=3" 

UI-H-BW1-ami-o10-0-ULs1 cDNA, 3* 
end /done=IMAGE3070074 
/done_end=3 l 

Ul-H-BW1-amnvd-04-0-ULs1 cDNA, 3' 
end /done=IMAGE:3070494 
/done_end=3' 

UI-H-BW0-ajg-e-04-0-Ul.s1 cDNA, 3* 
end /clone=IMAGE2731854 
/clone end=3' 

UI-H-BWO-air-a-08-0-UUl cDNA, 3' 
end /clone=IMAGE2730135 
/clone end=3* 

Ui-H-BW1^mf-h-07-0-Ul.s1 cDNA, 3' 
end /done=IMAGE3069925 
/clone_end=3' 

2s13g11.s1 cDNA, 3' end 
/done=IMAGE685124/done end=3* 

aa57d11.s1 cDNA, 3* end 
/done=IMAGE:825045 /done end=3' 

Ul-H-BW1-anH-12-0-Ul.s1 c5NA, 3* 
end /done=IMAGE3082534 
/done_end=3' 

UI-H-BW1-amk-b-10-0-Ul.s1 cDNA, 3' 
end /done=!MAGE3070050 
/done_end=3' 

Uy-H-BW0^iJ-M2-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729615 
/done_end=3* 

WAA0907 protein (K1AA0907). mRNA 
/Cds=(26,1720) 

UMH-BW1-amh-b-Q6-0-ULs1 cDNA. 3' 
end /done=IMAGE:3069659 
/done end=3* 

UW-BW0-aiy-b-10-0-UI.Sl cDNA, 3' 
end /done=IWIAGE2730954 
/clone_end=3* 
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CCCTCCCTATCTTTTTATGGGTAATTT 
GATTATACACGGTGCTTGAATGT 

TATGTCTTCTTACCCCAGCACCCCTA 
ATTTAAAATAGAGATCCCTGAGGT 

AAAACCTTGACAGTTCATTTCACCAA 
GCACCTATCAGGTATTTGGCAGGT 

AGTGCCCATGCTGTTTCAGATGCTCT 
TCTAGCTCCTGGAGATACATCAGT 

TGAGCTTCTGCTAGTAATTCCTTCAG 
GGGATTTCCTCCATGG CCGTAAGT 

GAGGGTGTCTGCTAATGATTTCCGAA 
AAGTTCTTCAAAACACTCCGAAGT 

ACCAGTGTGATGAGTTTTGACAAGAG 
ACAAAAGGAAAGGGTGGGAGAAGT 

G CTGGTTGTTG CCTTTCAAGACAGCC 
AACTACCATTTATTCAACAGAAGT 

AGTCTGTCTATTCTCTTCTCTTTAGCT 
CTGTCTGTTGCTCAAATTCAAGT 

G C C AAGGTGAGTCAAAAC ACTGCTCT 
TCAGAAAGCAATTATTTGAAAAGT 

CATTGTCCCTCCCGCTGTGCTCTCAG 
G C AATAAATG ATTTGATTATTTCT 

GGTCAGAAACAGGCCCACAGAGACT 
CTGGAGGGTTCTTCCTTTGTGTTCT 

TTCAACTGCTTTGGCACTGCCATGGG 
TACCTGAGGATAAGAGAGATGTCT 

G G GTTGACTAAATGC ACATG GG CTTA 
TCTTTACCTCTTCCAGAAATGTCT 

TGCATGACCAGAAACACTGCCTGATA 
CAGTAAGCAGAGGTAGCTGTCTCT 

ACCTGCCAGCCAGCCCACAACTATAA 
ACTGTGTGACACCCAAATTTATCT 

GGTTTCTGAGGTGATTCTAATATGCA 
GTCATGGTTAAGAACCTGTGATCT 

AAGCCTTGGACCAGCTTCCCGTTTCT 
CTCTTGTCTCCTGCCAAAAGATCT 

ACCCAAAGGATGGTGTCTCCTGTCCC 
AGTTG AAAAGGTTTCTACCTAG CT 

TGGTTGAATACGCAGGAACACCCACA 
GTACCCAGGGACTAATAAATAGCT 

TTAGGGCAGTGGAGAATCAG GGTGT 

ATCTAATAAATTCCTTCATGGAGCT 

GCAGATGTCTGCGTCATGGTTTATTA 

CTCCTGTGTTCGTTTCAAGGAGCT 

TGTCTGTATTTGGAGTCCAGTAGTAC 

ACTGAAAATAATCC CGTAAAAGCT 

CTCCCTTCCCACCATACACACACTCC 
CAG CTCATTTTGATTC CTTTTC CT 

GGTGAAATTGACTGGGTTCCTCTCCC 
ACCTCTCTTTCCGTAGCAATTCCT 

ACTAATTCCCGTGTCTGGC CCTGAAC 
ATGAAGATATAATGGACGATCCCT 
TTAAAGGCTCAAACCTACCTCAGACA 
CTGCTCTACCCATCCCCATCCCCT 

CC CTTTGTGAGAAGAAG CAG GTTTCC 
TTTCCTATG GATTGATGT GACCCT 
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7708 db mining 

7707 db mining 

7708 db mining 

7709 db mining 

7710 db mining 

7711 db mining 

7712 db mining 

7713 db mining 

7714 db mining 

7715 db mining 

7716 db mining 

7717 db mining 

7718 db mining 

7719 db mining 

7720 db mining 

7721 db mining 

7722 db mining 

7723 db mining 

7724 db mining 

7725 db mining 

7726 db mining 

7727 db mining 

7728 db mining 

7729 db mining 

7730 db mining 

7731 db mining 

7732 db mining 

7733 db mining 



Hs.105105 AA419402 

Hs.123180 AA805419 

Hs.297396 BF515183 

Hs.334992 AI084211 

Hs.313273 AW295743 

Hs.319891 BF507631 

Hs.320422 BF512614 

Hs.319872 BF507414 

Hs.264120 AI523641 

Hs.105284 AA491263 

Hs.1 24376 AA831043 

Hs.309144 AI384035 

HS.301325 BF514004 

Hs.319904 BF507742 

Hs.320092 AG92740 

Hs.313371 AW297578 

Hs.320444 BF512784 

Hs.320473 BF513155 

Hs.320419 BF512597 

Hs.320365 BF512157 

Hs.299471 BF513893 

Hs.313368 AW297544 

Hs.105170 AA481410 

Hs.313251 AW295130 

Hs.297392 BF514201 

Hs.122417 AA761212 

Hs£97489 BF512785 

Hs.313275 AW295750 



Table 8 

2079198 zu99a12.s1 cONA, 3' end 

/done=IMAGE:7461 1 0 /doneend=3' 

2874169 oc13g03.st cDNA, 3' end 

/done=lMAGE:13407B8 /done_end=3* 

11600450 UI-H-BW1-ani-c-01-0-Ul.s1 cDNA, 3* 
end /done=lMAGE:3082728 
/done end =3' 
3422634 RST20881 cDNA 

6702379 UI-H-BW0xJlW3-08-0-U!.Sl cDNA, 3 f 

end /done=MAGE:2730830 

/done_end=3' 
11590929 UkH-BW1-ana4v01^Ul.s2 cDNA, 3' 

end /done=IMAGE:3071856 

/done_end=3' 
11597793 UI-H-BW1-amg-a-12^)-U!.s1 cDNA. 3 % 

end /done=IMAGB3069S22 

/done end=3' 
11590721 Um-BW1-anrz^11-0-UU2 cDNA, 3' 

end /done=IMAGE:3071517 

/done_end=3' 
4437776 601436078F1 cDNA, 5* end 

/done=IMAGE:3921 187 /done_end=5' 

2220436 aa49d04.s1 cDNA, 3' end 

/done=IMAGE:824263 /clone end=3' 

2904142 oc58h02.s1cDNA,3'end 

/done=IMAGE:1 353939 /done_end=3' 

4196816 td05c02.x1cDNA.3 , end 

/done=IMAGE:2074754 /done_end=3' 

1 1599183 Ui-H-BW1-amv-e-04^)4JLs1 cONA, 3' 

end /done=iMAGE:3071 31 1 

/done_end=3* 
11591040 U»-H-BW1-anc+02-0-Ul.s2 cDNA, 3' 

end /done=lMAGE:30721 22 

/done end=3' 
4222287 tg23f02.x1 cDNA, 3' end 

/done=IMAGE:21 09627 /ctone_end=3' 

6704214 UI-H-BW0-ajg-b-03-0-Ul.s1 cDNA, 3' 
end /done=lMAGE:2731708 
/done_end=3' 

11597963 UI-H-BW1-amm-h-10-0-ULs1 cDNA, 3' 
end /done=lMAGE: 3070698 
/donejend=3' 

11598334 Um-BW1-amfb-03-0-UU1 cDNA, 3* 

end /clone=lMAGE:3070013 

/done end=3' 
11597776 UI-H-BW1-amf-h-05-0-UI.s1 cDNA, 3' 

end /ctone=IMAGE:3069921 

/clone end=3' 
11597260 Ul-H-BW1-ami-b-10-0-UKs1 cDNA, 3' 

end /done=IMAGE:3070026 

/clone_end=3' 
11599072 UI-H-BWl-amq-d-02-O-Ul.sl cDNA, 3' 

end /clone=IMAGE:3070874 

/done_end=3' 
6704180 UI-H-BWO-aja-g-01-O-Ul.sl cDNA, 3* 

end/clone=IMAGE:2731200 • 

/clone_end=3' 
2210962 zv02g*12.s1 cDNA, 3* end 

/done=IMAGE:746374 /done end=3* 
6701766 UW«BW0-aK-h-08-0-UI.Sl cDNA, 3* 

end /done=IMAGE*2730495 

/clone_end=3' 
11599380 U!-H"BW1-ankM)5-0-UI.s1 cDNA, 3' 

end /clone=IMAGE:3082401 

/done_end=3' 
2810142 nz20c03.s1 cDNA, 3' end 

/ctone=!MAGE:1288324 /done_end=3' 

1 1 597964 UI-H-BW1 -amm-h-1 1 -0-UU1 cDNA, 3' 
end /done=IMAGE:3070700 
/clone_end=3' 

6702386 Ul-H-BW0-aiw-h-O3-O-LJI.Sl cDNA, 3' 
end /ctone=tMAGE:2730868 
/done end=3' 
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1 TTCTACCCATCACACAGATTCTTCCA 
CTTAATAAAATCCATCACCTACCT 

1 TC ATTACTGTTGTGAAG G CTCTTCAA 
GAGAGAAAGATGAAGCTGAAACCT 

1 GCTGTCCGTGAAAGCACTCTCAAGTC 
AGGAACTGAACTAAGAACTTTACT 

1 CTCCTGTAATCCCAGCACTG GAGCTT 
GCAGTGAGCCAAGATCATGCCACT 

1 TTGGTCACCACACCTGGGTGTCTGAA 
TGTCTTGTCCTTCTAAAGGTAACT 

1 GCAACAATTCTTTGGAAAGTGACTCT 
CTAGGGTGCGGAGAATGGTGTGAT 

1 TCATCTCTGTAGGTCTTCCTAATCCTA 
TGCG GAGCCAAATATAGACG GAT 

. 1 CTTTGTATTTCAAAGAAAGTAGCCCC 
TTGGCTCTGATATTAGTTGCAGAT 

1 TTTAGGAGCTGACCATACATGATGAG 
TGATACAGCCTGTACTTTGCTCAT 

1 ACTGG GATGAGATGAGATTCAAGGCA 
CTTTTGGAGGGTGTAGCTAGCCAT 

1 AGGCTGTTGCTGCACGGGCTTTTCAA 
AAG C G ACTC ATTATGAAGAAGAAT 

1 GCACTCCAGCCTGGGCAACAAGAGC 
GAAACTCTGCCTC C AATAAATAAAT 

1 CGGGCGGTGGCGGCTGCCTGGGAG 
AAGATGAATCTTTCATGAGTGATTTG 

1 GATGGAACTCAAGGTGCTTTACG CTT 
TCCTCAGTCTTACCAGGAG GCTTG 

1 ACCAACCCTATGGACAAC7TGATCTT 
GAACTTCTAGCTTTCAGACCTGTG 

1 AATGTAG CTGAC ATTG GAG CCAC C G C 
CCATAGAAGAAGGCTAAAACTGTG 

1 CTTCACTGACGATCTGAGACACTAGG 
CAGGTTGGAAAG GGTGGAGTGGTG 

1 GCCCCTGGTGGTTGGAAAAGTGTTCT 
GAATCCAATAAAAGGAAAGCGGTG 

1 CAACAGTGGCAAGAGTAGCCAGCCC 
ATAGGACGGAATGAAAATCAAGGTG 

1 CATCCTTAGATGCCAGTGTTCACTTT 
GGGTATTTTCCTG CCTCCTC A(3TG 

1 ACCAACAGTACCGTTATTGCCACCAC 
AAGTAAACCAGTC CCTCACTTCTG 

1 AGGCTAAATCAGAGCTTTCCTCCCCA 
GATAAAG GAAATTTTC CCTC C CTG 

1 AACTTCCAGAGGCAGGAGATTAGACA 
GGGATGACAGTTAAGGGGTTACTG 

1 ACCTCTTCGTTGTATTTTACCTTTCAC - 
TTACAAACMG CTGATGCCACTG 



GATCAAAACAAGGTCCTTGACTTTTT 
GCAGGGGCAGCCTGGCAATCAATG 

CCTAAATGTTGTCCCTCAGAGATGCA 
CAGATGTATATGGGTAAGGAAATG 

CCAAC CATAGTCATGAAG CTG CTTCT 
GTTCCCAATGCAATCCCATTGTGG 

GCTTTTCAATG CTTC C GAAACTGA GT 
GCTAACAGGGGCAATTAGTGCTGG 
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Hs.313173 AW293031 

Hs.320386 8F512295 

Hs.320429 BF512654 

Hs.123352 AAB11133 

Hs.320389 BF512323 

Hs.120563 AA741116 

Hs.320373 BF512098 

Hs.320490 BF513327 

Hs.313290 AW296074 

Hs.320390 BF512330 

Hs.297397 BF507606 

Hs.309256 AI373161 

Hs.343303 BF513322 

Hs.301870 BF507614 

Hs.300479 AW452510 

Hs.320387 BF512301 

HS.122854 AA292626 

Hs.300488 AW453029 

Hs.335081 AI380942 

Hs.313822 AW452916 

Hs.309486 AI523959 

Hs.303926 AI084223 

Hs.313170 AW292942 

Hs.313795 AW452553 

HS.319883 BF507567 

Hs.320476 BF513187 

Hs.313828 AW453000 



Table 8 

6699667 UI-H-BW0-aih-g-10-0-Ul.s1 cDNA, 3* 

end /done=lMAGE:2729299 

/clone end=3* 
11597474 UI-H-BW1-amb-e-03-0-Ul.s1 cDNA, 3' 

end fclone=lMAGE:3069388 

/clone end=3' 
11597843 UI.H-BWl-amg-f-03-0-UI.s1 cDNA, 3* 

end /done=IMAGE:3069844 

/done^end^ 
2880744 oa98b10.s1 cDNA, 3' end 

/done=iMAGE:1320283 /done_end=3* 

11597502 Ui-H-BW1-amb^09-0-Ul.s1 cDNA, 3' 
end /clone=IMAGE:3069497 
/done — end=3* 
2779708 nz04f08.s1 cDNA, 3' end 

/done=IMAGE:1286823 /done_end=3' 

11597310 UI-H-BW1-ami-f-12-0-Ul.s1 cONA, 3* 

end /done=lMAGE:3070222 

/done end=3* 
11598506 UI-H-BWl-amk-a-07-0-Ul.s1 cDNA. 3' 

end /done=IMAGE:30S9996 

/done_end=3* 
6702710 U!-H-BW0-aiu-h-07-O-UI^1 cONA, 3' 

end /done=IMAGE:2730852 

/done end=3' 
11597509 UI-H-BW1-amb-h-05-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:3069537 

/done end=3' 
11590904 Um-BW1-ana-e-02-0-Ul.s2 cDNA, 3' 

end /ctone=lMAGE:3071714 

/done end=3' 
4153027 qz13a01 jc1 cDNA, 3' end 

/done=IMAGE:2021352 /clone_end=3' 

11598501 Um-BW1-amk-a-02-0-UI.s1 cDNA. 3' 
end /done=IMAGE:3069966 
/done_eno^3' 
11590912 UJ-H-BW1-ana-f-03-0-ULs2cDNA,3' 
end /done=IMAGE:3071764 
/done_end=3* 
6993286 Ul-H-BW1-ame-a-12-0-UI.Sl cDNA, 3' 
end /done=!MAGE:3069598 
/done_end=3* 
11597480 Ul-H-BW1-amb-e-09-0-ULs1 cDNA, 3' 
end /done=MAGE:3069401 
/done_end=3' 
1940611 zs57h08.ncDNA,5'end 

/ctone=IMAGE:701631 /done_end=5* 
6993805 UJ-H-BWI-ama^lO-O-ULslcDNA,^ 
end /done=MAGE:3069306 - 
/cione_end=3' 
4190807 tg18c08.x1 cDNA,3'end 

/done=MAGE:2109134 /donejsnd^ 1 

6993692 UI-H-BW1-amd-b-02-0-Ul.s1 cDNA, 3' 
end /done=!MAGE:3D6926? 
/done_end=3' 

4438094 tg98f09.x1 cDNA, 3' end 

/done=tMAGE:21 16841 /done_end=3' 

3422646 oy72g05.x1 cDNA, 3' end 

/doneMMAGE:1671416 /done_end=3' 

6699578 UW-BW0-8ig-f-11-0-UI.Sl cDNA, 3' 

end /done=lMAGE:2729252 

/ctone^end^ 1 
6993329 UI-H-BW1-ame-e-11-0-Ul.s1 cDNA, 3 1 

end /done=IMAGE:3069788 

/done_end=3* 
11590865 UI-H-BWl-amr-h-08-0-ULs1 cDNA, 3* 

end /dane=lMAGE:3071079 

/done_end=3' 
1 1 598366 UI-H-BW1 -amj-e-02-0-ULs1 cDMA, 3* 

end /done=lMAGE:30701 55 

/done_end=3' 
6993776 UI-H-BWl-ama-a-05-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:3Q69200 

/done_end=3' 



PCT/US01/47856 



AGTTCTTGTAACAGTTAAAACTTTCTT 
GCCAGCTCTCAGGTTATCACTGG 

GTGTGTAAATGAGTGTCAGATCTTTT 
CTTGAAAACAGGTTTGGATTGGGG 

AGGGTCCACAAGGAGAATATTTTCTT 
AAAGTAACTCCCTGATTTGCGGGG 

GCTCCCCTATGCCTGTGTAGCAGAAT 
CTAAAAGATAATCATGTGAACGGG 

TTGTCTTGTTTCTTTTATCTCCCCTAT 
GTTTCATCTTAGTGCAGGCAGGG 

ACAGTTGCCTTTGAGATTCCTGTATTT 
CTGCATGAATAAATCCATAAGGG 

GTCCTTG GAAGGTAACACTTGTGATT 
GGAACCACTCTTCAAGCTGAACGG 

ATTCATTC ATTCATTCAACAA G C A CTT 
AAAAACAATGCCTGTGTGCCAGG 

CACACCCAGCCCCATTCACAAAGGAC 
TATAAAATCTACACCCCAGTCACG 

GGCATAGTAGTGCTAAACAGAGGTG 
GAAGTAGTGAAGGGAGTTTTGAACG 

CTAGTCCTGCCCCCACCTCCCCAAGT 
ATTACCCCTCCTAAGTCCTGCTAG 

AGATAAG CAGGATAAAC AAGAC AG GT 
TGGATTGTGATCAGCTCTATGGAG 

G ATG G CTAG GAC AAGATGATTTACAA 
GAGCGTGGCGGGAGGGACGGCGAG 

CCGTGTCTGGATTGTGTGTCTTACTT 
CTAAAGGTGCACATACTTCATAAG 

GTATCTCTGCACCTCACTACTACCCT 
TCACTCCTTGGAGACCTGGGCAAG 

AACACACCACCAAACATTCTTCCCAT 
CCTTCTTCACCAACCAGCTACAAG 

ACAATTGGAGTTGGGGCTGTCACCAC 
CTGAAGTGTGTCAACCACAGAAAG 
TTAGGGCAAAAGTCCTAGTGGCGGC 
AGCTTTCTTGTCTAGACCCTGG7TC 

AGTGATGCTTGCCTTTTCGCTTTCCT 
AAAGATGTCATTTGAAAACAAGTC 

CCCAGCTTCATTAATGTGAATG GTGG 
CAGACAC CTCTAGCTATAGAGCTC 

GAGCCAAGATTGGGCCACTGCACTC 
CAG CCTGGGTG AC AG AGTG AG ACTC 

GAGCCGAGATTGCATCACTGCACTCC 
AGCCTGGTCAACAGAGCGAGACTC 

TTCAGTCATGCAGCAACATCCGCTTA- 
ATGCCTCCTAAGTGCAGAACACTC 

GGTCCTCTTCTCTCTACTCTCCCTAG 
TAACTAACCACCAAAG C CTAAATC 

TrGTTTGTTTGTTTATTTATTTATTTTG 
AGGCAGCGTCTTGCTCTGTTGC 

TGCCATCTTTACATCTAATCAAGAGG 
TAGAGCTTCCCCTGGTGTTCCTGC 

TGCTCTGCTCTTCCCAAATCAAGGAA 
TGTAGATCTTGCTAACAGAACTGC 
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Hs.120251 AA731386 

Hs.313392 AW297908 

Hs.343320 BF512697 

Hs.304176 AI540182 

Hs.320425 BF512629 

Hs.313236 AW294711 

Hs.313379 AW297666 

Hs.123341 AA810927 

Hs.313208 AW293991 

Hs.123344 AA811024 

Hs.320450 BF512B39 

Hs.313369 AW297549 

Hs.297527 BF515924 

Hs.297513 BF515498 

Hs.105218 AA488881 

Hs.309447 A1492062 

Hs.309483 AI523758 

Hs.343333 BF515310 

Hs.309687 AI401187 

Hs.314730 A1523958 

Hs.313337 AW297006 

Hs.116455 AA649141 

Hs.123313 AA810089 

Hs.319858 BF507353 

Hs.123342 AA811005 

*Hs.313288 AW296061 

Hs.308998 AI356553 



Table 8 

2753542 nz86R)7.s1 cDNA, 3' end 

/done=IMAGE:1302373 /done_end=3' 

6704544 UI-H-BW0-ajn-a-04-O-Ul.s1 cDNA, 3* 

end /done=lMAGE:2732071 

/done_end=3' 
1 1 597876 UI-H-BW1-amm-a-02-0-Ul.s1 cDNA. 3' 

end /done=IMAGE:3070346 

/done end=3' 
4457555 td10f04Jrt cDNA. 3' end 

/done=IMAGE:2075263 /done_end=3' 

11597808 UI-H-BWl-amg-o03-0-Ul.s1 cDNA, 3* 

end /done=tMAGE:3069700 

/done - _end=3 t 
6701347 UI-H-BW0-aiin-b-12-0-Ul.s1 cDNA, 3' 

end /done=fMAGE:2729808 

/done_end=3* 
6704302 UI-H-BW0-ajh-c-02-O-ULs1 cONA, 3' 

end /done=IMAGE:2731755 

2880538 oa77d07.s1 cDNA, 3 1 end 

/done=IMAGE13l8285 /done_end=3' 

6700627 UI-H-BW0-aik-h-08-O-Ul.s1 cDNA, 3' 
end /done=lMAGE:2729726 
/done end=3* 

2880635 oa82g05.slcDNA,3'end 

/done=IMAGE:1318808 /done_end=3' 

11598018 Ul-H-BWl-amu-e-10-0-UI.s1 cDNA. 3' 

end /done=lMAGE:3071322 

/done_end=3' 
6704185 UI-H-BW0-aia-g-08-0-ULs1 cDNA, 3* 

end /done=IMAGE:2731214 

/done_end=3' 
11601103 UI-H-BW1-aoa-e-01-0-Ul.s1 cDNA, 3' 

end /ctone=lMAGE:3084001 

/done_end=3' 
1 1600677 UI-H-BWl-ann-g-04-0-Ul.s1 cDNA, 3* 

end /done=IMAGE:3082950 

/done end=3' 
2218483 aa55f06.s1cDNA,3'end 

/done=rMAGE: 824867 /done_end=3' 
4393065 tg^HjclcDNA, 3' end 

/d on e= IMAGE: 21 08540 /done_end=3' 

4437893 tg94e10.x1 cDNA, 3* end 

/done=lMAGE:21 16458 /done_end=3' 

11600412 Ul-H-BW1-ank-g-09-0-Ul.s1 cDNA, 3' 
end /clone=IMAGE:3082577 
/done_end=3' 
4244274 tg26h10.x1 cONA, 3' end 

/done=IMAGE:21 09955 /done_end=3' 

4438093 tg98f08jc1 cDNA, 3' end 

/done=IMAGE:21 16839 /done_end=3' 

6703642 UI-H-BW0-ajf-c-09-0-Ul.s1 cDNA, 3' 
end /done=lMAGE:2731409 
/done_end=3' 

2575570 ns32g12.s1cDNA,3 , end 

/done=IMAGE:1185382 /done_end=3' 

2879495 od1 2f1 2.s1 cDNA, 3' end 

/done=IMAGE: 1367759 /done_end=3* 

1 1 590660 UI-H-BW1-amx-o-04-0-Ul.s1 cDNA, 3' 
end /clone=!MAGE:3071239' 
/done_end=3* 
288061 6 oa73g1 1 .s1 cDNA, 3' end 

/done=IMAGE:1317956 /done.end=3' 

6702697 UI-H-BW0-aiu-g-06-0-UI.Sl cDNA, 3' 
end /done=lMAGE:2730802 
/done_end=3* 

4108174 qz27h12j(1 cONA, 3' end 

/done=IMAGE2028167/done end=3' 
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TGGCACCAACTTACACTTCCAGAAGA 
GAGTGGTTCAGGAAATTACTATGC 

AACTTTGGGAAGTGAGACTCTGTCTT 
GGGTTTTTGATAATAAATGTGGGC 

CCGAGAAAGTACGGCTGGAGCGGAC 
TGGGGAGACGGAAATATTGAGTCGC 

CGAAGAAAGAATTGGATGCAGAATTG 
TTGCCTAACCTGGGTGACAAGAGC 

AGTGCCTGTGATTCCACCCCCTTACC 
TCCCACTCAAGTGACAATGTAAGC 

AGAAAGTTAGGAGTCGGCAACCTTAA 
G GAG GAGTTTCCTATCATCTCTCC 

TGTCACAAAGATGAAGCAAGGTGGCT 
CAGGGAACGTGCTCAGAAACCTCC 

GCAAAGTGAAAGTTTTCCCTTTGGCC 
CTAAAATATGAAAGCAAAGCATCC 

CCCTGTCCATCTTTTCCTGTTC CTATC 
CAGCCTrCCCTCTCCnTTTGCC 

CCACGGAGGGCTCCCCATCTAAAGG 
GAGTTTAATAAAC AAAG GAATG G CC 

CAATTGGTACATTCTCGGCAAACCCT 
TGCCCACAATTTCCTCAGGAAGCC 

AGGGTGTCCCTGTGATTTTTAAATTC 
ACTATCTAGCTGTCCCTATCCCCC 

CTTATATTATGTTTTCTCTGTGACAAG 
CACCTCACCTCCCAACCCACCCC 

GAGAATTC AAATTAAATG CAGAGTCC 
TAGGCCCACCCTGGCATACCACCC 

ACAACCAATGCCTCACACTTAAGCTC 
CTAGAAGTCACTAGGGACCAGACC 
GC CCTCACCAGAATTC AATCATGCTG 
GCACCTTATCTTGGACTTTCAACC 

AGGGTAAGAGTTCCAGACCTGACTG 
GACAATAAAGTGAGACTGTCTCTAC 

CTCCGTCTGCCGCCTCCGTAGCCAC 
AGCGACTTTGGAAGTGATATTTGAC 

CCCTGGAGAAGGAGGGTGATTTATTT 
TCAACTTTCTGATTTACCAC CGAC 

GATTGTTTGAGCCTGGGAGTTCCACA 
CCAGCCTGGGCTACATAGGGAGAC 

CTGCTCTAGACTGAGCACAGCCACTG 
ACAGGTGACCTTCAGAATCCTCAC 

ACCCCTGCTTTACTGTGACAGACATA 
TAGTTTGTCATACATAAAACCCAC 

ACCTAACAG AAATTTG GATTCG G GTT 
GTCTAAATACACCCTGGTGGGTTA 

GCCTTTCCCAC CAACAGTTTATGTGA 
TTCCCTG CCCTACCCTTACCATTA 

TCCCATTGCATGTCCCGTATATTGAA 
AGCTGCCTCTACTTCTCTCTGGTA 

GGCAGGGGATGAACCAGATAATTTCC 
AGCCCTTCTTGGTAGCTCTTCGTA 

GCTTAGGAGTTTGGGACCAGCCTGG 
GTAACATAGTGAAACCCTGTCTCTA 
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HS.313328 AW296796 

Hs. 320462 BF512986 

Hs.297514 BF516300 

Hs.124358 AA830650 

Hs.313345 AW297163 

Hs.320484 BF513246 

Hs.105130 AA482030 

Hs.1 04176 AA214530 

Hs.121118 AA721101 

Hs.313313 AW296455 

Hs.335116 AI524072 

Hs.309130 AI382229 



Table 8 

6703432 UI-H-BWO-ajtve-06-0-Ul.s1 cDNA, 3' 

end /done=lMAGE:2731115 

/done_end=3' 
11598165 UJ-H-BW1-amh-o06-0-Ul.s1 cDNA, 3' 

end /done=lMAGE:3069707 

/donejend=3' 
11601479 Uf-H-BW1-anz-e«06-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:3084010 

/done_end=3' 
2903749 oc52g02.s1 cDNA,3'end 

/done=IMAGE:1 353362 /done_end=3' 

6703789 Ul-H-BWO-ajd-a-04-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:2731279 

/done_end=3 1 
11598425 UI-H-BW1-amo-b-06-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:3070426 

/done_end=3' 
2209708 zu98g04.s1 cDNA, 3' end 

/done=IMAGE746070 /done_end=3' 
1813155 zr92a06.s1 cDNA, 3' end 

/done=IMAGE:683122 /done_end=3' 
2737236 nz67a01.s1 cDNA, 3' end 

/done=IMAGE: 1 300488 /done_end=3* 

6703091 UI-H-BW0^iq-o-05-0-Ul.s1 cDNA, 3* 
end /done=IMAGE:2730224 
/done_end=3' 

4438207 Ih01d07jrl cONA, 3' end 

/done=iMAGE:2l 17005 /done_end=3' 

4195010 td04d04 jcI cDNA, 3' end 

/done=IMAGE:2074663/done end=3* 



Hs.297504 BF514819 11599998 UI-H-BW1-anj-b-10-0-Ul.s1 cDNA, 3' 

end /done=iMAGE:3082338 
/done end=3' 

Hs^97473 BF513074 11598253 UI-H-BW1-amn-c-03-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:307Q445 
/done_end=3* 

Hs.313168 AW292924 6699560 UI-H-BW0-aig-d-05-O-Ul.s1 cDNA, 3' 

end /done=iMAGE:2729144 
/done end=3* 

Hs.319885 BF507583 11590881 UI-H-BWI-ana-b-OS-O-UL^cDNA, 3' 

end /done=tMAGE:3071572 
/done - _end=3' 

Hs.320411 BF512514 11597693 UI44-BW1-amc-h-10-O-ULs1 cONA, 3' 

end /done=IMAGE:3069570 
/done_end=3* 

Hs.116501 AA651832 2583484 ns40b05.s1 cDNA, 3 f end 

/done=tMAGE:1 186065 /done end=3' 



Hs.320438 BF512719 

Hs.319888 BF507612 

Hs.250726 AW298545 

Hs.120738 AA749238 



11597898 UJ-H-BW1-amm-c-01-CMJI.s1 cDNA, 3* 

end /done=iMAGE' 3070440 

/done^end^ 1 
11590910 UI-H-BW1-ana-e-12-0.UI.s2 cDNA, 3* 

end /done=lMAGE:3071734 

/done_end=3' 
6705181 UI-H-BW0-ajm-g-01-O-Ul.s1 cDNA, 3' 

end /done=lMAGE:2732352 

/done_end=3' 
2789194 nx99c09.slcDNA,3 , end 

/done=IMAGE:1270384/done end=3* 



Hs.320404 BF512350 11597616 UI-H-BW1-amc-b-01-0-Ul.s1 cDNA, 3" 
• end /done=IMAGE:3069264 
/done_end=3' 
11590808 UI-H-BW1-amr-c-04-0-ULs1 cDNA, 3* 
end /done=!MAGE:3070831 
/done_end=3' 
11597303 UI-H-BW1-ami.f-05-0-UI.s1 cONA, 3' 
end /done=IMAGE:3070208 
/done_end=3* 
3308774 oy78h09 jc1 cDNA, 3' end 

/done=lMAGei672001 /done_end=3' 



Hs.319880 BF507510 
Hs.320371 BF512091 
Hs.307837 AI052783 



Hs. 124383 AA831706 
Hs.123304 AA809672 



2904805 oc85b04.s1 cDNA, 3* end 

/done=IMAGE: 1356463 /ctone_end=3* 

2879078 nz99b08.s1cDNA,3*end 

/done=lMAGE*1 303575 /done_end=3* 
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TTGCAGCTATTTTCAAGTTGTAAGAAA 
TGAACTTGCAACACATAGGGCTA 

TCTCTTGCCACAGGGATTTCCTCCAA 
GCTGGAATCACCATTTCCTTCCTA 

CCCACCCACCAGTAGGTTGTGATTCA 
ACTGAACCATTTCAGGAGCACCTA 

GAACCCAGCTAAGCCACACCCAGATT 
CTGACCCAGGGATACTCTGAAATA 

GTGTGTGCTGGCGTG CCTTATAGGT 
GTGCGTGTTTCCCTGTCAGTTTTGA 

AGGAAAACTCAGAAATAATTTCTGCC 
CCCTG GATTCTCTAAGATTTG TGA 

GTGGAAAGAATCCTACAACGAACACT 

ATTAAAGTCTGCACCTAGATCTGA 

GGCCTAGGTTCGAGCATTCAGTCATC 

AAGTCTTGTTACAGAAATAAATGA 

CCCCATTTGGAGTCTAGTCAAAACAG 

CAG CTTCTTTGAGTTACCATTGGA 

AAGGCTTGTAACTGTAGGCCCTTGTA 
CTACACTGTGCTATACCTGGTAGA 

C ACTTTG G GAGG CAGAG GTGAG CAG 
ATCACTTGAGGCCAGGAGTTTGAGA 

GGATCACTTGAAGCCAG CAGTTTGAG 
ACCAG CCTGGGCAATAAAATGAGA 

TCAGTTGTGATGGGATTTCTTGATGG 
ATGAGATGTGTC GTGTGAC AGAGA 

CCTCCTAGAACTGGAACCAAGACTGC 
TCCATCAGAGTTAAAGGTGTAAGA 

GCTCACCCTTGCACCTCCTTCCCAAA 
TCTGCTGTCACATTTTCTCAAAGA 

TTCCTGTCTCCATGTTGTG GTCAAGA 
TTGCCATTTGCTTCCTGAGTTTCA 

CTGGTTCTAGTGCAGTCTCCTCACTT 
TCCTGGTGTTTG GTTTATCTTTCA 

TGACATGATTACCTGACTGATGTTTC 
TCCTCCATTAGACTGAATGCTTCA 

TGGCAAAAAGCCTAACACTGACTCAT 
CCCATTCTATCAGCACAAACTTCA 

GTTTACAAG GGATACTAGTTCCTGGA 
GGGACGAAGGAGGCTCTGTTTGCA 

TCCTCAACTCGGAGATTCCTGTATGG 
AGAGAATCAATTTCTATATTTGCA 

ACATTTCTTAGGTGTGTAGTGGTGAA 
GGAAAATAGTGGAAGATGTCTGCA 

TCAGGAGGCTTGAAAAGACTCAAGGT 
TTCTACACTATGGGAAATAAGGCA 

GTTTTCACTTGTGATACTAACTATTGT 
TTTTCTCCCCCATGCCAAGAGCA 

AGCCAAGGGAG CATATTATTCTCTTA 
TTTTAAACCTCTCCGTAG GCAG CA 

AGAAGGACCCCTGGTTGAGAACCAC 
G GTTGTAT AGAAAG G AATTGAAGCA 

TTGACTG CC ATAG CCAAGAGTTAATA 
TAGTTG C GTTTTCTTAAG GAAG CA 

CTTACTGTGCTTTTAGGTTTTGTTGCT 
TTCTGTCTGTATGCTATGTTCCA 
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7816 db mining 

7817 db mining 

7818 db mining 

7819 db mining 

7820 db mining 

7821 db mining 

7822 db mining 

7823 db mining 

7824 db mining 

7825 db mining 

7826 db mining 

7827 db mining 

7828 db mining 

7829 db mining 

7830 db mining 

7831 db mining 

7832 db mining 

7833 db mining 

7834 db mining 

7835 db mining 

7836 db mining 

7837 db mining 

7838 db mining 

7839 db mining 

7840 db mining 

7841 db mining 

7842 db mining 

7843 db mining 



Hs.123368 AAB11539 

Hs.313176 AW293164 

Hs.313171 AW292976 

Hs.343308 BF508886 

Hs.320468 BF513104 

Hs.1 20585 AA743221 

Hs.297468 BF513126 

Hs.313205 AW293932 

Hs.343329 BF515646 

Hs.319906 BF507755 

Hs.320465 BF513053 

Hs.320430 BF512667 

Hs.120718 AA748539 

Hs.320472 BF513154 

Hs.319899 BF507695 

Hs.124932 AA825273 

Hs.313354 AW297308 

Hs.127178 AA938725 

Hs.320445 BF51278B 

Hs.319902 BF507708 

Hs. 104348 AA251338 

Hs.320442 BF512761 

Hs.320470 BF513152 

Hs.300359 BF516423 

Hs.309152 AI392970 

Hs.122448 AA761767 

Hs.319874 BF507452 

Hs.104177 AA214542 



Table 8 

2881150 ob45d08.s1 cDNA, 3' end 

/ctone=IMAGE:1334319 /done_end=3' 

6699800 ULH-BWO-aiH>O1-0-Ul.s1 cDNA, 3' 

end /done=lMAGE:2729448 

/done_end=3' 
6699612 Ui-H-BWO-anvb-OB-0-UI.sl cDNA, 3' 

end /done=MAGE:2729055 

/done_end=3' 
11592184 UVH-BI4-aos-a-03-0-Ul.s1 cDNA. 3' 

end /done=IMAGE:3085732 

/cbne_end=3* 
1 1 598283 UI-H-BW1-amn-e-1 0-0-Ul.s1 cDNA t 3* 

end /done=lMAG&3070555 

/done_end=3' 
2782727 ny21c06.s1 cDNA, 3* end 

/clone=IMAGE:1272394 /ctone.end=3' 

11598305 UI-H-BW1*mn-g-09-0-Ul.s1 cDNA, 3' 

end /done=lMAGE:3070649 

/done_end=3' 
6700568 UM-BWO-aik-b-02-0-Ul.Sl cDNA. 3* 

end /clone=IMAGE:2729426 

/done_end=3' 
1 1 600825 Um-BW1-anu-d-06-0-Ul.s1 cDNA, 3' 

end /cione=IMAGE:3083555 

/done end=3 p 
11591053 UI-H-BW1*ni>s-07^UU2cDNA t 3' 

end /clone=lMAGE:3Q72180 

/ctone_end=3' 
11598232 UI-H-BW1-amrv^06-0-Ul.s1 cDNA. 3' 

end /done=IMAGE'3070355 

/donejend=3' 
11597846 UW-BW1-amg-f-06-0-UI.Sl cDNA, 3' 

end /done=tMAGE:3069850 

/done end=3' 
2788497 ny05h12.s1 cDNA, 3' end 

/done=lMAGE:1270919 /done_end=3* 

11598333 UI-H-BW1-amj-b-02-0-Ul.s1 cDNA, 3' 

end /done=tMAGE307001 1 

/done_end=3' 
1 1590993 UI-H-BW1-anb-h-05-0-Ul.s2 cONA, 3' 

end /done=iMAGE:3071865 

/done_end=3* 
2898575 oc67a02.s1 cONA, 3' end 

/done=IMAGE:1 354730 /done_end=3* 

6703944 UI-H-BW0-aji-h-03-0-UU1 cDNA, 3' 
end/done=IMAGE:2732020 - 
/done_end=3* 

3096753 oc10g07.$1cDNA,3 , end 

/done=IMAGE:1340508 /done_end=3' 

11597965 Ul-H-BWl-amm-h-l2-0-Ul.s1 cDNA, 3' 

end fc!one=lMAGE:3070702 

/done_end=3* 
1 1 591006 UI-H-BWl-anc-b-02-0-Ul.s2 cDNA, 3* 

end /done=lMAGE:3071930 

/done_end=3' 
1 886301 zs08a06.s1 cDNA, 3* end 

/done=lMAGE:6B4562 /done end=3' 
11597940 U^H-BW1-amm-f-08-CI-Ul.s1"cONA t 3 , 

end /done=IMAGE:3070598 

/done end=3* 
11598331 UI.H-BW1-amj-a-12-0-UI.s1 cDNA, 3* 

end /done=IMAGE:3069983 

/done_end=3* 
11601602 UI-H-BWl-aob-h-05-0-ULs1 cONA, 3' 

end /done=lMAGE;3084512 

/done_end=3" 
4222517 tg22d05.x1cDNA,3 , end 

/clone=IMAGE:21 09513 /done_end=3' 

2810697 nz31e08.s1cDNA,3'end 

/done=IMAGE:1 289414 /done_end=3' 

1 1 590750 UI-H-BW1-amz-e-06-0-Ul.s2 cDNA, 3* 
end /done=IMAGE:3071699 
/done_end=3' 
1813167 zi92b09.s1 cDNA, 3' end 

/done=IMAGE683l29 /done_end=3' 
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TGCAGTTAGGAGTGTGGACACTCTGC 
C C ATCTC CATTGAATTAAATTC CA 

ACTTGGGTTCTATCCCCACGATAACT 
TGTTATGTATATGCCAATATCCCA 

AGCTAGAAAATGTCCCTTTTTCTTCTT 
TGGAGGTCTTTAACCAAGGCCCA 

ATCACCAATCTTATTTAGCACTGTGG 
ATGCCGTTTTG CAAATGTCACCCA 

TGACTTAAGGTTGGAATATCTCCTAC 
TACTCCCCTGTCCTCCTTGGACCA 

TGTGGTTTGCAATGGTTTACTGATGA 
GACAGCAAAAATGAGACAGGACCA 

TGG CGAGCCAGTCTCTGGATGGGAT 
TCTGATCAAC A GAAGTTCTCATACA 

TGCCCATCCTTTGCTG I i 1 1 t CTCTTT 
CAGTCATGGCCTATTTGGAGACA 

CTCAACCTTGGCCCTAAACTAACAGT 
GACAGGGAGTTCCCCAGCCTCACA 

TCCTGACCGTTGACAGAGAGCTTTTA 
CAGAAGTCTTAGGCAGTACACACA 

AGTGTGTGGCACCC AG GGATCACTG 
TATGAGAATTTCCTGAACAACAACA 

GCTGTAAGTCCCTTCCTTACTCATCT 
TCC CTCTCAAATACAACAACAACA 

GCCAGTTGGCACCATTTATGAAACAC 
ACCACCTTGTAACCACTGAATTAA 

TCAACCTAGCACAGTGCCTGGCTGAT 
AGGTGTTGAATATTTC CACTCTAA 

GCAACCCTCTGCCCCTGCAAAGAGAT 
ATTGTGACAAAGATATTCACTGAA 

TAACATTCCTGGCACAGTCCCTGGCA 
TAGGGTAGATAATAAATGGTGGAA 

TCTCTAACCATCAAGGAAGGTCAAGG 
GCCATGTATCTCTTTTAGGGAGAA 

TTCCACAAACTCAGGTGTGCAAGAAA 
CAATGCATTACTTTATTTTCAGAA 

CAGGAG7TTGAGACCAGCCTGGGCA 
ACATAGTAAGTCTCCATCTCTTCAA 

TCCCTAGTCCTGGAGACTCGGGAACT 
AAAACAATCAATTCCCCTGAGCAA 

TCCTCTTCATTGGAGACCCCTCCCTG 
TCACAG CACAATGTG GGTAATAAA 
CAGAACAAGGCCCACAGTGTGAAAG 
GTG CTG CTGAACAAAGATAAATAAA 

GAGTC AGCAAC ACTG GTCCTCTTGCC 
TTGGTTGATGCTTTTGAACTGAAA 

TAAGGATGTATCCCTATGGGCAGGAA 
ACCCAATTCTAAGAAACTTACAAA 

GCCACTGCACTCCAGCCTGGGCAAC 
AGAGCGAGACCTTGACTCTTTAAAA 

CACAACACCCAAAAGGCTGCATTGCA 
TAACATGTATTTGTTGAATGAAAA 

GGGGTCCTTGCTCACAGAGCTCCCA 
AGATGGTGGTGGGCGACTTCCAAAA 

TCCCTCTATAGGTAAAAGACCTGTTT 
GTCTGAAATGTGTGGAACCTGTCT 
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7844 db mining 

7845 db mining 

7846 db mining 

7847 db mining 

7848 db mining 

7849 db mining 

7850 db mining 

7851 db mining 

7852 db mining 

7853 db mining 

7854 db mining 

7855 db mining 

7856 db mining 

7857 db mining 

7858 db mining 

7859 db mining 

7860 db mining 

7861 db mining 

7862 db mining 

7863 db mining 

7864 db mining 

7865 db mining 

7868 db mining 

7867 db mining 

7868 db mining 

7869 db mining 

7870 db mining 

7871 db mining 



Hs.104182 AA521405 

Hs.255522 AW296182 

Hs.124928 AA765668 

Hs.320388 BF512314 

Hs.123161 AA807319 

Hs.120608 AA743877 

Hs.120554 AA741010 

Hs.330148 BE676227 

Hs.120259 AA731522 

Hs.124333 AA829233 

Hs.1 24281 AA825840 

Hs.120716 AA748500 

Hs.320428 BF512663 

Hs.123593 AA814828 

Hs.120214 AA730985 

Hs.123365 AA811469 

Hs.127156 AA938155 

Hs.320486 BF513276 

Hs.343330 BF514718 

Hs.1 23584 AA814349 

Hs.123376 AA811751 

Hs.122860 AA766374 

Hs.105268 AA490812 

Hs.297465 BF512677 

Hs.1 27167 AA938326 

Hs.123361 AA811359 

Hs.105282 AA491247 

Hs.320385 BF512292 



Table 8 

2261948 aa68c06.s1 cDNA, 3' end 1 
/done=lMAGE:826090 /done_end=3' 

6702818 Ul-H-Bl2-aia-c-01-0-Ul.s1 cDNA, 3' end 1 
/clone=IMAGE:2728680 /done_end=3' 

2816906 oa04fD2.s1 cDNA, 3' end 1 
/done=lMAGEi1303995 /done__end=3' 

11597493 Ui-H-BW1-amb-f-11-0-UKs1 cONA.3' 1 
end /done=lMAGE:3069453 
/done_end=3' 
2876895 oc38b~01.s1 cDNA, 3* end 1 
/done=lMAGE:1351945 /done_end=3' 

2783228 ny25b04.s1 cDNA, 3' end 1 
/done=IMAG£1 272751 /done_end=3' 

2779602 ny99a10.s1 cDNA, 3' end 1 
/done=MAGE:1286394 /done_end=3' 

10036768 xm80f05jfl cDNA, 3' end 1 
/done=IMAGE:2690529 /done_end=3* 

2753878 nw59h09.s1 cDNA, 3' end 1 
/done=IMAGE:1250945 /done_end=3' 

2902332 od05a10.s1 cDNA,3'end 1 
/done=IMAGE: 1358298 /done_end=3' 

2899152 od59dOZs1cDNA.3 , end' 1 
/done=lMAGE:1372227 /done„end=3 f 

2788458 ny01h10.s1 cDNA, 3* end 1 
/done=!MAGE:1270531 /done_end=3' 

11597842 UWBW1-amg-f-02-0-Ul.s1 cDNA, 3* 1 
end /ctone=IMAGE:3069842 
/done_end=3' 
2884424 ob73d07.s1 cDNA, 3* end 1 
/done=IMAGE:1337005 /done_end=3' 

2752189 nw87a04.s1cDNA,3 , end 1 
/done=OMAGE:1251630 /done - end=3 l 

2881080 ob83c11.s1cDNA,3'end 1 
/done=!MAGE:1337972 /done_end=3' 

309626B oc10a09.s1cDNA.3'end 1 
/d on e=lMAGE: 1340440 /done_end=y 

11598455 UI-H-BW1-amo-e-01-0-Ul.s1 cDNA, 3* 1 
end /done=IMAGE:30705S0 
/done_end=3' 

11599897 UI-H-BW1-ans-a-12-0-UI.Sl cDNA.3' 1 
end /done=IMAGE:3083063 
/done end=3* 

2883945 nz06h06.s1 cDNA, 3 1 end 1 
/done=!MAGE1287035 /done^end^ 1 

2881362 Ob80e12.s1 cDNA, 3' end 1 
/done=IMAGE: 1337710 /done_end=3* 

2817612 oa36b03.s1 cDNA, 3' end 1 
/done=IMAGE:1 307021 /done_end=3* 

2219985 aa49e05.slcDNA,3'end 1 

/clone=IMAGE:824288/done end=3' 
11597856 UI-H-BW1-amg-9-04-0-U!.s1 cDNA, 3* 1 

end /done=lMAGE:3069894 

/done_end=3' 
3096437 oc11c08.s1cDNA,3 , end 1 

/done=IMAGE:1340558 /done_end=3* 

2880970 ob82a07.s1cDNA t 3 , end 1 
/done=IMAGE:i337844 /done_end=3' 

2220420 aa49b01.s1cDNA,3'end 1 

/done=IMAGE*24233 /done end=3' 
11597471 Ul-H-BWl-amb-<M2-0-UKs1 cONA, 3' 1 
end /done=lMAGE:3069359 
/done end=3* 
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GCTGCCGTGTCTTTTGGCATTTTCAG 
CATGACTATATGTTTTTGTAATGT 
CCGAAGGCCCGTGTGGCGCTTCTCC 
TATTCTGTAGAGTGGTAGTTTGTTT 

AAAGAG GTAAACGCAAGTTCTCTCTT 
GTAGGTCGGGCTACAGGTGACTTT 

TGGTTCTCAGCCTGGGTGAACAGAG 
AAGGGGTCTAATTTGGTCTTTTGTT 

TGTTCTTGGCACCCTGCACTGTCAGG 
CTATATCATTTCTGTTTGTTTCTT 

TCTCATTTTCTTTTCCTAGCTGTGATG 
CAAAGTGTCAGTGGTCCCATCTT 

TGTCCAACCTTCCTTTTGCTACAAAC 
AAAGAATGCCTAGGGATTCAACTT 

CAAGTGG CCTTG GTGTTTAAATCTTG 
C CCTAAATTG TAA CTCACATGATT 

ACCAACCAGTG GTGTGCTGGAGCTG 
TCTCATACTATCTTGAGAGTCCATT 

AGCACTTGCTTTGTTCCAGACATTGT 
C CTTAGCTCCTTTCTTGTGTAATT 

TGCAG CAAAAATTGAATTTCATAG GC 
CATTCAGTGTTCTCTG CGATAATT 

CCAGGAATGGAAATACGCCAACCCA 
G GTTAG G CACCTCTATTGC AGAATT 

AG GAAATTGGTTG AAGTC GTTTTTCT 
CTTGTTAGTCTCATGTTAAGCTGT 

TCGCCTGGGGAGAATTTAAAATCTAA 
GTCGCTGGAAGTCCCTTTGTATGT 

ACCTGTAGGAAGGGTTTGTGAATATT 
CTGTTGCTCTG AATT ATT AG CG GT 

TGAGAGGATCTTGAGACATTCTTGTG 
TTATTTGCCCTCTATGTTTTAGGT 

TCCCAAG CATGAG ACAAGTAC CAC CA 
GrTGGrrTCAGGAGATGATTTTAGGT 

ACAAGACAGC AG CCTTC C CGAAATGT 
CACTACTAAGAATTATTCAGAG GT 

GCTGCCCAAACTTCCATTTATTTACC 
CTCCAAACATCACTTCCTTCCTCT 

ACATTTGCCAATG CACTTGATGTAAA 
GTTGTTGAGGATGTTGACTCTCCT 

TCCCCCTTCCTAACACCAATTTGGGA 
ACATCACTACTTGTATATTATCCT 

TCAAGACCCTTAGAGTAA GTTAACTC 
CCAAGGAAATGTAGTTAGTTCCCT 

AACCCACAATCCAACTCCCTTGATGA 
GGATGATCATTAACAACAATCACT 
TTTGAAGCCTCTGGTACTTCCCCTTC 
CCAAACCCAGTCACAGGAAACACT 

TTGGAGGTTAACAGTATTCCTTTGAG 
TGGTGTGATTAAAGGTGCTTTTAT 

CCAACCTCCAGAACTGCCTATCTAAC 
TCATCTGTGGTGATGGAATGCTAT 

AGTGGCTCTCTGCTGTTAGCATGGTT 
ACTAATCTTTTGGTTACTTTTCAT 
TGACCTCAGTGTCTACTTCAGCAGAA 
CCTGTGGGTATATGCCTACCTCAT 
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7872 db mining 

7873 db mining 

7874 db mining 

7875 db mining 

7876 db mining 

7877 db mining 

7878 db mining 

7879 db mining 

7880 db mining 

7881 db mining 

7882 db mining 

7883 db mining 

7884 db mining 

7885 db mining 

7886 dbmining 

7887 db mining 

7888 db mining 

7889 db mining 

7890 db mining 

7891 db mining 

7892 db mining 

7893 db mining 

7894 dbmining 

7895 dbmining 

7896 db mining 

7897 dbmining 

7898 dbmining 

7899 dbmining 



Hs.1 05506 AA521196 

Hs.124928 AA765759 

Hs.320488 BF513286 

Hs.122891 AA767801 

Hs.1 16435 AA648285 

Hs.300303 AW292760 

Hs.123154 AA688058 

Hs.320489 BF513296 

Hs.1 24353 AA830448 

Hs.122824 AA765319 

Hs.124317 AA827178 

Hs.300373 AW297820 



Table 8 

2261 739 aa74c04.s1 cDNA, 3' end 

/clone=lMAGE 826662 /done_end=3* 

2816997 oa07h05.s1 cDNA, 3* end 

/done=lMAGE:1304313 /clone__end=3' 

11598465 UI-H-BW1-amo-e-11-0-Ul.s1 cDNA, 3* 
end /done=lMAGE:3070580 
/done_end=3 l 
2818816 oa45h09.s1 cDNA, 3' end 

/done=IMAGE: 1307969 /done_end=3' 

2574714 ns20d1 2.s1 cDNA, 3' end 

/clone=IMAGE:1 1 841 83 /done_end=3' 

6699396 UI-H-BW0-aij-c-03-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2729453 
/done_end=3' 

2674964 nv58c04.s1 cDNA, 3* end 

/don e= IMAGE: 1 233990 /done_end=3' 

11598475 UI-H-BW1-amo-f-11-0-Ul.s1 cDNA, 3' 
end /done=IMAGE:3070628 
/done_end=3' 
2903547 oc51d05.s1 cDNA, 3* end 

/done=IMAGE:1 353225 /done__end=3' 

2816557 oa01f11.s1cDNA,3'end 

/done=!MAGE:1 303725 /done_end=3' 

2901175 ob53g04.s1cDNA,3*end 

/done=IMAGE:1335126 /done_end=3' 



6704445 Ul-H-BW0-aiy-h-04>0-Ul.s1 cDNA, 3' 
end /done=IMAGE:2731230 
/dtihe end=3' 
11598229 UI-H-BW1-amn-a-03-0-ULs1 cONA, 3' 
end /done=lMAGE:3070349 
/clone end=3* 
6704173 UI-H-BW0-aja-f-05-0-Ul.s1 cDNA, 3' 
end fctone=(MAGE:2731 160 
/ctone_end=3' 
11597827 UI-H-BWl-amg<M0-0-ULs1 cDNA, 3' 
end /done=lMAGE:3069762 
/done end=3' 

Hs.252840 AW015143 5863980 UI-H-BlOp-abb-e-07-0-Ul.s1 cDNA, 3' 

end /done=IMAGE:271 1 149 
/done_end=3' 
6699437 U]-H-BV\ra-aij-f-11-0-UI.Sl cDNA, 3' 
end /done=iMAGE2729613 
/done_end=3 l 
4190331 tf95a09.x1cDNA.3 , end 

/done=lMAGE2107000/done en*=3' 



Hs.320464 BF513050 



Hs.313366 AW297537 



Hs.320427 BF512648 



Hs.313161 AW292801 
Hs.309124 AI380478 
Hs.120562 AA741098 



Hs.105530 AA521450 

Hs.123194 AA805997 

HS.122833 AA765597 

Hs.313827 AW452984 

Hs.122383 AA7B9140 

Hs.120226 AA731687 

Hs.120288 AA731998 

Hs.123168 AA804519 

Hs.124369 AA830835 



2779688 ny99g07.s1 cDNA, 3* end 

/done=IMAGE:l286460 /done_end=3' 

2261993 aa69d11.s1 cDNA, 3' end 

/done=JMAGE:826197 /done_end=3' 

2874747 od 8g05.s1 cDNA, 3' end 

/done^MAGEW^/done^end^ 

2816835 oa08a10.s1 cDNA, 3* end 

/done=IMAGE1304346 /done_end=3' 

6993760 UI-H-BW1-amd-g-11-0-Ul.s1cD^IA f 3 , 

end /done=lMAGE:3069525 

/done_end=3' 
2849260 aa66g10.s1 cDNA, 3' end ■ 

/done=IMAGE:825954 /done end=3' 
2752576 nw58f05.s1 cDNA, 3' end 

/done=lMAGEl250817 /done_end=3* 

2753949 nw61b04.s1 cDNA, 3' end 

/done=JMAGE:125i055 /done_end=3* 

2873650 ns28a11^1 cDNA,3'end 

/done=IMAGEH84924 /done_end=3' 

2903934 oc54b06.SlcDNA,3'end 

/clone=IMAGEl353491 /done_end=3' 



PCT/US01/47856 



1 AAGGAGAACTGTCAACTGAATCTCAA 
ATGCAGTCAAATGAAGAGAGGCAT 

1 TTCAAGTCATTATAGGTTTGGGCATA 
CAGGGTTAACCTTGTGATGTACAT 

1 AGCAGAACAACATGTGTTTGACACTT 
TTCCTTCTCTGTAATGAGGTACAT 

1 TGCCTGTGTGGGTCAAAGGAATCATC 
TATGCTAATGTATTTGAGCGAAAT 

1 ACCGAAAGCAGCATTTTCAATGTTTA 
ATTAAATCGATGCAGGAAATTGTG 

1 GTCCCTGGCCCTTC ACTC7TCGTC CA 
GGCTCTCTGACCTCTTTCC CTCTG 

1 TGTCCG CTGTTTTACCTCACTGCTCC 
TGTTTATGCC CTTAACTTCTGCTG 

1 GCACAAGACCTCACTTGGAACAAGTA 
CCAGGCAGAAGAGAGCATTACCTG 

1 TTTCATATCTTGGCAGTTGGATGCGG 
TAAGAGCCACAGAGAAACCACCTG 

1 AGGACCCTTTTCCCATATTTCTGGCT 
ATATACAAGGATATCCAGACACTG 

1 ACCAGGCCTAGAATTTAGGTTCTAGG 
TGTAAACTATTGG CCTATCAGATG 

1 GTGCATTTTAGCAACAGACTTCCAGG 
TTTCCAGCGCGGGCCAGGAAGGGG 

1 CTGTCATGCACCACCTCATCCCCTCC 
TTCAGGGCCAGG GACAGTCCCTAG 

1 AGAGGAGGAGGGGGTAGAATGAATT 
TCATTTAAAGCTCAACCTAGTTCAG 

1 CAGTCTCCCAGCTTTCTTGGCCTCCT 
CTGCCAACTGGATGCAAGGCTCAG 

1 TGGAGAGAAGGTTCGGGAAGACGAG 
GGGGCTGGGAGGTTTGGAAAGACAG 

1 CTGAAATGGGGGAAGGTGGGTTATG 
ACAAAGTTCATGGAGAGGCCTGAAG 

1 TAAAGCGGTACGGGATTCCGCACCC 
TACTCCAGCAAGAAAGAGCCTGAAG 

1 AGCATTCATTCCTCCAAACACACTCC 
CAGGGTTAGGTCTCTTACCTCTGC 

1 GGTGTTGAATATTTATACGGATTGGC 
ATCATAAGATACC GCGATACCTGC 

1 ACCTTAGTCTAACTG CCTTCTGTAAA 
GTGGGTTGCTATAGTCTTTAAGC C 

1 TGAGGTTTGGATGGTG GCAG GTAAAA 
CAGAAAGGCAAGATGTCATCTGAC 

1 TG GAGCTG CTACATAATTATTTC AG G 
TCTCAAAGCTTCCAAGAAGTGGAC 

1 AGACGGAACCTGAGATGTTGGATGTT 
GTTGATCTTAGCAAACAGACTTTA 

1 AGATCTGTAATCTTTGGCAAATGGAA 
CTCACCTGCAACGATACCTACTTA 

1 GAGGACTTC CATTCCC CATTTCCCGC 
ATACCTGCTGTTCTGTCTGAATTA 

1 AGCTCACACCTGTTCCTTCATGGGTC 
AGTTCCTTTCATTTTCACTTTTGA 

1 AGCTGCTGCTTCTCTTTCAGTTGCAA 
ATGCAAACCTGTTATAATCTTTGA 
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7900 db mining Hs.122482 AA767335 

7901 db mining Hs.313287 AW296059 

7902 db mining Hs.120705 AA748015 

7903 db mining Hs.320495 BF513385 

7904 db mining Hs.121104 AA721020 

7905 db mining Hs.124297 



7906 db mining Hs.320372 

7907 HUVEC cDNA Hs.92381 



7908 
7909 
7910 
7911 
7912 
7913 
7914 



HUVEC cDNA 
HUVEC cONA 
HUVEC cDNA 
HUVEC cDNA 
HUVEC CDNA 
HUVEC cDNA 
HUVEC cDNA 



Hs.24950 

Hs.306193 

Hs.164919 

Hs/t 53028 

Hs.24439 

Hs.155829 

Hs.93675 



AA827809 

BF512096 

AB007956 

AB008109 
AB011087 
AB014525 
AB014540 
AB014546 
AB014576 
AB022718 



7915 HUVEC CDNA Hs.104305 AB023143 

7916 HUVEC CDNA Hs.103329 AB023187 

7917 HUVEC cDNA Hs.155182 AB028959 

7918 HUVEC cDNA Hs. 12921 8 AB028997 



7919 HUVEC cDNA Hs.8383 AB032255 

7920 HUVEC cDNA Hs.15165 AB037755 

7921 HUVEC cDNA Hs.82113 AB049113 

7922 HUVEC cDNA Hs.8180 AF000652 
.7923 HUVEC CDNA Hs.147916 AF000982 

7924 HUVEC cDNA Hs.75056 AF002163 

7925 HUVEC cDNA Hs.42915 AF006082 

7926 HUVEC cDNA Hs.11538 AF006084 

7927 HUVEC cDNA Hs.6895 AF006086 

7928 HUVEC cDNA Hs.286027 AF010313 



Table 8 

2818350 nz65h02.s1 cDNA, 3' end 1 
/clone=!MAGE:1 300371 /done_end=3* 

6702695 UI-H-BW0-aiu-g-O3-O.UI.s1 cDNA, 3' 1 

end /clone=IMAGE:2730796 

/clone end=3' 
2787973 nx87c05.s1 cDNA, 3' end 1 

/done=IMAGE:1269224 /done_end=3' 

11598564 U^H-BW^amk-f-10-0-ULs1cD^IA,3 , 1 
end /clone=IMAGE:3070242 
/done_end=3' 
2737155 nx89f?1.s1 cDNA.3 , end 1 
. /done=tMAGE:1269453 /done_end=3' 

2900172 od08c04.s1cDNA,3 , end 1 
/clone=IMAGE:1 367334 /done_end=3' 

11597308 UI-H-BW1-amhM0-O-Ul.s1 cDNA, 3' 1 
end /done=!MAGE:307021 8 
/done_end=3' 
3413930 mRNA, chromosome 1 spedfic 1 
transcript K1AA0487 /cds=UNKNOWN 

255461 3 regulator of G-proteln signalling 5 1 

(RGS5), mRNA /cds=(81 ,626) 
3043553 hypothetical protein (LQFBS-1), mRNA 1 

/cds=(0,743) 

3327063 mRNA for KIAA0625 protein, partial 1 

cds/cds=(0,2377) 
3327093 mRNA for KIAA0S40 protein, partial 1 

cds/cds=(0,1812) 
3327105 ring finger protein (C3HC4 type) 8 1 

(RNF8), mRNA /cds=(1 12,1569) 
3327165 mRNA for KIAA0676 protein, partial 1 

cds/cds^O.3789) 
4204189 deddual protein Induced by 1 

progesterone (DEPP), mRNA 

/cds=(21 8,856) 
4589483 death effector filament-forming Ced-4- 1 

like apoptosis protein (DEFCAP), 

transcript variant B, mRNA 

/cds=(522,4811) 
14133226 KIAA0970 protein (KIAA0970), mRNA 1 

/Cds=(334,2667) 
5689408 KIAA1036 protein (KIAA1036), mRNA 1 

/cds=(385,1482) 
5689484 DNA sequence from done RP1 1- 1 

145E8 on chromosome 10. Contains 

the gene KIAA1074, the 3' end of the 

YME1L1 gene for YME1 (S.cerevisiae)- 

like 1, ESTs, STSs, GSSs and a CpG 

island /cds={1 66,5298) 

6683499 bromodomain adjacent to zinc finger 1 

domain, 2B (BAZ2B), mRNA 

/cds={366,6284) 
7243048 novel retinal pigment epithelial gene 1 

(NORPEG), mRNA /cds=(1 1 1 ,3053) 
10257384 dUTP pyrophosphatase (DUT), mRNA . 1 

/Cds={29,523) 
2795862 syndecan binding protein (syntenin) 1 

(SDCBP), mRNA/cds-(148,1044) 
2580549 DEAD/H (Asp-Glu-Ala-Asp/His) box 1 

polypeptide 3 (DDX3), transcript variant 

2,mRNA/cdS=(856,2844) 
2290769 adaptor-related protein complex 3, 1 

delta 1 subunit (AP3D1), mRNA 

/cds={209,3547) 
2282029 ARP2 (actin-related protein 2, yeast) 1 

homolog (ACTR2), mRNA 

/cds=(74,1258) 
2282033 actin related protein 2/3 complex, 1 

subunit 1 A (41 kD) (ARPC1 B), mRNA 

/cds=(80.1198) 
2282037 actin related protein 2/3 complex, 1 

subunit 3 (21 kD) (ARPC3), mRNA 

/cds=(25,561) 
6468761 etoposide-lnducedmRNA(PIG8), 1 

mRNA/cds=(72,1151) 
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TCAATATCTGTGTGTCTTTTCATGAGT 
GGCTGTTACTTGTGAAGAATTGA 

TGAGTGGACTGAG G AATGAATAGAAA 
ACGTGGATATATGTAGAAAGCTGA 

ACCAGCCCCTGGGAATGTTATGAGCA 
AATGATACTCCATGAGTAAAATGA 

TCGTGTGAGTGTGAGAGACATGTTCA 
TTGTGAAAAGATACTCCTAGTGGA 

TTTGTCAAATGCCTGTTCACCATCTG 
TGGAAGTCATTATATGATTCAGGA 

ACACTTTTCTTCTAAGGAGAGCTTTCT 
TAG G CATTTCAAAGAACTTTCGA 

ACCAAATGAGTACCATCTGTTGAACA 
CAGGGTGGCGATCCAAGTGTTTCA 

ACCTGACTTCCACGATAAAATGGAGA 
TGAGTGCAGGGGTGAGTGTATAGT 

TGCAGATTTATACTCCTGACGTGTCT 

CATTCACAG CTAAATAATAG G CCA 

ACCCTCGCCCTTTCCCTCCGGTrCAG 

TACCTATTGTTTCTCCTTTCAAAT 

AAGAG G AAATGGCAGAATTAAAAGCA 

GAAACAAGAAGATG GACATGGATT 

AAGAGTGTTTGAGTGCTTGTCATCAG 

GTGTTTTCCTTAATAAGTAG G GAT 

CTGCTGTCCACTTTCCTTCAGGCTCT 

GTGAATACTTCAACCTGCTGTGAT 

TTCCTTGGATTC ATTTC ACTTGG CTA 

GAAATTACACTGTGCTCAATGCCT 

AGGTCTCTGCCACCTCCTTCTCTGTG 

AGCTGTCAGTCTAGGTTATTCTCT 

GAATAGGAGGGACATGGAACCATTTG 
CCTCTGGCTGTGTCACAGGGTGAG 



CCTGTTTAAGAAAGTGAAATGTTATG 

GTCTCCCCTCTTCCAATGAGCTTA 

TTTCACTTTCACACTTCATCTCATTCC 

TGTTGTCACTTTCCCCGAAACGA 

TCTGGATCAATAGCTTCCCCTCTAGG 

GTCTACTGATGAGTCAAATCTAAA 



TTTATCTACTGTGTGTTGTGGTGGCC 
TGTTG GAGG CAAATAGATCAG ATT 

GACATTTTTGTAGGATGCCTGACGAG 
GTGTAGCCTTTTATCTTGTTTCCG 
CCCAGTTTGTGGAAGCACAGGCAAG 
AGTGTTCTTTTCTGGTGATTCTCCA 
TGTTCCTTTTC CTGACTCCTCCTTGC 
AAACAAAATGATAGTTGACACTTT 
GTGACTTGTAC ATTCAG CAATAGCAT 
TTGAGCAAGTTTTATCAGCAAGCA 

TTGCTATCGACATTCCCGTATAAAGA 
GAGAGACATATCACGCTGCTGTCA 

CCTGCCAGTGTCAGAAAATCCTATTT 
ATGAATCCTGTCGGTATTCCTTGG 

AGGGAGGGGACAGATGG GGAGCTTT 
TCTTACCTATTCAAGGAATACGTGC 

TCAAGAATTTGGGTGGGAGAAAAGAA 
AGTGGGTTATCAAGGGTGATTTGA 

TGTGATTAG GTTGTTTTCCTGTCATTT 
TTGAGAGACTAAAATTGTGGGGG 
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7929 


HUVECcDNA 


Hs.79150 


AF026291 


7930 


HUVEC cDNA 


Hs.81452 


AF030555 


7931 


HUVEC cDNA 


Hs.139851 


AF035752 


7932 


HUVECcDNA 


Hs.194709 


AF037364 


7933 


HUVECcDNA 


Hs.79516 


AF039656 


7934 


HUVECcDNA 


Hs.29417 


AF039942 


7935 


HUVEC cDNA 


Hs.26232 


AF044414 


7936 


HUVECcDNA 


Hs.3776 


AFQ62072 


7937 


HUVECcDNA 


Hs.74034 


AFO70648 


7938 


HUVECcDNA 


Hs.274230 


AF074331 


7939 


HUVECcDNA 


Hs.12540 


AF081281 


7940 


HUVECcDNA 


Hs. 159629 


AF092131 


7941 


HUVECcDNA 


Hs.273385 


AF105253 


7942 


HUVECcDNA 


Hs.2934 


AF1 07045 


7943 


HUVEC cDNA 


Hs.158237 


AF1 12345 


7944 


HUVECcDNA 


Hs.183698 


AF1 16627 


7945 


HUVEC cDNA 


Hs.21 86 


AF1 19850 


7948 


HUVECcDNA 


Hs.22900 


AF134891 


7947 


HUVEC cDNA 


Hs.108258 


AF141968 


7948 


HUVECcDNA 


Hs.11156 


AF151072 


7949 


HUVECcDNA 


Hs.179573 


AF193556 


7950 


HUVEC CDNA 


Hs.41135 


AF205940 


7951 


HUVECcDNA 


Hs.142908 


AF219119 


7952 


HUVECcDNA 


Hs.154721 


AF261088 


7953 


HUVECcDNA 


Hs.76288 


AF261089 


7954 


HUVEC cDNA 


Hs.152707 


AJ001259 


7955 


HUVEC cDNA 


Hs.5097 


AJ002308 


7955 


HUVEC cDNA 


Hs. 143323 


AJ243706 


7957 


HUVEC cDNA 


Hs.1197 


NM_0021£ 


7950 


HUVEC cDNA 


Hs.79037 


BC010112 


7959 


HUVEC cDNA 


Hs.279860 


AJ400717 



Table 8 

2559007. chaperonin containing TCP1 , subunit 4 
(delta) (CCT4), mRNA/cds=(0,1619) 

31 58350 fatty-add-Coenryme A llgase, long- 
chain 4 (FACL4), transcript variant 2, 

mRNA/cds=(506,2641) 
2665791 caveoHn 2 (CAV2), mRNA 

/cds=(20,508) 
14030860 paraneoplastic antigen MA1 (PNMA1), 

mRNA /cds=(664,1 725) 
2773159 brain acid-soluble protein 1 (BASP1), 

mRNA/cds=(52,735) 
4730928 HCF-binding transcription factor 

Zhangfei (ZF). mRNA /cds={457,1275) 
61 36293 mannosfdase, alpha, class 2C, 

member 1 (MAN2C1), mRNA 

/cds=(56 t 3244) 
3668065 zinc finger protein 216 (ZNF216), 

mRNA/cdS=(288,929) 
3283922 done 24651 mRNA sequence 

/cds=UNKNOWN 
5052074 PAPS synthetase-2 (PAPSS2) mRNA, 

complete cds /cds=(63,1 907) 
3415122 lysophospholipase I (LYPLA1), mRNA 

/cds=(35,727) 
513891 1 myosin KB (MY09B), mRNA 

/cds=(0,6068) 
7532779 guanine nucleotide binding protein (G 

protein), alpha stimulating activity 

polypeptide 1 (GNAS1), mRNA 

/cds=(68,1252) 
500641 9 ribonucleotide reductase M1 

polypeptide (RRM1). mRNA 

/cds=(1 87,2565) 
6650627 integrin alpha 1 0 subunit (ITGA10) 

mRNA, complete cds /ods=(76,3579) 
7959755 ribosomal protein L29 (RPL29), mRNA 

/cds=(29,508) 
77701 36 Homo sapiens, eukaryotic translation 

elongation factor 1 gamma, clone 

MGC:4501 MAGE:2964623, mRNA, 

complete cds /cds=(2278,3231) 
7381 1 1 1 nudear factor (erythroid-derived 2Hike 

3 (NFE2L3), mRNA/cds=(492,1694) 

6273777 actin cross-linking factor (ACF7), 

transcript variant 1, mRNA 
. /cds=(51, 16343) 
7106865 hypothetical protein (LOC51255), 

mRNA/cds=(0,461) 
6907041 collagen, type I, alpha 2 (COL1A2), 

mRNA /cds=(1 39,4239) 
8547214 endomucin-2 (LOC51705), mRNA 

/cds=(78,863) 
7158848 E2F-like protein (LOC51270), mRNA 

/cds=(278,979) 
9802307 aconitase 1, soluble (AC01), mRNA 

/cds=(107,2776) 
9802309 calpain 2, (m/IO large subunit (CAPN2), 

mRNA /cds=(1 42,2244) 
2769253 glioblastoma amplified sequence 

(GBAS), mRNA/cds=(8,868) 
2959871 synaptogyrin 2 (SYNGR2), mRNA 

/cds={29,703) 
6572290 mRNA for RB-binding protein 

(rbbp2h1agene)/cds=(757,5802) . 
4504522 Heat shock 10kD protein 1 (chaperonin 

10) 

14603308 Homo sapiens, heat shock 60kD 
protein 1 (chaperonin), done 
MGC:19755 IMAGE:3630225, mRNA, 
complete cds /cds=(1705,3396) 
757351 8 tumor protein, translationafly-controlled 
1 (TPT1), mRNA/cdS=(94.612) 



1 TGGGCTTGGTCTTCCAGTTGGCATTT 
G CCTGAAGTTGTATTGAAAC AATT 

1 AACAAGATGAGAACAGATAAAGATTG 
TGTGGTGTTTTGGATTTGGAGAGA 

1 TGTAGCTCCCACAAGGTAAACTTCAT 

TGGTAAGATTGCACTGTTCTGATT 
1 TCACTCCCCCATTTCACTTCTTTGTCA 

GAGAATAGTTCTTGTTCATACTG 
1 TGGGAGTGACAAACATTCTCTCATCC 

TACTTAGCCTACCTAGATTTCTCA 
1 AATGGAAG GATTAGTATGG C CTATTT 

TTAAAGCTGCTTTGTTAGGTTCCT 
1 CCCCAGCCTAAAGCAGGGATCAGTC 

TTTTCTTGTGGAATAAATCCTTGGA 

1 TGTGGTAATGCCTGTTTTCATCTGTA 

AATAGTTAAGTATGTACACGAGGC 
1 AGATGCTTAGTCCCTCATGCAAATCA 

ATTACTG GTCCAAAAGATTGCTGA 
1 AAAACTGCTCTTCTGCTCTAGTACCA 

TG CTTAGTG CAAATGATTATTTCT 
1 AGCTATTAGGATCTTCAACCCAGGTA 

ACAGGAATAATTCTGTG GTTTCAT 
1 TCCTGCGTCTATCCATGTGGAATGCT 

G GACAATAAAG C GAGTG CTGCCCA 
1 GCCACAAAAGTTCCCTCTCACTTTCA 

GTAAAAATAAATAAAACAG CAGCA 



1 ACTGCTTTGACTGGTGGGTCTCTAGA 
AGCAAAACTGAGTGATAACTCATG 

1 GGCATTGTCTCTGTTTCCCAGTGGGG 
TGGACAGTATATCAGATGGTCAGA 

1 CCCTGGGCTACCATCTGCATGGGGC 
TGGGGTCCTCCTGTGCTATTTGTAC 

1 TCAAGTGAACATCTCTTGCCATCACC 
TAGCTGCCTGCACCTGCCCTTCAG 



1 TC7TGGCAGCCATCCTTTTTAAGAGT 
AAGTTGGTTACTTCAAAAAGAGCA 

1 AG CTAAAGAGAGG GAACCTCATCTAA 
GTAACATTTGCACATGATACAGCA 

1 GCTGAGTGCTGGCCCTCTGCGTCTT 

CCTTATTAAC CTTGAATCCTCATTA 
1 TGAATGATCAGAACTGACATTTAATTC 

ATGTTTGTCTCGCCATGCTTCTT 
1 TCC GGG CCAAGAATTTTTATC C ATGA 

AGACTTTCCTACTTTTCTCGGTGT 
1 GCAGAGTTCATTGTTGCCCCTTAACA 

Gl III I CCTGAGTTTACTGAAGAA 
1 TTATC AAG CAGA GAC CTTTGTTGG GA 

GGCGGTTTGGGAGAACACATTTCT 
1 GGGTATGCTGCCTCTGTAAATTCATG 

TATTCAAAGGAAAAGACACCTTGC 
1 TTGTCTGCCCCACAATCAAGAATGTA 

TGTGTAAAGTGTGAATAAATCTCA 
1 ATGCCCGGCCTGGGATGCTGTTTGG 

AGACGGAATAAATGTTTTCTCATTC 
1 AGCAGTTTGTGATATAGCAGAGGTTT 

AAATGTACCCTCCCCTTTTATGCA 
1 TGATG CTG CC CATTC CACTGAAGTTC 

TGAAATCTTTCGTCATGTAAATAA 
1 AG CAGC CTTTCTGTG GAGAGTGAGAA 

TAATTGTGTACAAAGTAGAGAAGT 



1 CATCTGAAGTGTGGAGCCTTACCCAT 
TTCATCACCTACAACGGAAGTAGT 
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7950 HUVECcDNA Hs.165563 AK024508 



7961 HUVECcDNA Hs.91146 AL050147 

7962 HUVECcDNA Hs.66762 AL050367 

7983 HUVECcDNA Hs.165998 AL080119 

7964 HUVECcDNA Hs.1 11801 AL096723 

7965 HUVECcDNA Hs.89434 AL1 10225 

7966 HUVECcDNA Hs.7527 AL1 10239 

7967 HUVECcDNA Hs.187991 AL110269 

7968 HUVECcDNA Hs.25882 AL1 17665 

7969 HUVECcDNA Hs.17428 AL133010 

7970 HUVECcDNA Hs.278242 AL1 37300 

7971 HUVECcDNA Hs.7378 AL1 37663 

7972 HUVECcDNA Hs.61289 AL157424 

7973 HUVECcDNA Hs.240013 AL390148 
7974' HUVECcDNA Hs.22629 AW887820 

7975 HUVECcDNA Hs.333414 BE562833 

7976 HUVECcDNA NA- BE612847 

7977 HUVECcDNA Hs.86412 BE876332 

7978 HUVECcDNA Hs.285814 BE906669 

7979 HUVECcDNA Hs.1 13029 BF025727 

7980 HUVECcDNA Hs.263339 BF107006 

7981 HUVECcDNA Hs.1 82426 BF204683 

7982 HUVECcDNA Hs.75968 BF217687 

7983 HUVECcDNA Hs.112318 BF237710 

7984 HUVECcDNA Hs.293981 BF247088 



10440535 DNA sequence from clone RP4- 

591C20 on chromosome 20. Contains 
ESTs, STS5, GSSs and CpG islands. 
Contains a novel gene for a protein 
similar to NG26, the TPD52L2 gene for 
two Isoforms of tumor protein D52-Hke 
protein 2, a gene tor a novel DnaJ 
domain protein similar to mouse and 
bovine cysteine string protein with two 
isoforms, a gene for a novel 
phosphoribulokinase with three 
isoforms, the KIAA1 196 gene and the 5* 
part of the TOM gene for a putative 
mitochondrial outer membrane protein 
import receptor similar to yeast pre- 
mRNA splicing factors Prp1/Zerl and 
Prp6/cds=(0,503) 

4884153 protein kinase D2 mRNA, complete cds 
/cds=(39,2675) 

4914600 mRNA; cDNA DKFZp564A026 (from 
clone DKFZp554A026) 
/cds=UNKNOWN 

5262550 PAH mRNA-binding protein (PAI- 
RBP1), mRNA/cds=(85,1248) 

5419856 mRNA; cDNA DKFZp564H2023 (from 
done DKFZp564H2023) 
/cds=UNKNOWN • 

5817161 drebrin 1 (DBN1), mRNA 
/cds=<97,2046) 

5817182 small fragment nuclease 
(DKFZP566E144), mRNA 
/cds=<77,790) 

5817043 DKF2P564A122 protein 
(DKFZP564A122), mRNA 
/Cds=(2570,2908) 

5912262 mRNA; cDNA DKFZp586M1824 (from 
clone DKFZp586M1824); partial cds 
/cds=(0,3671) 

6453416 RBPHike protein (BCAA), transcript 
variant 2, mRNA /cds=(466,4143) 

6807762 Homo sapiens, done MGC.-3214 

IMAGE:3502620 t mRNA, complete cds 
/cds=(2066,3421) 

6807784 mRNA; cDNA DKFZp434G227 (from 
clone DKFZp434G227) 
/cds=UNKNOWN 

7018453 mRNA; cDNA DKFZp761E1512 (from 
clone DKF2p761E1512) 
/cds=UNKNOWN 

9368882 mRNA; cDNA DKFZp547A1 66 (from 
clone DKFZp547A166) 
/cds=UNKNOWN 

8049833 602281 231 F1 cDNA, 5' end 

/done=lMAGE:4368943 /clone_end=5* 

9806553 hypothetical protein MGC14151 

(MGC14151), mRNA /cds=(1 08,485) 

9894444 601452239F1 NIH MGC_66 cDNA 

clone 1MAGE:3B56304 5', mRNA 

sequence ' 
1 0325018 chromosome 9 open reading frame 5 

(C9orf5), mRNA /cds=(32,2767) 
1 040001 2 sprouty (Drosophila) homolog 4 

(SPRY4), mRNA/cds=(205,525) 
10733439 ribosomal protein S25 (RPS25), mRNA 

/cds={63,440) 
10889631 602377929F1 cDNA, 5" end 

/done=IMAGE:4508646 /done_end=5' 

1109B269 601867521F1cDNA t 5 , end 

/ctone=IMAGE:4i 10052 /done.end^ 

1 1 1 1 1 273 thymosin, beta 4. X chromosome 
(TMSB4X), mRNA /cds=(77,21 1) 

11151628 cDNAFU14633fis l done 

NT2RP2000938 /cds= UN KNOWN 

1 1 162147 Homo sapiens, done MGC:1 6393 

nvtAGE:393902l, mRNA, complete cds 
/cds=(506,1900) 
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1 GCCAGGCTGGTTCCGCATGGTGATC 
TCCGTCTTGTATGTCTGAATGTTGG 



1 CTATTTCCAAGGCCCCTCCCTGTTTC 
CCCAGCAATTAAAACGGACTCATC 

1 AAAGTG CCAGAATGACTCTTCTGTGC 
ATTCTTCTTAAAGAG CTGCTTG GT 

1 TTGTTGGTAGG CACATCGTGTCAAGT 
GAAGTAGTTTTATAG GTATGGGTT 

1 AGTCCTGTATCATCCATACTTGTACTA 
CCTTGTCCTATGAAGCTCTGAGA 

1 TTGG CCGCTTCCCTACCCACAGGGC 
CTGACTTTTACAG CTTTTCTCTTTT 

A TATGAC ACAG CAGCTCCTTTGTAAGT 
ACCAGGTCATGTCCATCCCTTGGT 

1 TTGGTGA GTTG CCAAAG AAG C AATAC 
AGCATATCTGCTTTTGCCTTCTGT 

1 TGCATAGATGACCTTTGGATTATTGG 
ACTCTGACTA7TGGGACC CTAAAT 

1 TGGACGCCCTAAGAAACAGAGAAAAC 
AGAAATAACAACCAGGAACTGCTT 

1 CAATAGCTTGTGGGTCTGTGAAGACT 
GCGGTGTTTGAGTTTCTCACACCC 

1 TGCACTGTACTCTCTTCATAG GATTG ■ 
TAAAG GTGTTCTAATCCAATTGCA 

1 TGAAGTCATTTCATTGG GAAGGAAAG 
CTGCAAAGATTATTGGGGGACTAG 

1 TTTCATCTGGCCCACCCTCCTTAGAC 
TCTCCTCCCTTCAAGAGTTGGAGC 

1 GTGTAGAATTCGGATCCAGTCATCTC 
ACAGAACTTTCCACTAGGGTGCCA 

1 CGGACCCCAGTTTCTTGTACCAAGGG 
GGAAACATGCGGGGACCCCAATGG 

1 TAAAGATGTCCGGGTACACTTC G CCA 
AGGGTTAGCGTCTTTGGGCATTTC 

1 AACACAACACTAAAACCGAACACACA 

CGTACTAACACACCCACGACCCAA 
1 CCTTCTGGTTCTGCTTTTGACCAGCA 

TTTTTGTGCC C CTCTGTTACTGTG 
1 GATATACGAAACACACCACTGGACGA 

TGCGAAAAACGAGACGACATAAGC 
1 TGGACAGGCATGAAAGGTTACAAATG 

GGAGAAAACTCACACACGTTATGT 

1 GCAGGAGAGCGAGAGAGGAGAAGAA 
GAGGCAGGAGGGAGAAAGAGCGTAC 

1 CAAGAAGCAGAAGCAGCAACCAGAG 
ACAGAGAGACAAACGCAGAACAACA 

1 AGAGGAAAGAATAGGACCAGTGCCG 
AGGTATAGGGAG GAGGGCATACTAA 

1 TCGGAGTAAGGGCGATTGTCTCGTTA 
GGTAATACATCATCTTCGTGCATA 
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7997 
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7998 


HUVECcDNA 
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HUVEC cDNA 
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L38951 
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HUVEC cDNA 


Hs.79572 


M11233 
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8011 


HUVEC cDNA 


Hs.254105 


M14328 


8012 








8013 


HUVEC cDNA 


Hs.1239 


M22324 


8014 


HUVECcDNA 


Hs/118126 


M22960 


8015 


HUVEC cDNA 


Hs.198281 


M26252 



Table 8 

1 1 250608 Homo sapiens, clone MGC:1 5545 

IMAGE: 3050745, mRNA, complete cds 
/cds=(1045,1623) 
219909 annexin A2 (ANXA2), mRNA 

/cds^.ioes) 

21 9941 mRNA for Na,K-ATPase alpha-subunit, 
complete cds /cds={31 8,3389) 

219893 cDNA FU14368 fis, clone 

HEMBA1001122/cds=UNKNOWN 
575578 mRNA for OB-cadherin-2, complete 

cds/cds=(476,2557) 
434760 clathrin, heavy polypeptide (He) 

(CLTC), mRNA/cds=(172,5199) 
432358 Homo sapiens, Similar to ribosoma! 

protein L4, done MGC:2966 

[MAGE:31 39805, mRNA, complete cds 

/cds=(1616,2617) 
7678803 hypothetical protein FU10326 

(FU10326), mRNA/cds=(2,2296) 
603948 KIAA01 00 gene product (KIAA0 1 00), 

mRNA/cds=(329,6607) 
1 1 67502 peptidyiprolyl isomerase B (cydophifin 

B) (PPIB), mRNA /cds=(21,671) 

6633996 mRNA; cDNA DKF2p434N0735 (from 

clone DKFZp434N0735); partial cds 

/cds=(0,1577) 
14691 86 Ketch-tike ECH-associated protein 1 

(KIAA0132), mRNA/cds=(112,1986) 
1 060898 Homo sapiens, nuclear cap binding 

protein subunit 2, 20kD, clone 

MGC:4991 IMAGE'3458927, mRNA, 

complete cds /ods=(26,496) 
961447 neural precursor ceil expressed, 

developmentally down-regulated 5 

(NEDD5), mRNA /cds={258, 1343) 
1503987 septin 2 (SEP2) mRNA, partial cds 

/cds=(0,1527) 
1504013 mRNA for KIAA0216 gene, complete 

Cds/cds={484,5229) 
3218539 heterogeneous nuclear 

ribonucieoprotein D-tike (HNRPDL), 

transcript variant 1 , mRNA 

/cds=(580,1842) 
1 78346 fatty acid binding protein 4, adipocyte 

(FABP4). mRNA /cds=(47,445) 
337423 ADP-ribosy!transferase (NAD+; poly 

(ADP-ribose) polymerase) (ADPRT), 

mRNA /cds=(1 59,3203) 
186522 calnexin (CANX), mRNA 

/cds=(89,1867) 
431320 prolylcarboxypeptidase (angiotensinase 

C) (PRCP), mRNA /cds=(29.1519) 

1220360 ribosomai protein S29 (RPS29), mRNA 

/cds=(30,200) 
536843 IQ motif containing GTPase activating 

protein 1 (IQGAP1), mRNA 

/cds={467,5440) 
893287 importin beta subunit mRNA, complete 

cds/cds=(337,2967) 
1 81 1 79 cathepsin D (lysosomal aspartyl 

protease) (CTSD), mRNA 

/cds=(2,1240) 
1 78350 aldolase A, fructose-bisphosphate 

(ALDOA), mRNA /cds=(1 67,1261) 
182113 enolase 1, (alpha) (EN01), mRNA 

/cds=(94,1398) 
183059 yz35c09.s1 cDNA, 3' end 

/clone=IMAGE:285040 /cione_end=3' 
178535 alanyl (membrane) aminopeptidase ■ 

(aminopeptidase N, aminopeptidase M, 

microsomal aminopeptidase, CD13, 

p150)(ANPEP),mRNA 

/cds=(1 20,3023) 
1 90282 protective protein for beta- 

galactosidase (galactosiaOdosis) 

(PPGB), mRNA /cds=(6,1 448) 
338826 pyruvate kinase, musde (PKM2), 

mRNA/cds=(109,1704) 



AGACAAGACGAGCAACGACAACCAC 
AGCAGCTCCATACACTCTGCCTCTC 

AGTGAAGTCTATGATGTGAAACACTT 
TGCCTCCTGTGTACTGTGTCATAA 
TCACAAGACAGTCATCAGAACCAGTA 
AATATCCGTCTGCCAGTTCGATCA 

AAACTCCTGCTTAAG GTGTTCTAATTT 

TCTGTGAGCACACTAAAAGCGAA 

CGTGCCAGATATAACTGTCTTGTTTC 

AGTGAGAGACGCCCTATTTCTATG 

TCCCTGAGGCTTGTGTATGTTGGATA 

TTGTGGTGTTTTAGATCACTGAGT 

CAGAGAAGAAACCTACTACAGAGGA 

GAAGAAGCCTGCTGCATAAACTCTT 



TCAGAACATAGATATGTATTCAGCTT 
GTCTTCAAATAC G GCC AAG CAGAA 
TTG GGGTCAAGTGAAAGGGTAGGGG 
GATAGTCCTGATCAAGTGTGATAAA 
CAGCAAATCCATCTGAACTGTGGAGG 
AGAAGCTCTCTTTACTGAGGGTGC 

CCTTCTCTTCATGTGTGTAAATCTGTA 
ATATACCATTCTCTGTGGCCTGT 

GGATGGCACTTCCCCACCGGATGGA 
CAGTTATTTTGTTGATAAGTAACCC 
TGAGTCAGTGTCTTTACTGAGCTGGA 
AGCCTCTGAAAGTTATTAAAGGCA 



CCCACACTGCTACACTTCTGATCCCC 
TTTGGTTTTACTACCCAAATCTAA 

GTGGCTTGCTAGTCTGTTACGTTAAC 

ATGCTTTTCTAAAATTGCTTCACG 

TTGTACTCACTGGGCTGTGCTCTCCC 

CTGTTTACCCGATGTATGGAAATA 

TTTATGATTAG GTG ACGAGTTGACAT 

TGAGATTGTCCTTTTCCCCTGATC 



TTGTTGTTTTCCCTGATTTAGCAAGCA 
AGTAATTTTCTCCCAAGCTGATT 
TTAGAAACAAAAAGAGCTTTCCTTCT 
CCAGGAATACTGAACATGGGAGCT 

CCATTGTTGTCAAATGCCCAGTGTCC 
ATCAGATGTGTTCCTCCATTTTCT 
GATGTCTGGTG CCCAATCCCAGGAA 
GTGAGAGCCATTTCTTTTGTACTGG 

AGTTGGACTAAATGCTCTTCCTTCAG 
AGGATTATCCGGGGCATCTACTCA 
TGAATTTACTTCCTC C CAAGAGTTTG 
GACTG CCCGTCAGATTGTTTCTGC 

AAACACATACACACAAAACAGCAAAC 
TTC AG GTAACTATTTTG GATTG CA 
CTGAG G ATGAGCTG G AAG GAGTGAG 
AGGGGACAAAACCCACCTTGTTGGA 

TCTTTCTTCCCTCGTGACAGTGGTGT 

GTGGTGTCGTCTGTGAATGCTAAG 

GCTAGATCCCCGGTGGTTTTGTGCTC 

AAAATAAAAAGCCTCAGTGACCCA 

GCATGGCTTAACCTGGTGATAAAAGC 

AGTTATTAAAAGTCTACGTTTTCC 

CCGCCCTGTACCCTCTTTCACCTTTC 

CCTAAAGACCCTAAATCTGAGGAA 



GGACAGCCCACAGGGAGGTGGTGGA 
CGGACTGTAATTGATAGATTGATTA 

ATTGAAGCCGACTCTGGCCCTGGCC 
CTTACTTGCTTCTCTAGCTCTCTAG 
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8033 HUVECcDNA Hs.279518 S60099 
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8038 HUVECcDNA Hs.89857 U13991 

8037 HUVEC cDNA Hs.1 516 U20982 

8038 HUVECcDNA Hs.183648 U22816 

8039 HUVECcDNA Hs.83383 U25182 

8040 HUVECcONA HS;75888 U30255 
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8044 HUVECcDNA Hs.285313 U51869 



Table 8 

339991 pentaxirvrelated gene, rapidly induced 
by IH beta(PTX3), mRNA 
/cds=(67,1212) 

182591 fibrillarin (FBL), m R NA /cd s={59 , 1 024) 

183891 hypothetical protein PRO2900 

(PRO2900), mRNA /cds= : (271 ,501) 

1 84426 heparan sulfate proteoglycan 2 
(pertecan) (HSPG2), mRNA 
/cds=<40,13221) 

189952 tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein, 
zeta polypeptide (YWHAZ), mRNA 
/cds={84,821) 

336262 U2(RNU2) small nuclear RNA auxiliary 
factor 1 (non-standard symbol) 
(U2AF1). mRNA/cds=(38 t 760) 

9257255 von Willebrand factor (VWF), mRNA 

/cds=(310,8751) 
4503472 eukaryotlc translation elongation factor 

1 alpha 1-fike 14 (EEF1A1L14), mRNA 
/cds=(620,1816) 

45021 46 amyloid beta (A4) precursor-like protein 

2 (APLP2), mRNA /cds=(72,2363) 

9665261 EGF-contalnlng fibulln-iike extracellular 
matrix protein 1 (EFEMP1), transcript 
variant 1, mRNA/cds=(149,1630) 

691 2383 frizzled (Drosophila) homotog 4 (FZD4), 

mRNA/cds=(306,1919) 
7657055 EH-domain containing 3 (EHD3), 

mRNA/cds=(285,1892) 
7705432 HSPC025(HSPC025),mRNA 

/cds={33 t 1727) 
7706705 SH3 and PX domain-containing protein 

SH3PX1 (SH3PX1), mRNA 

/cds=(43,1830) 
9910251 GTT1 protein (GTT1), mRNA 

/cds=(553,1440) 
1425121 3 sperm autoantigenic protein 17 

(SPA17), mRNA/cds=(1210 ( 1665) 
298485 RuvB (E cofi homologHike 1 

(RUVBL1), mRNA/cdsK76,1446) 
300168 amyloid beta (A4) precursor-like protein 

2 (APLP2), mRNA/cds=(72,2363) 

1 245966 calponin 3, acidic (CNN3), mRNA 

• /Cds=(83,1072)' 
494988 nicotinamide N-methyitransferase 

(NNMT), mRNA /cds=(1 17,911) 
562076 TATA box binding protein (TBP)- 

associated factor, RNA polymerase II, 
H, 30kD (TAF2H), mRNA /cds=(1 7,673) 

695253 insulin-like growth factor binding protein- 
4 (IGFBP4) gene, promoter and 
complete 

930342 protein tyrosine phosphatase, receptor 

type, f polypeptide (PTPRF), interacting 

protein (Bprin), alpha 1 (PPF1A1), 

mRNA/cds={229,3837) 
799380 thioredoxin peroxidase (antioxidant 

enzyme) (AOE372), mRNA 

/cds=(43,858) 
984324 phosphogluconate dehydrogenase 

(PGD), mRNA/cds=(6,1457) 
1497857 Homo sapiens, glyceraldehyde-3- 

phosphate dehydrogenase, clone 

MGC:10926 IMAG&3628129, mRNA, 

complete cds /cds=(2306,33l3) 
1 71 81 94 eukaryotic translation initiation factor 3, 

subunit 2 (beta, 36kD) (EIF3S2), mRNA 

/cds=<17,994) 
13570016 DNA-dependent protein kinase 

catalytic subunit (DNA-PKcs) mRNA. 

complete cds /cds=(57, 12443) 
2745959 core promoter element binding protein 

(COPEB), mRNA/cds^n^ges) 
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ACTAGACTTTATGCCATGGTGCTTTC 
AGTTTAATGCTGTGTCTCTGTCAG 

GAGCCATATGAAAGAGACCATGCCGT 

GGTCGTGGGAGTGTACAGGCCACC 

ATAACAGACTCCAGCTCCTGGTCCAC 

CCGGCATGTCAGTCAGCACTCTGG 

CTGGCCTCTGTGTCCTAGAAGGGAC 

CCTCCTGTGGTCTTTGTCTTGATTT 

CCCAAAGCTCACTTTACAAAATATTTC 
CTCAGTACTTTGCAGAAAACACC 



ATGTCTGCTAGAAAGTGTTGTAGTTG 
ATTGACCAAACCAGTTCATAAGGG 



CTCTG CATGTTCTGCTCTTGTGCCCT 
TCTGAG CCCACAATAAAGG CTGAG 
TGCATCGTAAAACCTTTCAGAAGGAA 
AGGAGAATGTTTTGTGGACACGTT 

AGCCCTATTCATGTCTCTACCCACTA 
TGCACAGATTAAACTTCACCTACA 

AGTGACAGTGAACTTAAG CAAATTAC 
CCTCCTACCCAATTCTATGGAATA 



ACACATG CCCTGAATGAATTG CTAAA 
TTTCAAA GGAAATG GACCCTG CTT 
GCCACTGAACCAATCACTTTGTATGC 
TATGCTCCTACTGTGATGGAAAAC 
AG GACCG AAGTGTTTCAAGTGGATCT 
CAGTAAAGGATCTTTGGAGCCAGA 
TTCAATGGAAAATGAGGG GTTTCTCC 
CCACTGATATTTTACATAGAGTCA 

GCTCCATGTTCTGACTTAG GGCAATT 

TGATTCTGCACTTGGGGTCTGTCT 

GCAGCAGCTTAATTTTTCTGTATTGC 

AGTGTTTATAGG CTTCTTGTGTGT 

ACCTCCCACTTTGTCTGTACATACTG 

GCCTCTGTGATTACATAGATCAGC 

AGCCCTATTCATGTCTCTACCCACTA 

TGCACAGATTAAACTTCACCTACA 

ACATG GAAGACTAAACTCATG CTTAT . 
TG CTAAATGTGGTCTTTG CCAACT 
AGACCCCTGTGATGCCTGTGACCTCA 
ATTAAAG C AATTC CTTTGAC CTGT 
CGCACTACTTCACCTGAGCCACCCAA 
CCTAAATGTACTTATCTGTCCCCA 



CTGTAGACTCAGTGCCAGCCACAGCT 
TCAGAGATTGTG CTCACATGGTAT 

TGACAAAGGATTTTACGTTTATAAAAT 
TATGACAGAAGCCATGTGCCCCG 



GTCTG CCCTGCTGGCTGGAAAC CTG 
GTAGTGAAACAATAATCCCAGATCC 

CTCGTCATACAATGCCTGATGGGCTC 
CTGTCACCCTCCACGTCTCCACAG 
CTAGGGAGCCGCACCTTATCATGTAC 
CATCAATAAAGTACCCTGTGCTCA 



TCCGTATCCATTACTTCGACCCACAG 
TACTTTGAATTTGAGTTTGAGGCT 

CCAGTCC TCCAC A CCCAAAC TGTTTC 
TGATTG G CTTTTAG CTTTTTGTTG 

CTGTTGTCTCTCTGAGGCTGCCAGTT 
GTTGTGTGTTACCGATGCCAGAAG 
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8049 HUVECcDNA Hs.334703 W29012 

8050 HUVECcDNA Hs.287820 X02761 

8051 HUVECcDNA Hs.14376 X04098 

8052 HUVECcDNA Hs.290070 X04412 

8053 HUVECcDNA Hs.79088 X0S323 

8054 HUVECcDNA Hs.287797 X07979 

8055 HUVECcDNA Hs.87409 X14787 

8056 HUVECcDNA Hs.82202 X53777 

8057 HUVECcDNA Hs.233936 X54304 

8058 HUVECcDNA Hs.74405 X57347 

8059 HUVECcDNA Hs.77813 X59960 

8060 HUVECcDNA Hs,172690 X62535 

8061 HUVEC cDNA Hs.272822 X63527 
8082 HUVECcDNA Hs.1 19529 X67698 
8063 HUVECcDNA Hs.211579 X68264 
8084 HUVECcDNA Hs.75061 • X70326 

8065 HUVECcDNA Hs.31314 X72841 

8066 HUVECcDNA Hs.79088 X78659 

8067 HUVECcDNA Hs.7957 X79448 

8068 HUVECcDNA Hs.76206 X79981 

8069 HUVECcDNA Hs.172182 Y00345 

8070 HUVECcDNA Hs.180414 Y00371 

8071 HUVECcDNA Hs.75216 Y00815 

8072 HUVECcDNA Hs.65114 Y07604 
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Table 8 

1 336098 capping protein (actin filament) muscle 

Z-line, alpha 1 (CAPZA1), mRNA 

/cds=<0,860) 
1 465773 tubunn-speafic chaperone c fTBCC), 

mRNA/cds=(23,1083) 
1 857236 eukaiyotic translation initiation factor 4 

gamma, 2 (EIF4G2), mRNA 

/cds=(3Q8.3029) 
1 877500 early development regulator 2 

(homolog of polyhomeotic 2) (EDR2), 

mRNA/cds=(8,1309) 
1 308969 Homo sapiens, done IMAGE: 3875338, 

mRNA, partial cds /cds=(0,930) 

31 396 mRNA far fibronectin (FN precursor) 

/cds={0,6987) 
28338 actin, gamma 1 (ACTG1), mRNA 

/cds=(74,1201) 
35447 gelsolin (amyloidosis, Finnish type) 

(GSN), mRNA /cds=(1 4,2362) 
34753 mitochondrial ribosoma! protein L3 

(MRPL3), mRNA /cds=(76,1 122) 
31441 mRNA for FU00043 protein, partial 

cds/cds=K0,4248) 
37464 thrombospondin 1 (THBS1), mRNA 

/cds=(1 11,3623) 
34198 ribosomal protein 117 (RPL17), mRNA 

/Cds=(286,840) 

34755 myosin, light polypeptide, regulatory, 
non-sarcomertc (20kD) (MLCB), mRNA 
/cds=(114,629) 

32463 tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein, 
theta polypeptide (YWHAQ), mRNA 
/cds=(1 00,837) 

402620 sphingomyelin phosphodiesterase 1 , 
acid lysosomal (acid sphingomyelinase) 
(SMPD1), mRNA /cds=(0,1889) 

30822 diacyl glycerol kinase, alpha (60kD) 

(DGKA), mRNA/cds=(103,2310) 
361 27 RuvB (E coll homolog)-like 1 

(RUVBL1), mRNA /cds=<76, 1446) 
37478 epididymal secretory protein (1 9.5kD) 

(HE1), mRNA /cds=(1 0,465) 
433891 MUC18geneexons1&2 

/cds={26,1966) 
38434 macrophage myristoyiated alanlne-rtch 

C kinase substrate (MACMARCKS), 

mRNA/cds=(13,600) 

297903 retinoblastoma-binding protein 7 
(RBBP7), mRNA /cds=(287,1 564) 
469884 reticulocatbin 2, EF-hand calcium 
binding domain (RCN2). mRNA 
/cds=(66,1019) 
2328523 adenosine deaminase, RNA-spetific 
(ADAR), transcript variant ADAR-a, 
mRNA/cds=(187,3867) 
599833 cadherin 5. type 2, VE-cadherin 

(vascular epithelium) (CDH5), mRNA 
/cds=(120,2474) 
35569 poly(A)-binding protein, cytoplasmic 1 

(PABPC1), mRNA/cds=(502,2403) 
32465 hsc70 gene for 71 kd heat shock 

cognate protein 
34266 protein tyrosine phosphatase, receptor 
type. F (PTPRF), mRNA 
/cds=(370,6063) 
1945761 keratin 18 (KRT18), mRNA 

/cds=(51,1343) 
22531 55 Homo spaiens mRNA for Ran_GTP 
binding protein 5 (RanBP5(lmportin5) 
gene)/cds=(236,3529) 
4581462 pinln, desmosome associated protein 

(PNN), mRNA/cds=(30,2261) 
2791 897 cysteine-rich, angiogenic inducer, 61 
(CYR61), mRNA /cds=(80, 1225) 
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AATATAGTCAAG CAAGTTTGTTC CAG 
GTGACCCATTGAGCTGTGTATGCA 

TTTG CTATTTTCGTCATGCCTTTGAGA 
CTGAGTCTTACTCCGTCCCCCAG 
TTGTGGGTGTGAAACAAATGGTGAGA 
ATTTGAATTGGTCCCTCCTATTAT 

CAGGAAGGAGGTAGGCACCTTTCTG 
AGCTTATTCTATTCCCCACCCACAC 

GGGAGCCATCCCTCTCTACCAAGGT 
GGCAATGATGGAGGGAACTTGCATG 

TGGCCCGCAATACTGTAGGAACAAG 

CA TGAT CTTGTTACTGTGATATTTT 

GGTTTTCTACTGTTATGTGAGAACATT 

AGGCCC CAGCAACACGTCATTGT 

AG CCCTG CAAAAATTCAGAGTCCTTG 

CAAAATTGTCTAAAATGTCAGTGT 

TGGGGACTATAGTGCAACCTATTTGG 

GTAAAGAAACCATTTGCTAAAATG 

ACCACTGTATGTTTACTTCTCACCATT 

TGAGTTG C CC ATCTTGTTTCACA 

TTGACCTCCCATTTTTACTATTTGCCA 

ATACCTTTTTCTAGGAATGTGCT 

GAGGAGGTTGCCCAGAAGAAAAAGA 

TATCCCAGAAGAAACTGAAGAAACA 

AACCTACCAGCCCTTCTCCCCCAATA 
ACTGTGGGTCTATACAGAGTCAAT 

AGAGAGTTGGACCACTATTGTGTGTT 
GCTAATCATTGACTGTAGTCCCAA 



CCCTGTACTG CTGCTGCGACCTGATG 
CTGCCAGTCTGTTAAAATAAAGAT 



ACACACATACACACACCCCAAAACAC 

ATACATTGAAAGTGCCTCATCTGA 

ACCTCCCACTTTGTCTGTACATACTG 

GCCTCTGTGATTACATAGATCAGC 

AACAACATTAACTTGTGGCCTCTTTCT 

ACACCTGGAAATTTACTCTTGAA 

TCTCTGCTCAATCTCTGCTTGGCTCC 

AAGGACCTGGGATCTCCTGGTACG 

TGTCTTACTCAAGTTCAAACCTCCAG: 

CCTGTGAATCAACTGTGTCTCTTT 



AACTTTTACAC I 1 1 1 1 CCTTCCAACAC 
TTCTTGATTGGCTTTGCAGAAAT 
TGGTGAGTG GAATTTG ACATTGTCCA 
AACC I 1 1 1 ICAl I M I GAGTGATT 

GAGTGAGGAAGACCCCCAAGCATAG 
ACTCGGGTACTGTGATGATGG CTGC 

TGGCAAAGCCCCTCACACTGCAAGG 
GATTGTAGATAACACTGACTTGTTT 

GGAAAGGAAACTTTGAACCTTATGTA 

CCGAGCAAATGCCAGGTCTAGCAA 

AGTTAAGATTATTCAGAAGGTCGGGG 

ATTGGAGCTAAGCTGCCACCTGCT 

TTACCTTGTGGATGCTAGTGCTGTAG 

AGTTCACTGTTGTACACAGTCTGT 

GGGGTCTTCACATTATCATAACCTCT 
CCTCTAAAGGGGAGGCATTAAAAT 
TTTCCTTGTG CAATTCAGACTTAAG C 
ATCGAGTTTTTACCATCTTCCACT 

ACATGTGCAAATAAATGTGGCTTAGA 
CTTGTGTGACTG CTTAAGACTAAA 
AAATGTAGCTTTTGGGGAGGGAGGG 
GAAATGTAATACTG GAATAATTTGT 
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Z31696 


479156 


8060 


HUVEC cDMA 


Hs.160877 


Z48950 


761715 


8081 


HUVEC cDNA 


Hs.269101 


249835 


860985 


8082 


HUVEC cDNA 


Hs.10340 


AK000452 


7020548 


8083 


HUVEC CONA 


Hs.194676 


AK001313 


7022490 


8084 


HUVEC cDNA 


Hs.808 


AK001364 


7022577 


8085 


HUVEC cONA 


Hs.15978 


AK002211 


7023952 


8086 


HUVEC CDNA 


Hs.29692 


AK021498 


10432693 


8087 


HUVEC cDNA 


Hs. 109672 


AK023900 


10435975 


8088 


HUVEC cDNA 


Hs.25635 


AK024039 


10436304 


8089 


HUVEC cONA 
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AK024167 
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nnon 
ouyu 
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115.2000 1 


AK0Z4230 


1043o557 


8091 


HUVEC cDNA 


Hs.6101 


AK025006 


10437439 


8092 


HUVEC cDNA 


Hs.322680 


AK025200 


10437664 


8093 


HUVEC cDNA 


Hs.288061 


AK025375 


10437878 


8094 


HUVEC cONA 


HS.288869 


AK025842 


10438480 


8095 


HUVEC cDNA 


Hs.251653 


AK026594 


10439481 


8096 


HUVEC CDNA 


Hs.334842 


AK026632 


10439528 


8097 


HUVEC CDNA 


Hs.288036 


AK026650 


10439548 


8098 


MUVbO CUIMA 




AKQZ6741 


10439562 


8099 


HUVEC CONA 


HS.274358 


AK026775 


10439706 


8100 


HUVEC cDNA 


HS.289071 


AK027187 


10440255 


8101 


HUVEC CDNA 


Hs.334788 


BG385658 


13278634 


8102 


HUVEC cONA 


NA 


NCJW2090 


9507429 


8103 


HUVEC cDNA 


NA 


U07360 


476289 


8104 


HUVEC cDNA 


Hs.230165 


AA449779 


2163529 



Table 8 



component 1 (PGRMC1), mRNA 
/cds=(78,665) 

Pseudoautosoma) GTP-binding protein- 1 
fike (PGPL), mRNA /cds-(329,1540) 

ATPase, H+ transporting, lysosomal 1 
(vacuolar proton pump) 9kD (ATP6H), 
mRNA /cds=(62, 307) 

accessory proteins BAP31/BAP29 1 
(DXS1357E), mRNA/cds=(136,876) 
clone PP781 unknown mRNA 1 
/cds=(1 13,523) 

glucose regulated protein, 58kD 1 
(GRP58), mRNA/cds=(0,1517) 

hypothetical protein FU20445 1 
(FU20445), mRNA /cds=(334, 1 1 70) 

tumor necrosis factor receptor 1 
superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 2, 
mRNA/cds={827,4486) 

heterogeneous nuclear 1 
ribonudeoprotein F (HNRPF), mRNA 
/cds=(323,1570) 

CDNAFU1 1349 fis, clone - 1 

PLACE4000650, weakly similar to 
TUBERIN /cds=UNKNOWN 

cDNA FU11436 fis, clone 1 
HEMBA1 001 21 3 /cds=UN KNOWN 

Homo sapiens, Simitar to 1. 
sialytransferase 7 ((alpha-N- 
acetylneuraminyl 2,3-betagalactosyl- 
l,3)-N-acetyl galactosamlnkle alpha-2,6- 
sialytransferase) F, clone MGC:14252 
MAGE4128833, mRNA, complete cds 
/cds={126,1129) 

cDNA FLJ13977 fis, clone 1 
Y79AA1001 603, weakly similar to 
POLYPEPTIDE N- 

ACETYLGALACTOSAMINYLTRANSF 
ERASE (EC 2A1 .41) /cds=(418,1791) 



MAMMA1001202 /cds=UNKNOWN 



cDNA FU14168 fis, done 1 
NT2RP2001440, highly similar to 
mRNA for 14-3-3gamma 
/cds=UNKNOWN 

hypothetical protein MGC31 78 ■' 1 

(MGC3178), mRNA/cds=(81,1055) 
cDNA: FU21547 fis, done COL06206 1 
/cds=UNKNOWN 

actin, beta (ACTB), mRNA 1 
/cds=C73,1200) 

nudear receptor subfamily 2, group F, 1 
member 2 (NR2F2), mRNA 
/cds=(342,1586) 

tubulin, beta, 2 (TUBB2), mRNA 1 
/cds={0,1337) 

tubulin, alpha, ubiquitous (K-ALPHA-1), 1 
mRNA/cds=(67,1422) 

tRNA isopentenylpyrophosphate 1 

transferase (IP7), mRNA 

/cds=(60,1040) 

ribosomal protein L41 (RPL41), mRNA 1 
/cds=(83,160) 

MSTP032 protein (MSTPQ32), mRNA 1 
/cds=(68,319) 

cDNA: FU22245 fis, done HRC02612 1 
/cds=UNKNOWN 

hypothetical protein FU14639 1 
(FU14639), mRNA/cds=(273,689) 
many donlng vectors, kanamydn .1 
resistance, gene 

Human DXS1 1 78 locus dinudeotide 1 
repeat polymorphism sequence 
zx09e0Zs1 cDNA, 3' end 1 
/done=lMAGE:785976 /done end=3' 
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ACCCACTGCAAAAGTAGTAGTCAAGT 
GTCTAG GTCTTTGATATTG CTCTT 

GCCTGCTGTGAACTGCTTTCCCTCGG 
AATGTTTCCGTAACAGGACATTAA 

GAAGAG C CATCTCAACAGAATCG CAC 
CAAACTATACTTTCAGGATGAATT 

AGGAGGGTGGGTGGAACAGGTGGAC 

TGGAGTTTCTCTTGAGGGCAATAAA 

TGCTTGATTAAGATG C CATAATAGTG 

CTGTATTTGCAGTGTGGGCTAAGA 

TTGGGGGAAATGTTGTGGGGGTGGG 

GTTGAGTTGG G G GTATTTTCTAATT 

AGCATGGTAAACCTGGGTTTTGTTCA 

TATTTTCTCC AGA CAGAAATG CAA 

GGTCTCTTTGACTAATCACCAAAAAG 

CAACCAACTTAGCCAGTTTTATTT 



GCCCTTGATGCTGGAGTCACATCTGT 
TGATAGCTGGAGAACTTTAGTTTC 

G CCGATTCCAAG C GAG G GATTTAATC 
CTTACATTTTTGCCCATTTGGCTC 

TTCCCTGGACAGTTTGATGTGCTTAT 
GGTTGAGATTTATAATCTGCTTGT 
GGCGGTGACTGCCCCAGACTTGGTT 
TTGTAATGATTTGTACAGGAATAAA 



TGACCATTTGGAGGGGCGGGGCCTC 
CTAGAAGAACCTTCTTAGACAATGG 



CAGTCCTCACACCAGCCAAGGTCACA 
GG CAAGAG CAAG AAGAGAAACTGA 

CCTCAGTGATGGAATATCATGAATGT 
GAGTCATTATGTAGCTGTCGTACA 



ACACACAACTTCAGCTTTGCATCACG 

AGTCTTGTATTCCAAGAAAATCAA 

GGAATTTCGCACCAGAGGACCCACC 

ACGTCCTCGCTTCGACATCTTGAAC 

GGAGGCAGCCAGGGCTTACCTGTAC 

ACTGACTTGAGACCAGTTGAATAAA 

CAGAGAAAGAAAAGGCAAAAGACTG 

G7TTGTTTGCTTAATTTCCTTCTGT 

GAAAGCAGGGAAGCAGTGTGAACTC 
TTTATTCACTCCCAGCCTGTCCTGT 
TG GTTAGATTGTTTTCACTTG GTGAT 
CATGTCTTTTCCATGTGTACCTGT 
TG CATCGTAAAACCTTCAGAAGGAAA 
GGAGAATGTTTTGTGGACCACTTT 

TGGACCTGTGACATTCTGGACTATTT 
CTGTGTTTATTTGTGGCCGAGTGT 
TGCAACTAGCAACTCATCTTCGGAAG 
ACACAG CCAGGAGAATGAAGTAGA 
GACTTTCCTCTCTGCGAGCTTCTACT . 
TCTAAGTCTGAATC CAGTC AGAAA 
GTTTCT CTTTGGTTTTCC AGATTTTCT 
TTAGAACGGTGACTGACCCTCCT 
CTGAGCAATAACTAG C ATAAC CCCTT 
GGGGCCTCTAAACGGGTCTTGAGG 
TGCCCATTTCACATTGCTCATTACTCA 
TGCAAATTTCTTCTTGCTAACCT 
ACCCACCATTGGTAAAATATTCAGGG 
GAACTTG GTTTAAAAGTTTATG CT 
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8105 HUVECcDNA NA 



AI000459 



8108 HUVECcDNA Hs.172922 AI016204 



8107 HUVECcDNA Hs.96457 AI081571 



8108 HUVECcDNA NA 



AI082318 



8109 HUVECcDNA Hs.145222 A1187426 

8110 HUVECcDNA Hs.273194 A1285483 

8111 HUVECcDNA Hs.238797 AI307808 

8112 HUVECcDNA Hs.135872 AW028193 

8113 HUVECcDNA Hs.244816 AW078847 

8114 HUVECcDNA Hs.249883 AW162315 

8115 HUVECcDNA Hs.329930 AM 70757 
8118 HUVECcDNA Hs.23349 AW237511 



8117 HUVECcDNA NA 



BE672733 



8118 HUVECcDNA Hs.288443 BF110312 

8119 HUVECcDNA Hs.111301 J03210 

8120 HUVECcDNA Hs.82085 M14083 

8121 HUVECcDNA Hs.80120 Y10343 

8122 HUVECcDNA Hs.10340 AK000452 

8123 HUVECcDNA Hs.73742 AK001313 

8124 HUVECcDNA Hs.808 AK001364 

8125 HUVECcDNA Hs.15978 AK002211 

8126 HUVECcDNA Hs.29692 AK021498 

8127 HUVECcDNA Hs.109672 . AK023900 



Table 8 

3191013 Ot07c08.s1 NCI CGAPJ3C3cDNA 1 

clone IMAGE:1614158 3' simnar to 

gb:Y00361 60S RIBOSOMAL 

PROTEIN (HUM 
3230540 ot83f03.s1 cDNA, 3* end 1 

/done=lMAGE*1623389 /clone.end^ 

3418363 ox59h10.s1cDNA,3'end 1 
/done=IMAGE:1660675 /done_end=3' 

3419110 ox72c08j(1 Soares_NhHMPu_Sl 1 
cDNA clone IMAGE1661870 J similar 
to gb:X63527 60S RIBOSOMAL 
PROTEIN 

3738064 qf31d08j(1cDNA I 3 , end 1 
/done=IMAGE:1751631 /done_end=3' 

3923716 ty56b02.x1 cDNA, 3* end 1 
talone=lMAGE:2283051 /done_end=3' 

4002412 602081661 F1 cONA, 5* end 1 
/done=IMAGE:4245999 /done_end=5' 

5886949 wv61h08.x1 cDNA, 3' end 1 
/done=IMAGE:2534079 /done_end=3' 

6033999 xb18g07a1 cDNA, 3' end .1 
/done=IMAGE:2576700 /done_end=3' 

6301348 au66d07jc1cDNA.3'end 1 
/done=IMAGE:2781229 /dorte_end=3' 

6402282 xj24e07:x1 cDNA, 3" end 1 
/done=lMAGE:26581 80 /donejend=3' 

6569900 nab70e03 j(1 cDNA, 3' end 1 
/done=IMAGE:3273292 /done^end=3' 

10033274 7b75g07.x1 NCI_CGAP_Lu24 cDNA 1 
done IMAGE:3234108 3' similar to 
TO099231 099231 CYTOCHROME 
OXIDASE 

10940002 7n36d08jc1cDNA,3'end 1 
/done=IMAGE:3566654 /done_end=3' 

1 80670 matrix metalloproteinase 2 (gelatinase 1 
A, 72kD gelatinase, 72kD type IV 
collagen ase) (MMP2), mRNA 
/cds={289,2271) 
189566 serine (or cysteine) proteinase inhibitor, 1 
dade E (nexln, plasminogen activator 
inhibitor type 1), member V ■ 
(SERPINE1), mRNA/cds=(75,1283) 

2292903 UDP-N-acetyt-alpha-D- 1 
galactosamine:poiypeptide N- 
acetylgaladosamirryltransferase 1 
(GalNAc-T1) (GALNT1), mRNA 
/cds=(31.1710) 

7020548 hypothetical protein FU20445 1 
(FU20445), mRNA /cds={334,1 170) 

7022490 cDNAFU10451fis,done 1 
NT2RP1 000959, highly similar to addic 
ribosoma! phosphoproteta P0 mRNA 
/cds=UNKNOWN 

7022577 heterogeneous nudear 1 
ribonudeoprotein F (HNRPF), mRNA 
/cds^323,1570) 

7023952 cDNAFU11349fis,done 1 
PLACE4000650, weaWy similar to 
TUBERIN /cds=UNKNOWN 

10432693 cDNAFU11438fis,done 1 
HEMBA1 001 21 3 /cds=UNKNOWN 

10435975 Homo sapiens, Similar to • 1 

sialytransferase 7 ((alpha-N- 
acetylneuraminyi 2,3-betagalactosyl- 
l,3)-N-acetyl galactosammide alpha-2,6- 
sialytransferase) F, done MGC:14252 
IMAGE:41 28833, mRNA, complete cds 
/cds=(128,1129) 
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G TC AAATAAG GTTGTTCTTTCCTTGAA 
GGACAGCACCCATGCCACAGCAC 



CTGGAAAAACATCACATGGTTGAGTC 
AAGGATGAAAAGTCAAAACTACCT 

ATCCATCCAATAAACACAGCAACACC 
CTATGCTACTGACCAAGCAAAGCT 

TAGTTAGAGTCCAAGACATGGTTCCT 
CCCCCTTTGTCTGTACATCCTGGC 



CAGCCTG CCTGCTTGCCATTTTTCTT 
CCCCTTCCAI 1 1 1 1 CTAACCTCAG 

ACTTCCTCCCCCTCCCCCTAGCATTA 
CTTATATGATATGTTTCCATACCC 

AAGGAATTTGTTTTCCCTATCCTAACT 
C AGTAACAGAG G GTTTACTCC GA 

TTTG CATC C C GAGTTTTGTATTCCAA 
GAAAATCAAAGGGGGCCAATTTGT 

AAACAGGAAGGGGGTTTGGGCCCTT 
TGATCAACTGGAAC CTTTG GATCAAG 

AAAAACGGTTTATGGGGGTAGGGAAA 
CAGG CCGAAAAGAACGTGGAGAAA 

GGGGACTCAGGCCCCCGCTGGGGGT 
CCCACATAGGGTTTTTATCCAAAAA 

TGTTGTTGGATACGTACTTAACTGGT 
ATG CATCCCATGTCTTTGG GTACT 

TGAGAGCACACCATAAATTCACAGCA 
GGAATAAACGAAGACACACGAGCA 



ACCAGGGCTTAAAACCTCAATTTATG' 
TTCATGACAGTGGGGA 1 1 1 I ICTT 

AGCCATAGAAGGTGTTCAGGTATTGC 
ACTGCCAACTCTTTGTCCGTTTTG 



CCATGCCCTTGTCATCAATCTTGAAT 
CCCATAGCTGCTTGAATCTGCTGC 



TTAAGAATGTGGCAGAAATGTATGCT 
GAGGTAGCCCAGTCAATCCTTATT 



ATCAGTAGCAAAACAAACCCAGCAAC 
TTCTGTCCAGCATCTGCTGTAGGG 
CCCATCTAACTAGCACACGAACCTTC 
CACGAGGACGCCTGGCGAGAGAAG 



GAACTTG G CAGTTGTAGCAGAG G CA 
GTTG AG G CTTGTTGAC CATCACCAT 

CGCTCTCTCCTGCACAGCACCACCAC 
C AACAGTCTG GATGATTTTAG G CA 

TTTTGGGAAGAAAACCCTATGCATCT 
GAAATAC AATTGG C AATG GAAG CT 
CTCTTTGTTGCTACTCATTTCTCTCCG 
GCGTCTGCTGAGGGGTAGGTGTC 
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8128 HUVECcDNA Hs.25635 AK024039 

8129 HUVECcDNA Hs.288967 AK024167 

8130 HUVECcDNA Hs.25001 AK024230 

8131 HUVECcDNA Hs.6101 AK025006 

8132 HUVECcDNA Hs.322680 AK025200 

8133 HUVECcDNA Hs.288061 AK025375 

8134 HUVECcDNA Hs.288869 AK025842 

8135 HUVECcDNA Hs.251653 AK026594 

8136 HUVECcDNA Hs.278242 AK026632 

8137 HUVECcDNA Hs.181165 AK026650 

8138 HUVECcDNA Hs.1 08124 AK026741 

8139 HUVECcDNA Hs.274368 AK026775 

8140 HUVECcDNA Hs.241507 AK027187 



Table 8 

10436304 cDNAFU13977fis. clone 

Y79AA1001603, weakly similar to 
POLYPEPTIDE N- 

ACETYLGALACTOSAM1NYLTRANSF 
ERASE (EC 2.4.1.41) /cds=(41 8,1791) 

10436481 cDNA FU14105 fis, clone 

MAMMA1001202 /cds=UNKNOWN 

10436557 CDNAFLJ14168 fis, done 

NT2RP2001440, highly similar to 

mRNA for 14-3-3gamma 

/cds=UNKNOWN 
10437439 hypothetical protein MGC3178 

(MGC3178), mRNA /cds={81 ,1055) 
10437664 cDNA: FU21547 fis, clone COL06206 

/cds=UNKNOWN 
10437878 actin, beta (ACTB), mRNA 

/cds=(73,1200) 
1 0438480 nuclear receptor subfamily 2, group F, 

member 2 (NR2F2), mRNA 

/cds=(342,1586) 
1 0439481 tubulin, beta, 2 (TUBB2), mRNA 

/cds=(0.1337) 
10439528 Homo sapiens, done MGC:3214 

IMAGE:3502620, mRNA, complete cds 

/cds=(2066,3421) 
1 0439548 eukaryotic translation elongation factor 

1 alpha 1 (EEF1A1), mRNA 

fcds=(53,1441) 
10439662 cDNA- FU23088 fis, Clone LNG07026 

/cds=UNKNOWN 
10439706 MSTP032 protein (MSTP032), mRNA 

fcds={68,319) 
1 0440255 cDNA: FU23534 fis, done LNG06974, 

highly similar to HUMRPS6A ribosomal 

protein S6 mRNA /cds=UN KNOWN 
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1 CAACTTCCTCTTG GTTAC CC AGAAGA 
ACAGCAGCACCGTGATCCAGAGCA 



1 CTGTACATCTGCATCCCAGCAAAGAG 
CAGCAGGGACAGGAGGGAGGAGAG 

1 CACAGACAGAAGGTTTCGTTCCTCAT 
TCGACAGTGGCTCATTCAGCTCTG 



1 TCAAGATTGGCAATTCACTGTGCCCA 

TTAAACCACTCAGTAGCTCAGCCT 
1 AGTTGTCCTGAGAGTTTTACACTTGT 

GAGAAAATACTG GCAG CTTTGATT 
1 C ACATAG GAATCCTTCTGAC C CATG C 

CCACCATCACGCCCTGGTGCCTGG 
1 AACAGGAACCTTTATCTCTTTGTGAG 

G CGATTTG CATTCTCCACACAG G C 

1 GTACTTGCCGCCG GTGGCCTCATTGT 
AGTACACGTTGATG CGTTCCAGCT 

1 ATAGTGGCTAGGGATTAGGAGGCGA 
AGGCGACAGGAGCAGACACCGGGTC 

1 CATTTTGGCTTTTAGGGGTAGTTTT C 
ACGACACCTGTGTTCTGGCGGCAA 

1 CCCTGGTTCAGGAATTAAGGGGACA 
GACTTGAATAAGAAACAAAACAAAA 

1 ACAGTAGAGAATTTGAGTACACAGGG 
TATGGAGAGTAGGGCACAAAATGT 

1 GAACAGCCTCGTCTTTCCCCGAATGC 
CAGGCAGGATGACGATGAACGTGG 



8141 HUVECcDNA Hs.334788 BG392671 

8142 HUVECcDNA NA NC^OgO 

8143 HUVECcDNA NA U07360 



13286119 hypothetical protein FU14639 

(FU14639), mRNA /cds=(273,6B9) 
9507429 many doning vectors, kanamydn 

resistance, gene 
476289 Human DXS1178 locus dinudeotlde 
repeat polymorphism sequence 



1 GACCTCCAGAATTTCCTCATCGCTGT 
CGGTGACCAAGTCCACAGACACTA 

1 TCTTGCCATCCTATGGAACTGCCTCG 
GTGAGTTTTCTCCTTCATTACAGA 

1 TGTTACTCCTTCAAGCCCCTGAATCA 
CTATAGCCACGACTCTCCAACTGA 
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TABLE 9: Cardiac Transplant patient RNA samples and array hybridizations 



Patient # 


Sample 


Rejection 
Grade 


RNA Yield 
fue) 


Hybridization # 




1 








14-0001 


2 


3A 


13.6 


107739 




3 


1A 


5.83 


107740 




1 








14-0002 


2 










3 










1 


0 


12.8 




14-0003 


2 










3 








14-0004 


1 








2 










1 


3A 


1.08 


107741 


14-0005 


2 


L_ 0 


11.2 


107742 


3 










4 










1 


2 


2.02 




14-0006 


2 










3 
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TABLE 10: Differentially expressed probes between samples from patients with high 
and low grade rejection: 



Oligo# 


Gene Represented 


7401 


cDNA clone IMAGE:915561 


1796 


amphiregulin 


4423 


partial IGVH3 gene for immunoglobulin heavy chain V region 


4429 


partial IGVL1 gene for immunoglobulin lambda' light chain V region 


4430 


partial IGVH3 DP29 gene for immunoglobulin heavy chain V region 


4767 


cDNA clone COL09252, highly similar to CD24 


4829 


oncostatin M 


8091 


mRNA for a predicted protein 



WO 02/057414 



PCT/US01/47856 



We claim: 

1 . A system for detecting gene expression comprising at least two isolated DNA 
molecules wherein each isolated DNA molecule detects expression of a gene wherein 
said gene is selected from the group of genes corresponding to the oligonucleotides 
depicted in SEQ ID NO:l - SEQ ID NO: 8143. 

2. The system of claim 1 wherein said gene is selected from the group of genes 
corresponding to the oligonucleotides depicted in SEQ ID NO:2476, SEQ ID NO: 
2407, SEQ ID NO:2192, SEQ ID NO: 2283, SEQ ID NO:6025, SEQ ID NO: 4481, 
SEQ ID NO:3761, SEQ ID NO: 3791, SEQ ID NO:4476, SEQ ID NO: 4398, SEQ ID 
NO:7401, SEQ ID NO: 1796, SEQ ID NO:4423, SEQ ID NO: 4429, SEQ ID 
NO:4430, SEQ ID NO: 4767, SEQ ID NO:4829, and SEQ ID NO: 8091. 

3. The system of claim 1 wherein the DNA molecules are synthetic DNA, 
genomic DNA, PNA or cDNA. 

4. The system of claim 1 wherein the isolated DNA molecules are immobilized 
on an array. 

5. The system of claim 4 wherein the array is selected from the group consisting 
of a chip array, a plate array, a bead array, a pin array, a membrane array, a solid 
surface array, a liquid array, an oligonucleotide array, polynucleotide array or a 
cDNA array, a microtiter plate, a membrane and a chip. 

6. A method of detecting gene expression comprising a) isolating RNA and b) 
hybridizing said RNA to the isolated DNA molecules of claim 1. 

7. A method of detecting gene expression comprising a) isolating RNA; b) 
converting said RNA to nucleic acid derived from the RNA and c) hybridizing said 
nucleic acid derived from the RNA to the isolated DNA molecules of claim 1 . 

8. The method of claim 7 wherein said nucleic acid derived from the RNA is 
cDNA. 
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9. A method of detecting gene expression comprising a) isolating RNA; b) 
converting said RNA to cRNA or aRNA and c) hybridizing said cRNA or aRNA to 
the isolated DNA molecules of claim 1 . 

10. A candidate library comprising at least two isolated oligonucleotides wherein 
the oligonucleotides have nucleotide sequences having at least 40-50, 50-60, 70-80, 
80-85, 85-90, 90-95 or 95-100% sequence identity to the nucleotide sequences 
selected from the group consisisting of SEQ ID NO:l- SEQ ID NO: 8143. 

1 1 . The candidate library of claim 1 0, wherein the nucleotide sequence comprises 
deoxyribonucleic acid (DNA) sequence, ribonucleic acid (RNA) sequence, synthetic 
oligonucleotide sequence, protein nucleic acid (PNA) sequence or genomic DNA 
sequence. 

12. The candidate library of claim 1 1, wherein the candidate library is 
immobilized on an array. 

13. The candidate library of claim 12, wherein the array is selected from the group 
consisting of: a chip array, a plate array, a bead array, a pin array, a membrane array, 
a solid surface array, a liquid array, an oligonucleotide array, polynucleotide array or 
a cDNA array, a microtiter plate, a membrane and a chip. 

14. A diagnostic oligonucleotide for a disease comprising an oligonucleotide 
wherein the oligonucleotide has a nucleotide sequence selected from the group 
consisting of SEQ ID NO:l - SEQ ID NO: 8143 wherein said oligonucleotide detects 
expression of a gene that is differentially expressed in leukocytes in an individual 
with at least one disease criterion for at least one leukocyte-related disease compared 
to the expression of said gene in an individual without the at least one disease 
criterion, wherein expression of the gene is correlated with the at least one disease 
criterion. 

15. The diagnostic oligonucleotide of claim 14, wherein the nucleotide sequence 
comprises DNA, cDNA, PNA, genomic DNA, or synthetic oligonucleotides. 
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16. The diagnostic oligonucleotide of claim 14, wherein the disease criterion 
comprises data wherein the data is selected from physical examination data, 
laboratory data, patient historic, diagnostic, prognostic, risk prediction, therapeutic 
progress, and therapeutic outcome data 

17. The diagnostic oligonucleotide of claim 14, wherein the leukocytes comprise 
peripheral blood leukocytes or leukocytes derived from a non-blood fluid. 

1 8. The diagnostic oligonucleotide of claim 1 7, wherein the non-blood fluid is 
isolated from the colon, sinus, esophagus, small bowel, pancreatic duct, biliary tree, 
ureter, vagina, cervix uterus, nose, ear, urethra, eye, open wound, abscess, stomach, 
cerebral spinal fluid, peritoneal fluid, pleural fluid, synovial fluid, bone marrow and 
pulmonary lavage. 

19. The diagnostic oligonucleotide of claim 14, wherein the leukocytes comprise 
leukocytes derived from urine or a biopsy sample. 

20. The diagnostic oligonucleotide of claim 14, wherein the leukocytes are 
peripheral blood mononuclear cells or T-lymphocytes. 

21 . The diagnostic oligonucleotide of claim 14, wherein the disease is selected » 
from the group consisting of cardiac allograft rejection, kidney allograft rejection, 
liver allograft rejection, atherosclerosis, congestive heart failure, systemic lupus 
erythematosis (SLE), rheumatoid arthritis, osteoarthritis, and cytomegalovirus 
infection. 

22. The diagnostic oligonucleotide of claim 14, wherein the differential 
expression is one or more of: a relative increase in expression, a relative decrease in 
expression, presence of expression or absence of expression. 

23. A diagnostic agent comprising an oligonucleotide wherein the oligonucleotide 
has a nucleotide sequence selected from the group consisting of SEQ ID NO:l - SEQ 
ID NO: 8 1 43 wherein said oligonucleotide detects expression of a gene that is 
differentially expressed in leukocytes in an individual over time. 
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24. The agent of claim 23 wherein said oligonucleotide is selected from the group 
consisting of SEQ ID NO:2476, SEQ ID NO: 2407, SEQ ID NO:2192, SEQ ID 
NO:2283, SEQ ID NO:6025, SEQ ID NO:4481, SEQ ID NO:3761, SEQ ID 
NO:3791, SEQ ID NO:4476, SEQ ID NO:4398, SEQ ID NO:7401, SEQ ID NO: 
1796, SEQ ID NO:4423, SEQ ID NO:4429, SEQ ID NO:4430, SEQ ID NO:4767, 
SEQ ID N0.4829, and SEQ ID NO:8091 . 

25. A diagnostic probe set for a disease comprising at least two probes wherein 
each probe detects expression of a gene wherein the gene is selected from the group 
of genes corresponding to the oligonucleotides depicted in SEQ ID NO: 1 - SEQ ID 
NO:8143 wherein each gene is differentially expressed in leukocytes in an individual 
with at least one disease criterion for a disease selected from Table 1 as compared to 
the expression of the gene in leukocytes in an individual without the at least one 
disease criterion, wherein expression of the gene is correlated with the at least one 
disease criterion. 

26. An isolated nucleic acid wherein said nucleic acid comprises a sequence 
depicted in SEQ ID NO:8144 - SEQ ID NO:8766. 

27. An expression vector containing the nucleic acid of claim 26 in operative 
association with a regulatory element which controls expression of the nucleic acid in 
a host cell. 

28. A host cell comprising the expression vector of claim 27. 

29. The host cell of claim 27, wherein the host cell is a prokaryotic cell or a 
eukaryotic cell. 

30. A kit comprising the system of claim 1 . 

31. A system for detecting gene expression in leukocytes comprising an isolated 
DNA molecule wherein said isolated DNA molecule detects expression of a gene 
wherein said gene is selected from the group of genes corresponding to the 
oligonucleotides depicted in SEQ ID NO: 1-SEQ ID NO: 8143 and said gene is 
differentially expressed in said leukocytes in an individual with at least one disease 
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criterion for a disease selected from Table 1 compared to the expression of said gene 
in leukocytes in an individual without the at least one disease criterion. 

32. The system of claim 3 1 wherein the DNA molecule is at least 16 nucleotides 
in length. 

33. The system of claim 3 1 wherein the DNA molecules are synthetic DNA, 
genomic DNA, PNA or cDNA. 

34. The system of claim 31 wherein the isolated DNA molecule is immobilized on 
an array. 

35. The system of claim 34 wherein the array is selected from the group consisting 
of a chip array, a plate array, a bead array, a pin array, a membrane array, a solid 
surface array, a liquid array, an oligonucleotide array, polynucleotide array or a 
cDNA array, a microtiter plate, a membrane and a chip. 

36. A method of detecting gene expression comprising a) isolating RNA and b) 
hybridizing said RNA to the isolated DNA molecule of claim 3 1 . 

37. A method of detecting gene expression comprising a) isolating RNA; b) 
converting said RNA to nucleic acid derived from the RNA and c) hybridizing said 
nucleic acid derived from said RNA to the isolated DNA molecules of claim 31. 

38. The method of claim 37 wherein said nucleic acid derived from the RNA is 
cDNA. 

39. A method of detecting gene expression comprising a) isolating RNA; b) 
converting said RNA to cRNA or aRNA and c) hybridizing said cRNA or aRNA to 
the isolated DNA molecule of claim 3 1 . 

40. A method of diagnosing a disease comprising obtaining a leukocyte sample 
from an individual, contacting said leukocyte sample with the gene expression system 
of claim 3 1 and comparing the expression of the gene with a molecular signature 
indicative of the presence or absence of said disease. 
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41 . A method of monitoring progression of a disease comprising: obtaining a 
leukocyte sample from an individual, contacting said leukocyte sample with the gene 
expression system of claim 31, and comparing the expression of the gene with a 
molecular signature indicative of the presence or absence of disease progression. 

42. A method of monitoring the rate of progression of a disease comprising: 
obtaining a leukocyte sample from an individual, contacting said leukocyte sample 
with the gene expression system of claim 31, and comparing the expression of the 
gene with a molecular signature indicative of the presence or absence of disease 
progression. 

43. A method of predicting therapeutic outcome comprising: obtaining a 
leukocyte sample from an individual, contacting said leukocyte sample with the gene 
expression system of claim 31, and comparing the expression of the gene with a 
molecular signature indicative of the predicted therapeutic outcome. 

44. A method of determining prognosis for a patient comprising obtaining a 
leukocyte sample from a patient, contacting said leukocyte sample with the gene 
expression system of claim 31, and comparing the expression of the gene, and 
comparing the expression of the gene with a molecular signature indicative of the 
prognosis. 

45. A method of predicting disease complications in an individual comprising 
obtaining a leukocyte sample from an individual, contacting said leukocyte sample 
with the gene expression system of claim 31, and comparing the expression of the 
gene with a molecular signature indicative of the presence or absence of disease 
complications. 

46. A method of monitoring response to treatment in an individual, comprising 
obtaining a leukocyte sample from an individual, contacting said leukocyte sample 
with the gene expression system of claim 31, and comparing the expression of the 
gene with a molecular signature indicative of the presence or absence of response to 
treatment. 
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47. The method according to claim 46, wherein said method further comprises 
characterizing the genotype of the individual, and comparing the genotype of the 
individual with a diagnostic genotype, wherein the diagnostic genotype is correlated 
with at least one disease criterion. 

48. The method according to claim 41, wherein said method further comprises 
characterizing the genotype of the individual, and comparing the genotype of the 
individual with a diagnostic genotype, wherein the diagnostic genotype is correlated 
with at least one disease criterion. 

49. The method according to claim 42, wherein said method further comprises 
characterizing the genotype of the individual, and comparing the genotype of the 
individual with a diagnostic genotype, wherein the diagnostic genotype is correlated 
with at least one disease criterion. 

50. The method according to claim 43, wherein said method further comprises 
characterizing the genotype of the individual, and comparing the genotype of the 
individual with a diagnostic genotype, wherein the diagnostic genotype is correlated _ 
with at least one disease criterion. 

51. The method according to claim 44, wherein said method further comprises 
characterizing the genotype of the individual, and comparing the genotype of the 
individual with a diagnostic genotype, wherein the diagnostic genotype is correlated 
with at least one disease criterion. 

52. The method of claim 50, wherein the genotype is analyzed by one or more 
methods selected from the group consisting of Southern analysis, RFLP analysis, 
PCR, single stranded conformation polymorphism, and SNP analysis. 

53. A method of RNA preparation suitable for diagnostic expression profiling 
comprising: obtaining a leukocyte sample from a subject, adding actinomycin-D to a 
final concentraion of 1 ug/ml, adding cycloheximide to a final concentration of 10 
ug/ml, and extracting RNA from the leukocyte sample. 

54. The method of claim 52, wherein the actinomycin-D and cycloheximide are 
present in a sample tube to which the leukocyte sample is added. 
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Figure 1: Novel Gene Sequence Analysis 
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Figure 2 . Automated Mononuclear Ceil RNA Isolation Device 
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Figure 3: Kits for discovery of, or application of diagnostic gene sets 

A. Contents of kit for discovery of diagnostic gene sets 

1. Sterile, endotoxin and RNAse free blood collection tubes (>10cc capacity) 

2. Alcohol swabs, tourniquet, 18g needle and syringe (>10cc capacity) 

3. Erythrocyte lysis buffer 

4. Leukocyte lysis buffer 

5. Substrates for labeling of RNA (may vary for various expression profiling techniques) 

For fluorescence cDNA microarray expression profiling: 
Reverse transcriptase and lOx RT buffer 
Poly-dT primer 
DTT 

Deoxynucleotides lOOmM each 
RNAse inhibitor 

Cy3 and Cy5 labeled deoxynucleotides 

6. cDNA microarrays containing candidate gene libraries 

7. Cover slips for slides 

8. hybridization chambers 

9. Software package for identification of diagnostic gene set from data 

Contains statistical methods. 

Allows alteration in desired sensitivity and specificity of gene set 
Software facilitates access to and data analysis by centrally located database 
server. 

10. Password and account number to access central database server. 

11. Kit User Manual 

B. Contents of kit for application of diagnostic gene sets 

L Sterile, endotoxin and RNAse free blood collection tubes (>10cc capacity) 

2. Alcohol swabs, tourniquet, 18g needle and syringe (>10cc capacity) 

3. Erythrocyte lysis buffer 

4. Leukocyte lysis buffer 

5. Substrates for labeling of RNA (may vary for various expression profiling techniques) 

For fluorescence cDNA microarray expression profiling: 
Reverse transcriptase and lOx RT buffer 
Poly-dT primer 
DTT 

Deoxynucleotides lOOmM each 
RNAse inhibitor 

Cy3 and Cy5 labeled deoxynucleotides 

6. cDNA microarrays containing diagnostic gene sets 

7. cover slips for slides 

8. hybridization chambers 

9. Software package for identification of diagnostic gene set from data 

Contains statistical methods. 

Allows alteration in desired sensitivity and specificity of gene set 
Software facilitates access to and data analysis by centrally located database 
servo: 

10. Password and account number to access central database server. 

11. Kit User Manual 



WO 02/057414 



PCT7US01/47856 



Figure 4 



4/10 



GS(Cy5) 



Comparison of Guanine-Silica (GS) to 
Acid-Phenol (AP) RNA Purification 




GS<Cy3) AP(Cy3) 
Collection method (dye label) 



AfMCyS) 



WO 02/057414 



PCT/US01/47856 



5/10 



Expression of Leukocyte Specific Genes 
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Figure 6 



Expression of Leukocyte-Specific Genes 
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Comparison of Control RNAs 
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Figure 8: L og expression of each probe using the R50 reference RNA. Probe expression 
is ordered by Signal to noise, S/N, decreasing from left to right. 
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Figure 9 
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Figure 10: Differential gene expression between grade 0 and 3A samples: 
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<210> 1 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1 

agagcacttg cagagcctgg gacaacctcc ttattgaagg gaagagggac 



<210> 2 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2 

tggtctcaaa gatttacatg gcaacattcg aaagtcccca gagaagtcct 



<210> 3 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 3 

aggacttctc tggggacttt cgaatgttgc catgtaaatc tttgagacca 



<210> 4 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 4 
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aggtgccagc aactgaataa atacctctcc cagtgtaaat ctggagccaa 



50 



<210> 5 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 5 

gggtgtcttt aaatagcact agccaaatca catatctcca acactcctta 50 



<210> 6 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<210> 7 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 7 

cccacagtgc aattcagaat atgctcaggg aatgccagcc accttgtaaa 50 



<210> 8 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<210> 9 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 9 

atcccaccaa agtagtagct ggacccagta gcctagctta ttgtcttggc 50 



<210> 10 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 6 

taaggagtgt tggagatatg tgatttggct agtgctattt aaagacaccc 



50 



<400> 8 

gccaagacaa taagctaggc tactgggtcc agctactact ttggtgggat 



50 



<400> 10 

aatttataac tcctaggggt tatttctgtg ccagacacat tccacctctc 



50 



<210> 11 
<211> 50 
<212> DNA 



<213> Homo sapiens 
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<400> 11 

actaattgca ttggcagcat tgtgtctttg accttgtata ctagcttgac 



<210> 12 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 12 

aaaccaaaaa taatcacaac agaaaccagc tgccccaaag gaaccagagg 



<210> 13 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 13 

tcccaccagg actttgctaa caataatgtt tggaaataaa gaagtgctct 



<210> 14 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 14 

tgacactcat gccaacaaga acctgtgccc ctccttccta acctgaggcc 



<210> 15 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 15 

acaaatttta ccctaacagt tttaccacct agcaacagtc atttctgaaa 



<210> 16 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 16 

tttattggta cttcctaaag atagagacta aagtcatggt agtattggcc 



<210> 17 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 17 

ggccaatact accatgactt tagtctctat ctttaggaag taccaataaa 



<210> 18 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 18 

cctcccattt tgttctcgga agattaaatg ctacatgtgt aagtctgcct 



<210> 19 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 19 

ccgtgcccgg aaacaggccg tggctagaga agagcgagat catctttacc 



<210> 20 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 20 

ggtctaattt attcaaaggg ggcaagaagt agcagtgtct gtaaaagagc 



<210> 21 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 21 

agatgggtga atcagttggg ttttgtaaat acttgtatgt ggggaagaca 



<210> 22 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 22 

tctctagttg tcactttcct cttccacttt gataccattg ggtcattgaa 



<210> 23 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 23 

tcaaaagaaa gccttctgga tgctgttaag atgtaccctt caggtgaacc 



<210> 24 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 24 

ccccctttcc ttctaatttt tcagctcctt caatgcaaag tacatgtatt 
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<210> 25 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 25 

cctccaaccc cggaaacttc ctgtgcaacc cagactatca cctttgaaag 50 



<210> 26 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 26 

ggaaggtagt cttcatttgc aatcaggaaa acgaacgtaa aggcacaggt 50 



<210> 27 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 27 

acctgtgcct ttacgttcgt tttcctgatt gcaaatgaag actaccttcc 50 



<210> 28 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 28 

tgttttcctc actacattgt acatgtggga attacagata aacggaagcc 50 



<210> 29 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 29 

cagagcaaga ccctgaagac ccccaaccac ggcctaaaag cctctttgtg 50 



<210> 30 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 30 

gcttcatatg tatggctgtt gctttgcttc atgtgtatgg ctatttgtat 50 



<210> 31 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 31 

cagatgggtt cagcagtctg gtcagtgaga aagggccgag ggtagacagg 50 
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<210> 32 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 32 

tccagggcaa tcaatgttca cgcaacttga aattatatct gtggtcttca 50 



<210> 33 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<210> 34 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 34 

cgctctcgat attcctgtgc agaaacctgg accacgtcta caaccggctc 50 



<210> 35 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<210> 36 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 36 

ggaggaccca cactgctaca cttctgatcc cctttggttt tactacccaa 50 



<210> 37 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 33 

tcatcccgag aacattggct tccacatcac agtatctacc cttacatggt 



50 



<400> 35 

cctgctcagc tctgcataag taattcaaga aatgggaggc ttcaccttaa 



50 



<400> 37 

gaagaacagc agatggcggt gatcagcaga gagattgaac tttgaggagg 



50 



<210> 38 
<211> 50 
<212> DNA 



<213> Homo sapiens 
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<400> 38 

ggaatttcct atcttgcagc atcctgtaaa taaacattca agtccaccct 



<210> 39 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 39 

cctcaaagtg ctaccgataa acctttctaa ttgtaagtgc ccttactaag 



<210> 40 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 40 

agtgggtccc agattggctc acactgagaa tgtaagaact acaaacaaaa 



<210> 41 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 41 

ctgtccagcg ccaacagcct ctatgacgac atcgagtgct tccttatgga 



<210> 42 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 42 

aaattctggt aagtatgtgc ttttctgtgg gggtgggatt tggaaggggg 



<210> 43 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 43 

atgggtgaag agaaccgagc aaagatcaaa ataaaaagtg acacagcagc 



<210> 44 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 44 

gctgtgtcca tctttgtcac tgagtgaaat ctctgttttc tattctctga 



<210> 45 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 45 

atgtgctgtc aaaacaagtt tttctgtcaa gaagatgatc agaccttgga 50 



<210> 46 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 46 

cagtgatcag ggtcctgcaa gcagtgggga agggggccaa ggtattggag 50 



<210> 47 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 47 

tggacacacg gatcaagacc aggaagaatt gaacttgtca aggtgaaggg 50 



<210> 48 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 48 

aacagacccc ctctagaaat ttttcagatg cttctgggag acaccaaagg 50 



<210> 49 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 49 

gtcagtaggt gcggtgtcta gggtagtgaa tcctgtaagt tcaaatttat 50 



<210> 50 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 50 

agttgtgtgg tcagtaggtg cggtgtctag ggtagtgaat cctgtaagtt caaatttatg 60 



<210> 51 

<21X> 70 

<212> DNA 

<213> Homo sapiens 

<400> 51 

tttaagttgt gtggtcagta ggtgcggtgt ctagggtagt gaatcctgta agttcaaatt 60 
tatgattagg 70 
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<210> 52 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 52 

gtttgagatg gacacactgg tgtggattaa cctgccaggg agacagagct 50 



<210> 53 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 53 

ttgtgactct gaatcccatg ttctcaaact acgctgcctt ccgaagtctg 50 



<210> 54 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 54 

tttaagtact aagtcatcat ttgccttgaa agtttcctct gcattgggtt 50 



<210> 55 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 55 

aacccaatgc agaggaaact ttcaaggcaa atgatgactt agtacttaaa 50 



<210> 56 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 56 

tacctgggca ttcttgtttc attcaattcc acctgcaatc aagtcctaca 50 



<210> 57 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 57 

ccattaaact tacctgggca ttcttgtttc attcaattcc acctgcaatc aagtcctaca 60 

<210> 58 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400? 58 
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cacctgcaat caagtcctac aagctaaaat tagatgaact caactttgac aaccatgaga 60 
ccactgttat 70 



<210> 59 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 59 

aatgcgtacg tttcctgaga agtgtctaaa aacaccaaaa agggatccgt 50 



<210> 60 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 60 

acgtttcctg agaagtgtct aaaaacacca aaaagggatc cgtacattca atgtttatgc 60 



<210> 61 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400> 61 

caaatcaatg cgtacgtttc ctgagaagtg tctaaaaaca ccaaaaaggg atccgtacat 60 
tcaatgttta 70 



<210> 62 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 62 

ctccgggaga ggggacggtc aatcctgtgg gtgaagacag agggaaacac 50 



<210> 63 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 63 

ggctgggaaa ctgttggtgg ccagtgggta ataaagacct ttcagtatcc 50 

<210> 64 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 64 

tgctagaggg gcttagagaa ctacaaggcc tgcagaattt cccagagaag 50 
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<210> 65 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 65 

ctgactcagg atgacagaca ggtggaactg ccagtgtaga gggaattcta 



<210> 66 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 66 

gtaaaggcta tacttgtctt gttcaccttg ggatgacgcc gcatgatatg 



<210> 67 

<211> 50 

.<212> DNA 

<213> Homo sapiens 

<400> 67 

caagcaggaa gcacaaactc ccccaagctg actcatccta actaacagtc 



<210> 68 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 68 

tcttcaacag accccctcta gaaatttttc agatgcttct gggagacacc 



<210> 69 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 69 

gtcctccacg ccatttcctt ttccttcaag cctagccctt ctctcattat 



<210> 70 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 70 

ggcccttcat gtacatccat ggtgtgctgg cttaaaatgt aattaatctt 



<210> 71 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 71 

aagatgccca accctgtgat cagaacctcc aaatactgcc atgagaaact 
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<210> 72 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 72 

caggagtttg tgtgtctttt ataaaaagtt tgccctggat gtcatattgg 50 



<210> 73 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<210> 74 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 74 

cctttacatc cagataggtt accagtaacg gaacatatcc agtactcctg 50 



<210> 75 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<210> 76 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 76 

ggccactgaa tgggtaggag caaccactga ctggtcttaa gctgttcttg 50 



<210> 77 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 73 

ccctgagtga cagtcacgac agaacaaaac cacaagacca gaccacattt 



50 



<400> 75 

tgcatcgtaa aaccttcaga aggaaaggag aatgttttgt ggaccacttt 



50 



<400> 77 

tgtagggtaa atgtgactgg aatacacctt tggaacggaa ttctttatca 



50 



<210> 78 
<211> 50 
<212> DNA 



<213> Homo sapiens 
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<400> 78 

aggctggaca tcggcccgct ccccacaatg aaataaagtt attttctcat 



<210> 79 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 79 

tgtagggtaa atgtgactgg aatacacctt tggaacggaa ttctttatca 



<210> 80 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 80 

gttgccatgg tgatggtgta gccctcccac tttgctgttc cttactttac 



<210> 81 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 81 

ccacccaccc ctcaattaag gcaacaatga agttaatgga taccctctgc 



<210> 82 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 82 

gttgccatgg tgatggtgta gccctcccac tttgctgttc cttactttac 



<210> 83 

<211> 50 

<212> DNA 

<213> Homo sapiens. 

<400> 83 

ccacccaccc ctcaattaag gcaacaatga agttaatgga taccctctgc 



<210> 84 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 84 

gctcacctat ttgggttaag catgccaatt taaagagacc aagtgtatgt 



<210> 85 
<211> 50 
<212> DNA 
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<213> Homo sapiens 



<400> 85 

tccacctttt gtatttaatt ttaaagtcag tgtactgcaa ggaagctgga 



50 



<210> 86 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 86 

ccctatcccg caaaatgggc ttcctgcctg ggtttttctc ttctcacatt 50 



<210> 87 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<210> 88 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 88 

agate ttcaa gtgaacatct cttgccatca cctagctgcc tgcacctgcc 50 



<210> 89 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<210> 90 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 90 

cctgtgatca ggctcccaag tctggttccc atgaggtgag atgcaacctg 50 . 



<210> 91 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 87 

tccacctttt gtatttaatt ttaaagtcag tgtactgcaa ggaagctgga 



50 



<400> 89 

gctaatttta agcatgttca gtggcagctc ccctccagtt tcagtgtcac 



50 



<400> 91 

acatggtttg actcccgaac atcaccgacg tgtctcctgt ttttctgggt 



50 



<210> 92 
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<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 92 

tcagagctga agaagcgagc tggatggcaa ggcctgtgcg acagataatg 



50 



<210> 93 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 93 

tcagccattt tgggcatatg tatctttata atcagactgg aaacgggact 50 



<210> 94 

<21l> 50 

<212> DNA 

<213> Homo sapiens 



<210> 95 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 95 

agcttactac agtgaaagaa tgggattggc aagtaacttc tgacttactg 50 

<210> 96 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<210> 97 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 97 

tgtcagagat tgcctgtggc tctaatatgc acctcaagat tttaaggaga 50 



<210> 98 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 94 

atcctggcaa ccttacaatt cctctcggca tttgtcactt ccatctcagc 



50 



<400> 96 

attataacat cttcaacaca gaacacactt tgtggtcgaa aggctcagcc 



50 



<400> 98 

tgtctggcag ggactgaatg acctgatgtc agatttagat tcttcctggg 



50 
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<210> 99 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 99 

gggaggaaca ctgcactctt aagcttccgc cgtctcaacc cctcacagga 50 



<210> 100 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 100 

atgaagaagg gtgtgaaggc tgaacaatca tggatttttc tgatcaattg 50 



<210> 101 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 101 

gcctctgctc cccagggagt tgtgtctgta atcggcctac tattcagtgg 50 



<210> 102 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 102 

ggatgctact gatgggaatg attaagggag ctgctgttta ggtggtgctg 50 



<210> 103 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 103 

tcaggaacaa catctactgc atggcccagc tgctggacaa ctcagacacg 50 



<210> 104 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 104 

cttacatcag gtactttgtc agcttcatca tccagttcca gttccacgag 50 



<210> 105 

<211> 50 

<212> DNA 

. <213> Homo sapiens 

<400> 105 
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catccaggag ctgttcaagc gcatctccga gcagttcacg gccatgttcc 



<210> 106 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 106 

acctcccact ttgtctgtac atactggcct ctgtgattac atagatcagc 



<210> 107 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 107 

gtctttgaga atatgatgtc agacattttc ggatgggctg tttagatgtt 



<210> 108 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 108 

ggtcacccag gaggatggca aagagagtcg catctcagtg caggagagac 



<210> 109 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 109 

agacccttat ctggaggagg aagagaagca ggagagagaa agccacagcc 



<210> 110 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 110 

ggctgtgtcc taaggcccat ttgagaagct gaggctagtt ccaaaaacct 



<210> 111 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 111 

gtgctcctgt aagtcaaatg tgtgctttgt actgctgttg ttgaaattga 



<210> 112 

<211> 50 

<212> DNA 

<213> Homo sapiens 



17/1425 



WO 02/057414 



<400> 112 

cagagacata aagagaagat gccaaggccc cctcctccac ccaccgctaa 



<210> 113 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 113 

atgggagtaa taagagcagt ggcagcagca tctctgaaca tttctctgga 



<210> 114 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 114 

ccactaatcc tgatgaggct gacaaagttg gggctgagaa cacaatcacc 



<210> 115 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 115 

tgttggggtt tcctttacct tttctataag ttg[taccaaa acatccactt 



<210> 116 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 116 

cagagtaggc atctgggcac caagaccttc cctcaacaga ggacactgag 



<210> 117 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 117 

ctttgcctaa accctatggc ctcctgtgca tctgtactca ccctgtacca 



<210> 118 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 118 

ggccactgaa tgggtaggag caaccactga ctggtcttaa gctgttcttg 



<210> 119 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 119 

tgattctgca cttggggtct gtctgtacag ttactcatgt cattgtaatg 



<210> 120 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 120 

tgtgtaatag gccttttcat gctttatgtg tagcttttta cctgtaacct 



<210> 121 

<211> 50 ■ 

<212> DNA 

<213> Homo sapiens 

<400> 121 

aagttatcat gtccatccgc accaagctgc agaacaagga gcatgtgatt 



<210> 122 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 122 

aagttatcat gtccatccgc accaagctgc agaacaagga gcatgtgatt 



<210> 123 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 123 

tggtggatgt taaaccaata ttcctttcaa ctgctgcctg ctagggaaaa 



<210> 124 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 124 

tgaacttgct gaatgtaagg caggctacta tgcgttataa tctaatcaca 



<210> 125 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 125 

atttgaccag agcaaagctg aaaaatgaat aactaacccc ctttccctgc 
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<210> 126 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 126 

gcaattggag aactggattt gctgtttatg tctctgagaa atgcctgcat ttgaccagag 60 



<210> 127 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400> 127 

tttgaccaga gcaaagctga aaaatgaata actaaccccc tttccctgct agaaataaca 60 
attagatgcc 70 



<210> 128 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 128 

ccctttttgt cccccaactt gagatgtatg aaggcttttg gtctccctgg 50 



<210> 129 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 129 

attagaccag accagtgtat ttctaaagaa aatcctgaca tgcacaccca 50 



<210> 130 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 130 

gaccctactg ctgatgatac cagtgctgct gtaactgaag aaatgccacc 50 



<210> 131 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 131 

acaggcaaag tgacagggga aaaggaatta gtctaagagt aaggggatga 50 



<210> 132 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 132 

ctttcctctt gctgctgggg cctaggtctt cttgctgctg cttccttttc 



<210> 133 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 133 

agagtttttg ttggtagact ggagctggga tgttgaatca acctcaggca 



<210> 134 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 134 

tgcctgaggt tgattcaaca tcccagctcc agtctaccaa caaaaactct 



<210> 135 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 135 

ctgacgatca gcttggaaca gccaaacaga attaacgcaa ctaataacct 



<210> 136 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 136 

tccttttatg cattggagga aaaacatgtt ggcttttctc ttgacgtggg 



<210> 137 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 137 

cccacgtcaa gagaaaagcc aacatgtttt tcctccaatg cataaaagga 



<210> 138 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 138 

ctcaggaaac ccgacagaag aaacatgtaa cacagaactc acgtccacta 



<210> 139 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 139 

actcgagacg taaattatgg ctgaatcatc cgctaccttc acgccaatgg 



<210> 140 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 140 

tgctgttttc attctgcatt tgtgtagttt ggtgctttgt tccaagttaa 



<210> 141 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 141 

aaaaatgaca aaagttatca ccaaaacccc ctttcccatc ttgcactgtt 



<210> 142 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 142 

agcttttaat gctccaaatg ctgacccatg caatatttcc tcatgtgatc 



<210> 143 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 143 

aaaagaaatg caggtttatt atccagcact gagagagtta acaaggactg 



<210> 144 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 144 

agagagactt ctcattggct gtgaaggtag agcttttggg gaaattcctg 

<210> 145 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 145 

caggaatttc cccaaaagct ctaccttcac agccaatgag aagtctctct 

<210> 146 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 146 

agagagactt ctcattggct gtgaaggtag agcttttggg gaaattcctg 



<210> 147 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 147 

catctcagcc ctgcctttct ctggagcatt ctgaaaacag atattctggc 



<210> 148 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 148 

tcatgataac ctgcagacct gatcaagcct ctgtgcctca gtttctctct 



<210> 149 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 149 

atgggggtaa taagagcagt agcagcagca tctctgaaca tttctctgga 



<210> 150 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 150 

gaaattgctt ttcctcttga accacagttc tacccctggg atgttttgag 



<210> 151 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 151 

aattcctcag gaagtaaaac cgaagaagat ggcccagctc cccaagaaag 



<210> 152 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 152 

aacatccaag gagaaacaga gacaggccca agagatgaag agtgagaggg 
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<210> 153 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 153 

tcgtgtgaat cagactaagt gggatttcat ttttacaact ctgctctact 50 



<210> 154 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 154 

gcatatacaa gttggaagac taaagaggtg caatgtgatc tgagcctcca 50 



<210> 155 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 155 

tgagtgtgtt tgtgtgcatg aaagagaaag actgattacc tcctgtgtgg 50 



<210> 156 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 156 

agctgttccc aaattttcta acgagtggac cattatcact ttaaagccct 50 



<210> 157 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 157 

atcaacagac caacattttt ctcttcctca agcaacactc ctagggcctg 50 



<210> 158 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 158 

tatgactgat gatcctccaa caacaaaacc acttactgct cgtaaattca , 50 



<210> 159 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 159 



24/1425 



WO 02/057414 



aaaatactga tgttcctagt gaaagaggca gcttgaaact gagatgtgaa 



<210> 160 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 160 

ggaagacttt aaaccaccta gttctcccac tggggcatcg gtctaaagct 



<210> 161 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 161 

ccctgttcca caaacccata tgtatccttt cctcaacctc ctcctttccc 



<210> 162 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 162 

gtgtgtgagt gtgagtgtga gcgagagggt gagtgtggtc agagtaaagc 



<210> 163 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 163 

tctggtcatt caaggatccc ctcccaaggc tatgcttttc tataactttt 



<210> 164 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 164 

ggcagctcag gaccactcca atgacccacc taacaagatg aatgaagtta 



<210> 165 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 165 

tgttcttcat ctaagccttc tggttttatg ggtcagagtt ccgactgcca 



<210> 166 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 166 

gccttcatgc acctgtcctt tctaacacgt cgccttcaac tgtaatcaca 



<210> 167 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 167 

ccctctcctc tcttcctccc tggaatcttg taaaggtcct ggcaaagatg 



<210> 168 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 168 

ctgggctggg acgtgacctg tgctgagggc tgtgagaatg tgaaacaaca 



<210> 169 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 169 

gggatgaacg aaagccccct cttcaactcc tctcactttt taaagcattg 



<210> 170 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 170 

acaatgttga gttcagcatg tgtctgccat ttcatttgta cgcttgttca 



<210> 171 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 171 

tttcagtccc agaacctaca gataccctgc tacttgcttc acgtggatgc 



<210> 172 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 172 

aattcagtta gctccattca gaaccaaatg cagtccaagg gaggttatgg 



<210> 173 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 173 

cccatcttac agaagttgag gccaagggag aatggtaggc acagaagaaa 50 



<210> 174 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 174 

tgtgttaagt gcaggagaca ttggtattct gggcaccttc ctaatatgct 50 



<210> 175 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 175 

tgtgttaagt gcaggagaca ttggtattct gggcagcttc ctaatatgct 50 



<210> 176 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 176 

agctgtgttg gtagtgctgt gttgaattac ggaataatga gttagaacta 50 



<210> 177 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 177 

tgttggggtt tcctttacct tttctataag ttgtaccaaa acatccactt 50 



<210> 178 

<211> 60 

<212> DNA 4 

<213> Homo sapiens 

<400> 178 

tgcatgttgg ggtttccttt accttttcta taagttgtac caaaacatcc acttaagttc 60 



<210> 179 

<211> 70 

<212> DNA 

<213> Homo sapiens 



<400> 179 

tgttggggtt tcctttacct tttctataag ttgtaccaaa acatccactt aagttctttg 60 
atttgtacca 70 
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<210> 180 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 180 

tctacctgca gtctccattg tttccagagt gaacttgtaa ttatcttgtt 50 



<210> 181 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 181 

. gtgtgcgtgt gtgtgtgcct gtccagtgta tattgtgtct tagcttccat 50 • 



<210> 182 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 182 

ctgaagggaa gagagccttg aatagactga agcgaagacg gttctgcaag 50 



<210> 183 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 183 

ttctctgcat ctaggccatc atactgccag gctggttatg actcagaaga 50 



<210> 184 

<211> 50 

<212> DNA . 

<213> Homo sapiens 

<400> 184 

cttcctgtac ctcctcccca cagcttgctt ttgttgtacc gtctttcaat 50 



<210> 185 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 185 

aacctgcaca agcatgtaat aaaagagcac acttaaaaac attctgacca 50 



<210> 186 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 186 

tggtcagaat gtttttaagt gtgctctttt attacatgct tgtgcaggtt 



<210> 187 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 187 

ccttctgaag gtgtatagat acagcttgtc ttgaaatgtc tttctccaca 



<210> 188 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 188 

tgtggagaaa gacatttcaa gacaagctgt atctatacac cttcagaagg 



<210> 189 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 189 

tgctaggtca cagaggatct gcttggtctt gataagctat gttgttgcac 



<210> 190 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 190 • 

ctagaggacc attcatgcaa tgactatttc taaagcacct gctacacagc 



<210> 191 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 191 

gggagtttct gagggtctgc tttgtttacc tttcgtgcgg tggattcttt 



<210> 192 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 192 

tcggaggagt cggacgagga tatgggattt ggtctctttg actaatcacc 



<210> 193 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 193 

ttccttcctc ggtggtgtta atcatttcgt ttttaccctt taccttcgga 



<210> 194 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 194 

gtctacatca actattacga catgaacgcg gccaatgtgg gctggaacaa 



<210> 195 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 195 

cagaagggtc aaaaagctcc agcccagaaa gcacctgctc caaaggcatc 



<210> 196 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 196 

gaccttcctg ccaccagtca ctgtccctca aatgacccaa agaccaatat 



<210> 197 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 197 

gagatgggga gggctaccac agagttatcc actttacaac ggagacacag 



<210> 198 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 198 

atgggtttgg cttgaggctg gtagcttcta tgtaattcgc aatgattcca 



<210> 199 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 199 

catccctcca tgtactctgg gtatcagcaa ctgtcctcat cagtctccat 



<210> 200 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 200 

accttacagg agatcatcaa aactttgaac agcctcacag agcagaagac 



<210> 201 

<211> 50 . 

<212> DNA 

<213> Homo sapiens 

<400> 201 

gagaagacag tggcgaccaa gacgattttc tgccttagag caagggattc 



<210> 202 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 202 

caggggatca gtgaaggaag agaaggccag cagatcagtg agagtgcaac 



<210> 203 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 203 

cccattccct ctctactctt gacagcagga ttggatgttg tgtattgtgg 



<210> 204 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 204 

acttaatatg tgggaaaccc ttttgcgtgg tccttaggct tacaatgtgc 



<210> 205 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 205 

aaaatacaag ggctgttggt gagagcagac ttgaggtgat gatagttggc 



<210> 206 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 206 

ccagattttc cccaaacttg cttctgttga gatttttccc tcaccttgcc 
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<210> 207 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 207 

accttgggtt gagtaatgct cgtctgtgtg ttttagtttc atcacctgtt 50 



<210> 208 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 208 

aaactcccct ttcttgaggt tgtctgagtc ttgggtctat gccttgaaaa 50 



<210> 209 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 209 

ctcagtgttg gtgtggtgat gtttgttgct tttatgattt catattgtgc 50 



<210> 210 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 210 

ctgtatcttt gacaattctg ggtgcgagtg tgagagtgtg agcagggctt 50 



<210> 211 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 211 

gataagtgtc ctatggggat ggtccactgt cactgtttct ctgctgttgc 50 



<210> 212 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 212 

tttagccaaa ggataagtgt cctatgggga tggtccactg tcactgtttc tctgctgttg 60 



<210> 213 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400> 213 
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atttatatta gtttagccaa aggataagtg tcctatgggg atggtccact gtcactgttt 



60 



ctctgctgtt 



70 



<210> 214 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 214 

gaaggaagaa gtggggtgga agaagtgggg tgggacgaca gtgaaatcta 50 

<210> 215 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 215 

ccatcaatga ggtatcttct ttagtggtgg tatgtaatgg aacttagcca 50 



<210> 216 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 216 

aaagacgtgc actcaacctt ctaccaggcc actctcaggc tcaccttaaa 50 



<210> 217 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 217 

ccaagctgct tgtcctgggc ctgcccctgt gtattcacca ccaataaatc 50 

<210> 218 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 218 

cactggggac gagacaggtg ctaaagttga acgagctgat ggatatgaac . 50 



<210> 219 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 219 

cgttgctgaa gtggtaattg aggaaaacag ttccccagat tgttaagagt 50 

<210> 220 

<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 220 

ctccccgtga gcactgcgta caaacatcca aaagttcaac aacaccagaa 



<210> 221 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 221 

agtgcctttc aggatctatt tttggaggtt tattacgtat gtctggttct 



<210> 222 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 222 

agaacaaact aagccaggta tgcaaatatc gctgaataga aacagatgga 



<210> 223 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 223 

agaacaaact aagccaggta tgcaaatatc gctgaataga aacagatgga 



<210> 224 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 224 

gcaattcctc aggctaagct gccggttctt aaatccatcc tgctaagtta 



<210> 225 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 225 

tcctggtggc tctttgtgga ggaaactaaa cattcccttg atggtctcaa 



<210> 226 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 226 

ctttgggttg gagctgttcc attgggtcct cttggtgtcg tttccctccc 
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<210> 227 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 227 

agaaaaagct tgggttaact cagtagttag atcaaagcaa atgtggactg 



<210> 228 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 228 

acagatgtag caacatgaga aacgcttatg ttacaggtta catgagagca 



<210> 229 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 229 

tgtttaatgg tagttttaca gtgtttctgg cttagaacaa aggggcttaa 



<210> 230 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 230 

tgccagcata tactgaagtc ttttctgtca ccaaatttgt acctctaagt 



<210> 231 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 231 

gctgcatatg agtaaagtta ccccaaccac agtgaggagg aagatgttca 

<210> 232 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 232 

aaacctccag tactttggtt gacccttgta tgtcacagct ctgctctatt 

<210> 233 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 233 

acctgatcaa tgacagagcc ttctgaggac attccaagac agtatacagt 
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<210> 234 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 234 

gcccttccct tcttggtttc caaaggcatt tattgctgag ttatatgttc 



<210> 235 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 235 

ctgattgtag cagcctcgtt agtgtcaccc cctcctccct gatctgtcag 



<210> 236 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 236 

accaaaaaga atagggaaaa acaagaattt catgactcta cctgtggtct 



<210> 237 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 237 

gacttttcca accctcatca ccaacgtctg tgccattttg tattttacta 



<210> 238 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 238 

gctcgctacc agaaatccta ccgataagcc catcgtgact caaaactcac 



<210> 239 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 239 

acctgagtcc cacaacaatt gaaactgcaa tgaagtctcc ttattctgct 



<210> 240 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 240 

aattgatgag gatgctcctg ggagggatgc gtgactatgt ggtgttgcac 50 



<210> 241 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 241 

tgaaatatgg gaaagttgct gctattgatt cagggtctgt cttggaggca 50 



<210> 242 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 242 

caactgatag ccacgctgaa gaatggaagg aaaatttgct tggacctgca 50 



<210> 243 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 243 

tgtgtaaata cataagcggc gtaagtttaa aggatgttgg tgttccacgt 50 



<210> 244 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 244 

aaccctcctc caatggaaat tcccgtgttg cttcaaactg agacagatgg 50 



<210> 245 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 245 

cctccaatgg aaattcccgt gttgcttcaa actgagacag atgggactta acaggcaatg 60 



<210> 246 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400> 246 

ccaaccctcc tccaatggaa attcccgtgt tgcttcaaac tgagacagat gggacttaac 60 
aggcaatggg 70 



<210> 247 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 247 

aatcatcatc tggatttagg aattgctctt gtcatacccc caagtttcta 



<210> 248 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 248 

gcaagacata gaatagtgtt ggaaaatgtg caatatgtga tgtggcaaat 



<21p> 249 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 249 

tctccatctt ggtataaata cacttccaca gtcagcacgg ggatcacaga 



<210> 250 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 250 

tctccttact gggatagtca ggtaaacagt tggtcaagac tttgtaaaga 



<210> 251 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 251 

acccatgatg agctcctctt cctggcttct tactgaaagg ttaccctgta 



<210> 252 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 252 

tgacatcata ttctttcaga gaagtgtccc aggacatgat aataagatgc 



<210> 253 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 253 

atcagaaacc gaagattaac tacacagctc cagaagactc agacctcaaa 
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<210> 254 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 254 

caggttctta agggattctc cgttttggtt ccattttgta cacgtttgga 



<210> 255 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 255 

ctagaagatc cacatcctct acaggtcggg gaccaaaggc tgattcttgg 



<210> 256 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 256 

cttcttttgc catgtttcca ttctgccatc ttgaattgtc ttgtcagcca 



<210> 257 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 257 

catggagact tgaggagggc ttgaggttgg tgaggttagg tgcgtgtttc 



<210> 258 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 258 

cccatgtaag caccccttca tttggcattc cccacttgag aattaccctt 



<210> 259 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 259 

cttgggccag actgtcaggg ttcaaggagg gcatcaggag cagacggaga 



<210> 260 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 260 



39/1425 



WO 02/057414 



cctccgctca actagcagat acagggatga ggcagacctg actctcttaa 



<210> 261 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 261 

cagcggaacc cttagcaccc acatggacca acagttcttc caaacttgac 



<210> 262 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 262 

atgcctggtg cttccaaata ttgttgacaa ctgtgactgt acccaaatgg 



<210> 263 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 263 

cctctctcca aacccgtttt ccaacatttg ttaatagtta cgtctctcct 



<210> 264 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 264 

tcatttgttg tgtgactgag taaagaattt ttggatcaag cggaaagagt 



<210> 265 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 265 

tgaggatgta gagagaacag gtgggctgta ttcacgccat tggttggaag 



<210> 266 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 266 

gaaattaaat gggttccagg tcttaaagaa agtgcagaag agatggtcaa 



<210> 267 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 267 

aaccactatc atctacggca caaacttgca aaagctgtcc acaccatttt 50 



<210> 268 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 268 

cccgttttgg ggacgtgaac gttttaataa tttttgctga attctttaca 50 



<210> 269 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 269 

tcagttttca ggagtgggtt gatttcagca cctacagtgt acagtcttgt 50 



<210> 270 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 270 

agcctatctg cttaagagac tctggagttt cttatgtgcc ctggtggaca 50 



<210> 271 

<211> 50 

<212> DNA 

<213> Homo sapiens 

. 

<400> 271 

gagtagaagg acaacagggc agcaacttgg agggagttct ctggggatgg 50 



<210> 272 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 272 

gttctggaac taaagggatc tgaaacaaca ttcatgtgtg aatatgcaga 50 



<210> 273 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 273 

tggaactaaa gggatctgaa acaacattca tgtgtgaata tgcagatgag acagcaacca 60 



<210> 274 
<211> 70 
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<212> DNA 

<213> Homo sapiens 



<400> 274 

cagggactta atcagcaata tcaacgtaat agttctggaa ctaaagggat ctgaaacaac 



60 



attcatgtgt 



70 



<210> 275 

<2ll> 50 

<212> DNA 

<213> Homo sapiens 

<400> 275 

acccattcca tttatctttc tacagggctg acattgtggc acattcttag 50 



<210> 276 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 276 

tgaacctcca acagggaagg ctctgtccag aaaggattga atgtgaaacg 50 



<210> 277 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 277 

tgaaggagat gatgagaatc ttattccagg gaccaacatt aacacaacca 50 



<210> 278 

<211> 50 

<212>. DNA 

<213> Homo sapiens 

<400> 278 

ctctctggag gtactgagac agggtgctga tgggaaggag gggagccttt 50 



<210> 279 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 279 

ctcttcggca aatgtagcat gggcacctca gattgttgtt gttaatgggc 50 



<210> 280 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 280 

ttccagaaag aaaagatgag agggatgaga ggcaagatat gaagatgaaa 50 
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<210> 281 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 281 

ggccagcctg gacccaatca tgaggaagat gcagactctt atgagaacat 



<210> 282 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 282 

aatgtttgcc cagaataaag aaaataagct ttgcacacac tctcaattct 



<210> 283 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 283 

gggaaagaaa taccaaccct gcaataagtg tactaaactc tacgctctgg 



<210> 284 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 284 

caccagcgcc ttggctttgt gttagcattt cctcctgaag tgttctgttg 



<210> 285 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 285 

acatcgtgat tctccagctc aacgggtcgg ccaccatcaa cgccaacgtg 



<210> 286 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 286 

agctacgtat ccatcgtgat ggcatctaca tggtacacat ccaggtgacg 



<210> 287 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 287 

ccacactgaa tctcccctcc tcacagttgc catgtagacc ccttgaagag 50 



<210> 288 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 288 

cagtccccca ccacactgaa tctcccctcc tcacagttgc catgtagacc ccttgaagag 60 



<210> 289 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400> 289 

ccatgtagac cccttgaaga ggggaggggc ctagggagcc gcaccttgtc atgtaccatc 60- 
aataaagtac 70 • 



<210> 290 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 290 

ctcttcaagg ggtctacatg gcaactgtga ggaggggaga ttcagtgtgg 50 



<210> 291 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 291 

ctcttcaagg ggtctacatg gcaactgtga ggaggggaga ttcagtgtgg tgggggactg 60 



<210> 292 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400> 292 

gtactttatt gatggtacat gacaaggtgc ggctccctag gcccctcccc tcttcaaggg 60 
gtctacatgg 70 



<210> 293 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 293 

tttccttgtt ccctcccatg cctagctgga ttgcagagtt aagtttatga 50 
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<210> 294 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 294 

tttccttgtt ccctcccatg cctagctgga ttgcagagtt aagtttatga ttatgaaata 60 



<210> 295 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400> 295 

gttccatgtt ttccttgttc cctcccatgc ctagctggat tgcagagtta agtttatgat 60 
tatgaaataa 70 



<210> 296 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 296 

tcataaactt aactctgcaa tccagctagg catgggaggg aacaaggaaa 50 



<210> 297 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 297 

tatttcataa tcataaactt aactctgcaa tccagctagg catgggaggg aacaaggaaa 60 



<210> 298 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400> 298 

ttatttcata atcataaact taactctgca atccagctag gcatgggagg gaacaaggaa 60 
aacatggaac 70 



<210> 299 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 299 

gtcatccacc tggccctcaa ggagagaggc gggaggaaga agtagacaag 50 



<210> 300 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 300 

tgactgagga ggagaagaat atcaaatggg gttgagtgtg cagatctctg 



<210> 301 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 301 

tggttttcca aaatgcacac tgcgggttat tgatttgttc tttacaacta 



<210> 302 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 302 

actgtcagca tgttgttgtt gaagtgtgga gttgtaactc tgcgtggact 



<210> 303 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 303 

tgagtcacat cctgggatcc agtgtataaa tccaatatca tgtcttgtgc 



<210> 304 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 304, 

gttctgctac tgcgaattga tgacatcgtt tcaggccaca aaaagaaagg 



<210> 305 

<211> 50 

<212> ■ DNA 

<213> Homo sapiens 

<400> 305 

acattccctt ggatgtagtc tgaggcccct taactcatct gttatcctgc 



<210> 306 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 306 

actggcttcc atcagtggta actgctttgg tctcttcttt catctgggga 
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<210> 307 
<211> 50 
<212> DNA 

<213> Arabidopsis thaliana 
<400>. 307 

ccattggaga acttggcaac tcacttggcg gatccatggc acaacaacat 



<210> 308 
<211> 50 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 308 

ttttctcctt tgtgtaattg tggattggat cttgtcctct tttgttccct 



<210> 309 
<211> 50 
<212> DNA * 

<213> Arabidopsis thaliana 
<400> 309 

tattctttcg tgtcagggct tgaaccaagt atccccgctt cttctacccc 



<210> 310 

<211> 50 

<212> DNA 

<213> Arabidopsis 



thaliana 



<400> 310 

catcaagtga agtggggaat aacgacatca tttgcctgaa gagtatggtt 



<210> 311 
<211> 50 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 311 

aatgagggca ttggtttgct agttgctaat tgatcagtga tgtattgtca 



<210> 312 
<211> 50 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 312 

tggaatcaac aagatggctt ctttccccac caaaactaag tgatcatcag 



<210> 313 

<211> 50 

<212> DNA 

<213> Arabidopsis 



thaliana 



<400> 313 

tggaccgtaa tgaatgaatg tacacgccat aaacgccctt tgttcaagca 
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<210> 314 
<211> 50 
<212> DNA 

<213> Arabidopsis-thaliana 
<400> 314 

cctcactctt gtacccacgg tagattcatg taaaatacca cttatgacgc 50 



<210> 315 
<211> 50 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 315 

ggttagcgac cttgttgttg ttgttgtgtt cttacatctt cttcttgaac 50 



<210> 316 
<211> 50 
<212> DNA " 

<213> Arabidopsis thaliana 
<400> 316 

ggcgaaaagg acggtcttgc ttgtttgtaa tttgtgtgga gataaaaaga 50 



<210> 317 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 317 

ccctttttgt cccccaactt gagatgtatg aaggcttttg gtctccctgg 50 



<210> 318 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 318 

tgaaatatca gactagtgac aagctcctgg tcttgagatg tcttctcgtt 50 



<210> 319 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 319 

ggttgagtta cttcctatca agccagtacc gtgctaacag gctcaatatt cctgaatgaa 60 



<210> 320 

<211> 70 

<212> DNA 

<213> Homo sapiens 
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<400> 320 

gttgagttac ttcctatcaa gccagtaccg tgctaacagg ctcaatattc ctgaatgaaa 60 
tatcagacta 70 



<210> 321 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 321 

aacgagaaga catctcaaga ccaggagctt gtcactagtc tgatatttca 50 



<210> 322 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 322 

ttcattcagg aatattgagc ctgttagcac ggtactggct tgataggaag taactcaacc 60 



<210> 323 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400> 323 

tagtctgata tttcattcag gaatattgag cctgttagca cggtactggc ttgataggaa 60 
gtaactcaac 70 



<210> 324 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 324 

tttcaagaca gaaagtgacg cagagaacct ccccggccca gtctcgacgc 50 



<210> 325 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 325 

gcgtcgagac tgggccgggg aggttctctg cgtcactttc tgtcttgaaa 50 



<210> 326 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 326 

cctagacacc tgcatcagtc aaggtcatgg atattgggaa gacagacagc 50 
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<210> 327 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 327 

gctgtctgtc ttcccaatat ccatgacctt gactgatgca ggtgtctagg 



<210> 328 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 328 

aaataagaag aggaaagaga gaggcctgcc ctaacccact gttgtgctga 



<210> 329 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 329 

tcagcacaac agtgggttag ggcaggcctc tctctttcct cttcttattt 



<210> 330 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 330 

ctcatgcctg cagtgctgct catgttgccc ccttggaatt acttgttcaa 



<210> 331 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 331 

ttgaacaagt aattccaagg gggcaacatg agcagcactg caggcatgag 



<210> 332 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 332 

ccaatttcta taattattga acagcttttc gtggggccag cacaaagtct 



<210> 333 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 333 
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agactttgtg ctggccccac gaaaagctgt tcaataatta tagaaattgg 50 



<210> 334 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 334 

tggctacaaa tagagtagag aacagactcc agtcctcaaa gactttcagt 50 



<210> 335 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 335 

actgaaagtc tttgaggact ggagtctgtt ctctactcta tttgtagcca 50 



<210> 336 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 336 

agttaagatg gaagaatata gagaccttct gaagagcact gtagcttgga 50 



<210> 337 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 337 

tccaagctac agtgctcttc agaaggtctc tatattcttc catcttaact 50 



<210> 338 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 338 

cactcctatg gcatgtggaa gcaggtctga gcagtgtgca tagaagaaaa 50 



<210> 339 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 339 

ttttcttcta tgcacactgc tcagacctgc ttccacatgc cataggagtg 50 



<210> 340 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 340 

gctctccgtt gacaatggcc aaagaataga agctctagac cttccttatt 



<210> 341 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 341 

aataaggaag gtctagagct tctattcttt ggccattgtc aacggagagc 



<210> 342 

<2il> 50 

<212> DNA 

<213> Homo sapiens 

<400> 342 

ggcaaaacgc acctggcaca acagaacgaa taatacagaa gctggatgac 



<210> 343 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 343 

gtcatccagc ttctgtatta ttcgttctgt tgtgccaggt gcgttttgcc 



<210> 344 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 344 

tagccatttc ttcctgattg tgcctagtat atcccagaca gtttgtttct 



<210> 345 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 345 

agaaacaaac tgtctgggat atactaggca caatcaggaa gaaatggcta 



<210> 346 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 346 

ggttggaatg gtgatcggga tgcagtgaga tactcttgtg agagggcaaa 



<210> 347 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 347 

tttgccctct cacaagagta tctcactgca tcccgatcac cattccaacc 



<210> 348 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 348 

gccatgagat tcaacagtca acatcagtct gataagctac ccgacaaagt 



<210> 349 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 349 

actttgtcgg gtagcttatc agactgatgt tgactgttga atctcatggc 



<210> 350 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 350 

aagaggacaa gtttgagagg caacacttaa acactagggc tactgtggca 



<210> 351 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 351 

tgccacagta gccctagtgt ttaagtgttg cctctcaaac ttgtcctctt 



<210> 352 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 352 

atttgcttta aattgagttt ccttgccatt gcacactcct atctttctga 



<210> 353 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 353 

tcagaaagat aggagtgtgc aatggcaagg aaactcaatt taaagcaaat 
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<210> 354 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 354 

aaaagtcact accaggctgg cagggaatgg ggcaatctat tcatactgat 



<210> 355 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 355 

atcagtatga atagattgcc ccattccctg ccagcctggt agtgactttt 



<210> 356 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 356 

atattgattt ggatacggtg aataagctgg acaagatgtt gaggagaggg 



<210> 357 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 357 

ccctctcctc aacatcttgt ccagcttatt caccgtatcc aaatcaatat 



<210> 358 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 358 

aatgtgcaag gtgaaatgct tttggataaa cgtaagccta ttttctgacg 



<210> 359 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 359 

cgtcagaaaa taggcttacg tttatccaaa agcatttcac cttgcacatt 



<210> 360 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 360 

ttcatctcta aggcacactt gctacccctc tttgctgacc ccagattgtg 
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<210> 361 

<211> 50 

<212> 'DNA 

<213> Homo sapiens 

<400> 361 

cacaatctgg ggtcagcaaa gaggggtagc aagtgtgcct tagagatgaa 



<210> 362 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 362 

ttctggcaag ctcttgtcat ggtgttcgac acttccttct gtcttcttgg 



<210> 363 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 363 

ccaagaagac agaaggaagt gtcgaacacc atgacaagag cttgccagaa 



<210> 364 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 364 

ggtcaatgta gccaattatt tgtttcaaca gttgcagaac agatatttca 



<210> 365 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 365 

tgaaatatct gttctgcaac tgttgaaaca aataattggc tacattgacc 



<210> 366 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 366 

tgaaaagaca gctaatttgg tccaacaaac atgactgggt ctagggcacc 



<210> 367 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 367 

ggtgccctag acccagtcat gtttgttgga ccaaattagc tgtcttttca 



<210> 368 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 368 

tggatcattg cccaaagttg cacgcactga ctccttacct gtgaggaatg 



<210> 369 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 369 

cattcctcac aggtaaggag tcagtgcgtg caactttggg caatgatcca 



<210> 370 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 370 

ttaaaacatt aaaagattga ctccactttg tgccaagctc tgcgggtagg 



<210> 371 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 371 

cctacccgca gagcttggca caaagtggag tcaatctttt aatgttttaa 



<210> 372 

<211> 50 

<212> DNA' 

<213> Homo sapiens 

<400> 372 

tgaatttgga gtccctggca cataaatcta ccttcaaatc agaggtcctt 



<210> 373 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 373 

aaggacctct gatttgaagg tagatttatg tgccagggac tccaaattca 



<210> 374 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 374 

tgggtcagag acgaaaaggg ctattattag gtcaaacatt acagaaatca 



<210> 375 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 375 

tgatttctgt aatgtttgac ctaataatag cccttttcgt ctctgaccca 



<210> 376 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 376 

ctgatttaac aggtggttct gcgggcgtcc aggtcaacat ctttttgtcc 



<210> 377 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 377 

ggacaaaaag atgttgacct ggacgcccgc agaaccacct gttaaatcag 



<210> 378 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 378 

gtcactttag cgagcgggaa aacaatggcg gaaagggaaa acctggaaag 



<210> 379 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 379 

ctttccaggt tttccctttc cgccattgtt ttcccgctcg ctaaagtgac 



<210> 380 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 380 

taattaatag agctcactta agattgccca tcaagaaaca ggagggtggt 



<210> 381 
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<211> 50 

<212> . DNA 

<213> Homo sapiens 

<400> 381 

accaccctcc tgtttcttga tgggcaatct taagtgagct ctattaatta 



<210> 382 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 382 

agtcctgctg aatcattggt ttatagaaga ctatctggag ggcctgatag 



<210> 383 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 383 

ctatcaggcc ctccagatag tcttctataa accaatgatt cagcaggact 



<210> 384 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 384 

atgtgattcc atgataatca aatagtgaat acattataaa gtcagcaact 



<210> 385 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 385 

atatatgggg gctgggcctc gggactctcg ctctaataaa ggactgtagg 

<210> 386 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 386 

ttttgaccca gatgatggtt cctttacaga acaataaaat ggctgaacat 

<210> 387 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 387 

tgagcactgg aaacagtttc atggagttta agttgagtga acatcggcca 
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<210> 388 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 388 

atgcatttag tttttggcac cgtagtttaa gggtgggatt gccagttttt 



<210> 389 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 389 

ggttgtgtct ctggtttccc cttttccccg tggttttaat ttttaagaac 



<210> 390 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 390 

ggaggacacc cctgtgtgtt gctgctgcct tccgtgctgt ctactgtatc 



<210> 391 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 391 

gcatcagaga gaatatggaa ggacatcgac cctaacttca tccagtgagg 



<210> 392 

<211> 50 

<212> DNA ' 

<213> Homo sapiens 

<400> 392 

accatagcag acagggtcag atggaatatt agcggtttag gtgaagaacc 



<210> 393 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 393 

agacagaaga caaggccaaa tgggtgtctc tggaatgata gacttagaaa 



<210> 394 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 394 
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atccacattc ttacctttgg tagtcaggtt tggctacttt gcagctcgcc 



<210> 395 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 395 

atagcagtgg attaccaaca ccttgacttc ttgtacagtg ctaacatctt 



<210> 396 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 396 

tagtaaaagt gaaagagaaa gggtttttcc tgccacagga tataactttt 



<210> 397 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 397 

aaagcggtcg tttccccaca aggtgtccaa ctttgcggta ctcacactta 



<210> 398 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 398 

ctaggcccgc ccaccccaac cttctggtgg ggagaaataa acggtttaga 



<210> 399 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 399 

tgcactaaac agttgcccca aaagacatat cttgttttaa ggcccagacc 



<210> 400 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 400 

ttggatgaag ctgaaaagac actaagacct tctgtgcctc agatccctga 



<210> 401 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 401 

gtgtggccta aggaacacct cttgtgggga gtaagagcca gcccttctcc 



<210> 402 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 402 

aaggatgaag gactgatgga gggcagagga actggaggca gcaggcacaa 



<210> 403 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 403 

agatgtctgt ataaacaacc tttgggtagc aggtggtcag ttaggcagga 



<210> 404 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 404 

tgcttgtctt ttaaacacct tcacagatat catttgcacc ttgccaaagg 



<210> 405 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 405 

gggtaggcag cttgcaccca gttctccttt atctcaactt attttcctgg 



<210> 406 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 406 

ccggtgtccc tgagtgaggg caaagttgta ataacacttg ttctctcctt 



<210> - 407 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 407 

acggcgttct gaaatttagc acactgggaa gtccacatgg ttcatctgaa 



<210> 408 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 408 

aatgagatca cagatggtga cactgagcgg aaggatgcag tacctcggag 



<210> 409 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 409 

tccttgcaaa acatttggct agtggtgttc agagaaatac caaaacgtgt 



<210> 410 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 410 

ggcaaagggg aaggatgatg ccatgtagat cctgtttgac atttttatgg 



<210> 411 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 411 

actgttaacc aaattttgag caaggagtct caaaggtaat tctgaaccag 



<210> 412 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 412 

actagcagat tgaatcgata ttcattaagt taggaatggt tggtggtcct 



<210> 413 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 413 

aattgtgctt tgtatcagtc agtgctggag aaatcttgaa tagcttatgt 



<210> 414 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 414 

aggaaaccaa gccctcacag gaaagaaagc ctgaatcaag aaaacaaagt 
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<210> 415 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 415 

actgagcagg acaactgacc tgtctccttc acatagtcca tatcaccaca 



<210> 416 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 416 

gcgtaaaacg ccagggccat cttcttactt aagccacatc ctgaaccagg 



<210> 417 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 417 

agcgacaaga aggaatctgg tgaattttag tcatcccagc tttttagtct 



<210> 418 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 418 

gctggggctg agagagggtc tgggttatct ccttctgatc ttcaaaacaa 



<210> 419 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 419 

tcatggacac aaactttgga gtataagcga catcccttaa gcaacaggct 



<210> 420 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 420 

attcaagtca gggcctctct gcccttttcc ctccagaaac aaaaccaaga 



<210> 421 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 421 

tgtttgtacc actagcattc ttatgtctgt acttgaacgt gtagttagca 
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<210> 422 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 422 

aatatagctc cactaaagga ccatagggaa gagccagcct tgccttttct 



<210> 423 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 423 

gacagtccat taagttgatt tccagtggtg aagggtcaga cacgcctccc 



<210> 424 

<211> .50 

<212> DNA 

<213> Homo sapiens 

<400> 424 

cctgggttgc cttgtaatga aaagggagat cgagccattg taccacctta 



<210> 425 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 425 

gttcactgtt taacagccag aagccagagc ctgcgtacta gaagtggatg 



<210> 426 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 426 

ttgtcaagtg gatctgcccc aaagtttgct ttgaggaaac gggcctccct 



<210> 427 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 427 

cttgtatgga aaacagatgc tgacagaatt gtagactacc atgccacaca 



<210> 428 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 428 

aaatctaaga cacccaaacc cctctttgtc cctaagtagc cctagcctgg 



<210> 429 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 429 

agctgtttaa ttgaattgga atcgttccac ttggaaccca agtttggaaa 



<210> 430 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 430 

tttttctacg ttatctcatc tccttgtttt cagtgtgctt caataatgca 



<210> 431 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 431 

ctcccatctg cacacctgga tcaaggtagc ctctctgcac aagggcaggt 



<210> 432 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 432 

tgtttttgct tcctcagaaa ctttttattg catctgccat ccttcattgg 



<210> 433 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 433 

acagccaact ggaaagatat aaaagtttgg gtctgtctcc tctccttcag 



<210> 434 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 434 

actcctgctt tagagagaag ccaccatgaa aagtcctcat catcagggga 



<210> 435 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 435 

tccgtactgt atgtgatata gtgccatttt cagtaactgc tgtacacaca 50 



<210> 436 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 436 

acttgccatt acttttcctt cccactctct ccaacatcac attcacttta 50 



<210> 437 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 437 

gtgagtgtga gcgagagggt gagtgtggtc agagtaaagc tgctccaccc 50 



<210> 438 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 438 

taatatgctg gctttgcagc agaatgaaaa ggatgagttg gtgtagcctt 50 



<210> 439 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 439 

ttccttccct ggaggaactc tttggttgca gggctaaact tagaggctgc 50 



<210> 440 

<211> 50 

<212> DNA 

<213> Homo sapiens 

j 

<400> 440 

tctgacggtt gggagtggtg gaaattggaa ggataccagg aggtatttgg 50 



<210> 441 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 441 

tgattacaaa aggcgtattc tttcatggtt tctgcaatga gaggaagtgt 50 



<210> 442 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 442 

tcatgcattg gattgctcag aataaagtgt ctgttagact tcgttttggt 50 



<210> 443 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 443 

tgacgttaac accaggaatc tccatgttta ttatttttcg tggaaactcc 50 



<210> 444 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 444 

ttgcaaagac tcacgttttt gttgttttct catcattcca ttgtgatact 50 



<210> 445 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 445 

agctgtacat ataacccttt tctcctaaag aggagtcagt cagtgctcct 50 



<210> 446 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 446 

agttcaggag atctctaagt gtagctgtaa attttggggt taatttggct 50 



<210> 447 - 

<211> 50 

<212> DNA 

<213> Homo sapiens . 

<400> 447 

tgtttggttg aggggtgctt ttagttgtgt ggcatttgta ttcattgatc 50 



<210> 448 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 448 

tcagcctgag tgagttcagc ctgtaaaaag gatgttaagc tgtgggtaaa 50 
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<210> 449 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 449 

aggggaaaag aggggagaaa aacaggagtg afcgtcatttc tttttcatgt 



<210> 450 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 450 

actttctgct tgtagttgct taaaattatg tattttgtct tgggctgcaa 



<210> 451 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 451 

aagcaactga atcttcagca tgttctcatc ggcggagcct tcttgtgtaa 



<210> 452 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 452 

tgattggagc actgaggaac aagggaatga aaaggcagac tctctgaacg 



<210> 453 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 453 

ttgtccaaac gaagcagccg tggtagtagc tgtctatgat tcttgctcag 



<210> 454 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 454 

tggtgcaata gaagctgcaa agatgtgcca ctttatctat gaaatggagt 



<210> 455 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 455 
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ggcttccatg tccagaatcc tgcttaaggt tttagggtac cttcagtact 



<210> 456 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 456 

ttttggccag cttttctaga taaggttgta ttgctactgc aactaacaaa 



<210> 457 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 457 

cacacatcct ggtacccttg gtcttcaaag gccatttcca gcagaccctc 



<210> 458 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 458 

aaacatgtct ttttctcgcc tcaactttat ccacatgaaa tgtgtgccca 



<210> 459 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 459 

taagcataaa acctgacacg ttaaaatccc tgccctttgg tgagcccact 



<210> 460 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 460 

aacttgcatt ttagcagtgc atgtttctaa ttgacttact gggaaactga 



<210> 461 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 461 

aggcctcagg ccacctccag gaacagaaca cagttttaag tttgattttt 



<210> 462 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 462 

tgagtcttag caatatggga gcaggttttc actgaattct gagggtgcct 



<210> 463 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 463 

gttgtcctgg cacacaagga ggcgaggcta tgcgttcgag gccaacctag 



<210> 464 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 464 

tgggaacaca tagaactgat ggaggctttt cctaaggcca aggataatgt 



<210> 465 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 465 

ggattgaaca gttcagttgt atctatgccc cacagtgacc agtaaagtcc 



<210> 466 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 466 

cgatgactca ttacccaatc cccatgaact tgtttcagat ttgctctgtt 



<210> 467 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 467 

gtcgcaaagg ggataatctg ggaaagacac caaatcatgg gctcacttta 



<210> 468 

<211> 50 

<212> DNA 

ic213> Homo sapiens 

<400> 468 

actcaagctc acacctgtac ctgatgggaa tgaacataat gtgaagaaac 



<210> 469 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 469 

caccaaaata gttatgttgg cactgtgttc acacgcatgg tccccacacc 50 



<210> 470 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 470 

gtgcgctttc ttttacaaca agcctctaga aacagatagt ttctgagaat 50 



<210> 471 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 471 

gtgtgtataa tgtaaagtag ttttgcatat tcttgtgctg cacatgggct 50 



<210> 472 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 472 

aggaatcctt ttctacattt gagcaaatac tgaggttcat gttgtaccaa 50 



<210> 473 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 473 

cgccttggct ttgtgttagc atttcctcct gaagtgttct gttggcaata 50 



<210> 474 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 474 

agagattttc tattgctggg aaggtgtgtt tctcccacaa tttgtttgtg 50 



<210> 475 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 475 

tgcaaccaaa ttggctttac catcttggct ttagtaggta tagaagacaa 50 
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<210> 476 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 476 

tgtcaaataa aagagaacga acaggtagtt tggtggagct gagctagtgt 



<210> 477 

<211> 50' 

<212> DNA 

<213> Homo sapiens 

<400> 477 

tcctgtagaa aacgaactgt aaaagaccat gcaagaggca aaataaaact 



<210> 478 

<211> 50 

<212> DNA 

<2X3> Homo sapiens 

<400> 478 

acagtagctt tgtagtgggt tttctgtgct gtgcttttta atttcatgta 



<210> 479 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 479 

gattcctgtc atgaaggaaa gcaagacagc tcacagacca gcggcatctg 



<210> 480 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 480 

ttttctgtac ctttctaaac ctctcttccc tctgtgatgg ttttgtgttt 



<210> 481 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 481 

aaatcttatt cctcctcttc tcccctcact tttccctact tcctctgcaa 



<210> 482 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 482 

tggaatcaga catcttccag atggtttgga ccctgtccat gtgtaggtca 
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<210> 483 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 483 

aatttagcac ctcaggaata acttattggt ttaggtcagt tcttggcggg 50 



<210> 484 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 484 

aaccatgtaa ctccattgaa catttttcaa cttaaggtct gcatagcaga 50 



<210> 485 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 485 

aaaccaggtt aatggctaag aatgggtaac atgactcttg ttggattgtt 50 



<210> 486 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 486 

ctcttggctg agcttctaca gggctgagag ctgcgctttg gggacttcag 50 



<210> 487 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 487 

tttcctttgg ggcatgatgt tttaaccttt gctttagaag cacaagctgt 50 



<210> 488 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 488 

atagaatgag cttggttaag cacctctcct ttgcccttca ccctgactcc 50 



<210> 489 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 489 

ttgagtagaa ctctgatttt ccctagaggc caaattcttt ttatctgggt 



<210> 490 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 490 

ttctaaacac attcttgatc accaaacaac ttcagaaaga cagtgactgt 



<210> 491 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 491 

tggagttgct tccagctgcc aaggcctgtg acagaattcg ctgttaagag 



<210> 492 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 492 

aatgatgcaa agttttattc ttgaacttgg acactgatgc catcaaacaa 



<210> 493 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 493 

ggccagtaaa ttccatgttt ttggctatat ctcatccaaa ctgagcagtt 



<210> 494 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 494 

ttcccattgt cctcctactc aactaaaatt catagttggc tttaagccca 



<210> 495 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 495 

gcatgtccta atgcttgctg ctgatttaaa cacattaaag gtactttgca 



<210> 496 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 496 

acaatggcat aaaagtaact ttctctgaag atgtgatgtt caggctgtga 



<210> 497 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 497 

aatggaaggc aggtgaagat ataaaaccct agaatgctta aatgtgctgt 



<210> 498 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 498 

ttaatgccag tcctcatgta acctcaggta tcttcagctt gtggagaata 



<210> 499 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 499 

tggagtatat gcctgaaaag gttttggatt cagaaagaaa aaggatggtt 



<210> 500 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 500 

aaagtaaggc atggttgtgg ttaatctggt ttatttttgt tccacaagtt 



<210> 501 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 501 

ggtgtgtgtg tccagagtga gcaaggatta tgtttttgga ttgtcaaaga 



<210> 502 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 502 

aaccatttgc ctctggctgt gtcacagggt gagccccaaa attggggttc 



<210> 503 
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PCT/US01/47856 



<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 503 ,n 
gaaagtggag aggacctaac atatgtctct acctagaaag gatggtttca 



<210> 504 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 504 

accaactata aacccagttc taaagttgtg tatgatggtg aacctttggg 3U 



<210> 505 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 505 

ggacctgaga cactgtggct gtctaatgta atcctttaaa aattctctgc ^ 



<210> 506 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 506 

tttggtgttc agttactgag tttcaaaaat gttttggtgg catgaggaca ^ 



<210> 507 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 507 . 
cctgtttaag aaagtgaaat gttatggtct cccctcttcc aatgagctta 



<210> 508 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 508 

acggaccagg ccattcatta ttcctcaagt gttaatatac tgacttatgc 



<210> 509 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 509 

acagttttgt caaaaagtgt atcttgaccc caccatcagt actccattct 



76/1425 



WO 02/057414 



<210> 510 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 510 

tttggttcat ccgtgtgctg ttcttttggg ttctgagagg gttttgccat 



<210> 511 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 511 

ggcagtaatg caagagtcct tttgtgaaga gtgtttctat gtagagatgt 



<210> 512 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 512 

aaatgcagag cagaatggac cagtggatgg acaaggagac aacccaggcc 



<210> 513 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 513 

agtgttcctg ctgccagttc tttcctcttt aggcgtggtt gagaaaaagc 



<210> 514 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 514 

cagtctctgc cacttgtgct agtttttgtg tggtgtttag aaacatgggc 



<210> 515 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 515 

ttccacttag gtttggcatt ttggcagata agctaatctt gtataaagca 



<210> 516 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 516 
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gtaaatgccc tacatggtgt gatgctgcat tatatataaa actgtgtgca 



<210> 517 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 517 

agctcctgtg ctgaccttca agttacgttt tggaactgta atactaaagg 



<210> 518 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 518 

acactaggga agaaccttaa ttctaaattt ggttcatgtg tggcaaagtt 



<210> 519 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 519 

taactggaat cactgccctg ctgtaattaa acattctgta ccacatctgt 



<210> 520 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 520 

cccccagtgc tttgtagtct ctcctatgtc ataataaagc tacattttct 



<210> 521 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 521 

gacagacttg gacacaaaac cgatccatag aagggcttcc caaaccttgt 



<210> ' 522 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 522 

ccatatgtaa cttgttttga agagaagtgt ttccgttgtg tgtcttgatg 



<210> 523 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 523 

gtatcatctg ccaagaccag ggcctgcttc accacagcca caataaagtc 



<210> 524 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 524 

aatgaaccat ttacagttcg gttttggact ctgagtcaaa ggattttcct 



<210> 525 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 525 

gccgagtcag cacatgggta gagatgatgt aaaagcagcc aatctggaaa 



<210> 526 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 526 

accttctggg aggagggtcg gattcaatct gaacttagaa ctttcaactc 



<210> 527 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 527 

gcaccatgta gaattttcac tttgtactgg caggctcgtt ttacctcatt 



<210> 528 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 528 

tctccagtcc tgattactgt acacagtagc tttagatggc gtggacgtga 



<210> 529 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 529 

ttcctgttac tggcatgtgc acgactatgt tattagaagc cactttatca 



<210> 530 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 530 

gccagcttgg aggatggaca tttctggata cacatacaca tacaaaacag 



<210> 531 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 531 

tcagctcctt gatctaagcc tcccagagag acccctagaa tgtttccctc 



<210> 532 

<211> 50 * 

<212> DNA 

<213> Homo sapiens 

<400> 532 

ccggcggcag gaactatcag tagacagctg ctgcttccat gaaacggaaa 



<210> 533 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 533 

tgttgccttg aatataacag tacaatttgt caattactct gcaccaggct 



<210> 534 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 534 

aaaagtaaca ccctcccttt ttcctgacag ttctttcagc tttacagaac 



<210> 535 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<<400> 535 

aatgaaatgt agttgggttc ttcctgtaat gcgctattat gtcttgggct 



<210> 536 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 536 

aacctccttg tgtctgtttc tctgttcctc tgtggctgac tcaataaact 
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<210> 537 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 537 

gtgggagggt gagatgtgaa gatgtgggat gaacctggaa tgaacgaatt 



<210> 538 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 538 

ggcctaaaga aagctggggt taatcctgaa gctaaaagta aatgtttctt 



<210> 539 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 539 

tcccatcctt tccatcaaga ccttcattag cttatgatat ttgctgccga 



<210> 540 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 540 

ggaggtctct tccagattgc tcttctgccg aattatttgt atctattccg 



<210> 541 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 541 

gcacacctcg tcagaggacc ataaccgtgt ggggacaata accgcagggg 

<210> 542 ^ 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 542 

acaatggatt tgtgaagagc agattccatg agtaactctg acaggtattt 



<210> 543 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 543 

tgagagacat tgttaatttt gggggaattg gcattgcgaa agacttgaaa 
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<210> 544 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 544 

tgctagacat ttctatactc tgttgtaaca ctgaggtatc tcatttgccc 



<210> 545 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 545 

9tgggggatg ggggttaaaa agtagagaac ctcctttctg ttcaactaat 



<210> 546 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 546 

caggtgagta gttgccgcgt aatatcattg gagtacattc tttatactgt 



<210> 547 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 547 

ccccaacctt attctgtgtg tagacattgt attccacaat tttgaatggc 



<210> 548 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 548 

cgaatggctt aaactaattt gctatgatcc tctaacaccg aaatttccca 



<210> 549 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 549 

agagggaatc agaaaaatgc caagcctttt ctctttgaat gtgctatttt 



<210> 550 

<211> 50 

<212> DNA 

<213> Homo sapiens 



82/1425 



WO 02/057414 



<400> 550 

cacccttctc tgttaacctt gtgcctgtct cctgtatgat cacatcacca 



<210> 551 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 551 

tgtgtctctg tcgcgtctgc tgtgaagcac atgatgctct atttattgta 



<210> 552 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 552 

tgagagtaag cacatgacag cgtctgcttg cgttgtgtct gttttatgtt 



<210> 553 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 553 

tcgtgtgaat cagactaagt gggatttcat ttttacaact ctgctctact 



<210> 554 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 554 

tgcaacgaat atggatacca catagtactt tggtgttacc tgcttttgaa 



<210> 555 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 555 

agaactgaat cagtcggagg aacctgaggc aggcgagagt agtactggag 



<210> 556 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 556 

ttgccatgag ataacacagt gtaaacagta gacacccaga aatcgtgact 



<210> 557 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 557 

gctgttaggc taagagggtg cagggctaga cacgaagctt aaactattca 



<210> 558 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 558 

ccagtgtgga ggtagcaaag catctatcta ttctgaatca tgtttggaaa 



<210> 559 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 559 

gccagtatgc cacagaatgt cctaaaccct tgctgcctct tatcaaaacc 



<210> 560 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 560 

tttgtactgt tgaaaccact tcattggaca tgttgcaata gcaaaacccc 



<210> 561 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 561 

agggggaaca ttgtaaagaa acaaaaaggt ccagatgaat gtatgctaga 



<210> 562 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 562 

ggtgctgaat atgtccttgt aggctctgtt ttaagaaaac aatatgtggg 



<210> 563 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 563 

acattggctt gcttttgtta aagtgcaagt gttacatatg gctttgtaca 

<210> 564 
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WO 02/057414 



<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 564 

ttggtagtgt cagcgggcac cttttacacc ttctagtagc tcaagctagt 



<210> 565 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 565 

tcctggaatc gtttaatcta aagcagtttc ccctgttttg gagattttgt 



<210> 566 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 566 . 

tcctggaatc gtttaatcta aagcagtttc ccctgttttg gagattttgt 



<210> 567 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 567 

tgagaaagtc ctgtgcagtc ctgagatgat tactcttatt tggtgtgctg 



<210> 568 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 568 

tcgtcttttg cgaatggctt aattctgaca ctacctttct gggaaatgtt 



<210> 569 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 569 

tttgattgtg tctgatggga actgagttgt tggcctttgt gaaatgaaat 



<210> 570 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 570 

ttgacaaagc ccaacaatga tctcaggaat tacattttcc aacagaccaa 
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<210> 571 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 571 

acctgtcacg cttctagttg cttcaaccat tttataacca tttttgtaca 



<210> 572 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 572 

tccttaaggt gcacagtaaa tgtacagata gttataggcc actgttttgt 



<210> 573 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 573 

agctcatatg aacactgctc tgaactcctc tgacttagca ttcaacttaa 



<210> 574 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 574 

catgacaaac attactagca tgttcaactg caccatgttc tggcactgta 



<210> 575 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 575 

acctctttcc taccaatttc acattttgca gaaacttgtt cacatttcca 



<210> 576 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 576 

gggttgtgta ttaaatagcc attcattctg gaactcaagg acaggactgt 



<210> 577 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 577 
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gccttgcagg tgaccagcag tgtcattgta tttatataca gagcttatga 



<210> 578 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 578 

ctggacgggc gtgggttctg ggtcagcttc ttttacctca attttgtttg 



<210> 579 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 579 

aaagtctgag gtgtggaaca gttatttaag cattagtcaa ccctggtcct 



<210> 580 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 580 

tgggcaagac atgattaatg aatcagaatc ctgtttcatt ggtgacttgg 



<210> 581 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 581 

cctgtgtaaa agaagaaata caagagactc aaacacctac acattcacgg 



<210> 582 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 582 

tggcttgttc atcctccaga tgtagctatt gatgtacact tcgcaacgga 



<210> 583 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 583 

aactatcagc ttggatggtc acttgaatag aagatggtta tacacagtgt 



<210> 584 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 584 

ccacggtgga ccctgtttgt tttaaatatt ctgttcccat gtcaatcagt 50 



<210> 585 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 585 

ttgtgtagga aacttttgca gtttgacact aagataactt ctgtgtgcat 50 



<210> 586 

<211> 50 

<212> DNA . 

<213> Homo sapiens 

<400> 586 

actcaaatca gttagcttca aacaaaaacg aaagttagac caagggaacg 50 



<210> 587 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 587 

actcaaatca gttagcttca aacaaaaacg aaagttagac caagggaacg 50 



<210> 588 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 588 

ttgtgtgctg tgcttcaaag ccttaactgt caaatcttgc attatcttgt 50 



<210> 589 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 589 

acattatcat ggcatgactt aagggaacat tggtttgtga aggaaaaaca 50. 



<210> 590 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 590 

tgtgtgactt tcatgcttct ggggttggag cttaaagatc caaactgaga 50 



<210> 591 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 591 

tgctggtatt ctcactgcca catttttgga aacctgtatt acaccttaaa 



<210> 592 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 592 

ttgagtgtct gcagcagccc tggacttcca gacttctatc acatgagaaa 



<210> 593 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 593 

tggtgctgat gcttagttgt ctcatgccat taaattgtaa aagtgagttg 



<210> 594 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 594 

ggaggtcagt tgatttcccc aggtacattc atggtgtgac agacacatgg 



<210> 595 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 595 

agatcctttc agtccctaga cctccattca ctctgtttct cttctgctgg 



<210> 596 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 596 

gatccgatca tggtgatgta cggggtgaat tctcttgccg tgttgcaaat 



<210> 597 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 597 

atggtttcaa aattcaaggt ccccaaatgg cagcatttta tgttctgacc 
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<210> 598 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 598 

caagtatgta tgcaactttg cacaccaaca actgttaatc tgtagctagt 



<210> 599 

<2X1> 50 

<212> DNA 

<213> Homo sapiens 



<400> 599 

tggtgattct ccaggccatt taataccctg caatgtaatt gtccctctgt 



<210> 600 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 600 

ttctgcctca atgtttactg tgcctttgtt tttgctagtt tgtgttgttg 



<210> 601 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 601 

actactgtca cgtagctgtg tacaaagaga tgtgaaatac tttcaggcaa 



<210> 602 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 602 

tgttgaacgg ttaaactgtg catttctcat tttgatgtgt catgtatgtt 



<210> 603. 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 603 

aatggtcaag gttcagcata ttctatatga agatcacaag gtggtatcgt 



<210> 604 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 604 

tgtgaacttg tgcgcaaatg tgcagattca atgttcttgt tacagattga 
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<210> 605 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 605 

ccccttgggc tcagcacgaa agggctttca atgaattaag tgaaaacttt 



<210> 606 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 606 

aatgagttgt gttgaagcct ccgtctccca tccttgcctg tagcccgtag 



<210> 607 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 607 

agcctaaaca tgtatactgt gcattttatg ggtgactttg aaagatctgt 



<210> 608 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 608 

accaggtttt agcaaaatgc acacttttgg ctctttttgg tatatgttct 



<210> 609 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 609 

cctgactcct ccttgcaaac aaaatgatag ttgacacttt atcctgattt 



<210> 610 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 610 

ttgtattggc ataatcagtg acttgtacat tcagcaatag catttgagca 



<210> 611 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 611 

ttgttaagtt gcaattactg caatgacaga ccaataaaca attgctgcca 



<210> 612 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 612 

acagcaaact ttggcattta tgtggagcat ttctcattgt tggaatctga 



<210> 613 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 613 

tggtcattct gctgtgttca ttaggtgcca atgtgaagtc tggattttaa 



<210> 614 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 614 

ggcatgaaat gagggacaaa gaaagcatct cgtaggtgtg tctactgggt 



<210> 615 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 615 

aatcttgaca catgcaattg taaataaaag tcaccacttt tgccaagctt 



<210> 616 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 616 

tgatgccttc atctgttcag tcatctccaa aaacagtaaa aataaccact 



<210> 617 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 617 

ggccaagctg aatgccatga atatcagtga gacgcgttat aaggaatcct 



<210> 618 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 618 

cctgccagtg tcagaaaatc ctatttatga atcctgtcgg tattccttgg 50 



<210> 619 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 619 

tcaagaattt gggtgggaga aaagaaagtg ggttatcaag ggtgatttga 50 



<210> 620 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 620 

caaactggtg cagaaattct ataaactctt tgctgttttt gatacctgct 50 



<210> 621 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 621 

gctacttgtt tacattgtac actgcgacca ccttgccgct tttcatcaca 50 



<210> 622 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 622 

actggatgct acagacttat aacagcatag tgaatggtaa gactagtgca 50 

<210> 623 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 623 

cctcccctat gcctcagccc catctctgct cctgtttgaa ttttgttatt 50 

<210> 624 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 624 

ccagtgtgac tagggatcct gagttttctg ggacaattcc agctttaatc 50 
<210> 625 
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<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 625 

tgacccttct ttaagttatg tgtgtgggga gaaatagaat ggtgctctta 



<210> 626 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 626 

gtgtgagtcc tctgtttgca ctggacatat tccctacctg tcttatttca 



<210> 627 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 627 

aggggaaggg gtgcctggcg ggtacttttc tatcttttat ttccagattt 



<210> 628 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 628 

tcatgcttct gccctgtcaa aggtccctat ttgaaatgtg ttataataca 



<210> 629 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 629 

agctagcaga tcgtagctag tttgtattgt cttgtcaatt gtacagactt 



<210> 630 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 630 

agcccagaat tcccaaaggc attaggtttc ccaactgctt tgtgctgata 



<210> 631 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 631 

gtgtctatac atttctaagc cttgtttgca gaataaacag ggcatttagc 
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<210> 632 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 632 

tagaggtgta cagatgctat attatatccg ctcccggtgt actgcagccc 



<210> 633 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 633 

ttttacaagg aaggggtagt aattggccca ctctcttctt actggaggct 



<210> 634 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 634 

acacggtgaa ctggctgtgt ccatctttgt cactgagtga aatctctgtt 



<210> 635 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 635 

tgaggacttg gggcaggaaa ggaatgctgc tgaacttgaa tttcccttta 



<210> 636 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 636 

tcagaccttg gatcagatga actcttagaa atgaaggcag aaaaatgtca 



<210> 637 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 637 

ccacgttctt gttccgatac tctgagaagt gcctgatgtt gatgtactta 



<210> 638 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 638 
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gcctgggtca gatttttatt gtggggtggg atgagtagga caacatattt 



<210> 639 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 639 

gggtgcccac ctgcatgtga aggggaggca gttctcaatt tatttcaata 



<210> 640 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 640 

cagtcactgg gtctatatta aacagcaacc agagcaacaa atggcaaaca 



<210> 641 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 641 

tgacatggta gcagaaatag gcccttttat gtgttgcttc tattttacct 



<210> 642 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 642 

agcaaagaac agtttggtgg tcttttctct tccactgatt tttctgtaat 



<210> 643 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 643 

agccctgcta aactatgtac agaggaaact gttcaagtat tggatttgaa 



<210> 644 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 644 

tgtcaacgat gtttccagta gtgtttagat ttggtgtctt caaaggtagt 



<210> 645 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 645 

ggctttttgc ccatcaagaa taaaaagaaa taaaaccaaa gggttaccgg 



<210> 646 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 646 

tgcctgttgc acatcttgta aaattggaca atggctcttt agagagttat 



<210> 647 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 647 

tgcggctagt tcagagagat ttttagagct gtggtggact tcatagatga 



<210> 648 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 648 

aatggaagga ttagtatggc ctatttttaa agctgctttg ttaggttcct 



<210> 649 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 649 

ccatgtgggc tactcatgat gggcttgatt ctttgggaat aataaaatga 



<210> 650 

<2l'l> 50 

<212> DNA 

<213> Homo sapiens 

<400> 650 

aacgaggcca gtggggaacc cttacctaag tatgtgattg acaaatcatg 



<210> 651 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 651 

cctctcagga cgtgccgggt ttatcattgc tttgttattt gtaaggactg 



<210> 652 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 652 

ccactgcctg aaaggtttgt acagatgcat gccacagtag atgtccacat 50 



<210> 653 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 653 

ttttgggata aattttactg gttgctgttg tggagaaggt ggcgtttcca 50 



<210> 654 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 654 

tgaagtataa gcctctactg ggtctatatt gtgaatcatc ctgcctttca 50 



<210> 655 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 655 

ctcgtctatt ggcccctgta gaaagttaac ctttgttgtt ttccttttat 50 



<210> 656 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 656 

tccccttctg tcccctagta agcccagttg ctgtatctga acagtttgag 50 



<210> 657 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 657 

aaacctattt cccttgcctc ataggcttct gggatgtcat cacctccagt 50 

<210> 658 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 658 

gaatttggtg gtgtcaattg cttatttgtt ttcccacggt tgtccagcaa 50 
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<210> 659 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 659 

ctattttggg tcatttttat gtacctttgg gttcaggcat tatttggggg 50 



<210> 660 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 660 

taattgttga acaggtgttt ttccacaagt gccgcaaatt gtaccttttt 50 



<210> 661 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 661 

ccccctcaga agaatcatga atttgcaaca gacctaattt ttggttactt 50 



<210> 662 

,<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 662 

ggcctttcca ttccatttat tcacactgag tgtcctacaa taaacttccg 50 



<210> 663 

'<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 663 

tggtgtctca aaggagtaac tgcagcttgg tttgaaattt gtactgtttc 50 



<210> 664 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 664 

tgccagtagt gaccaagaac acagtgatta tatacactat actggaggga 50 



<210> 665 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 665 

aggacacatc tgacatcctg tgtttggtta aaatatacag cacattgtga 50 
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<210> 666 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 666 

tgggggttgt aaattggcat ggaaatttaa agcaggttct tgttagtgca 50 



<210> 667 

<2X1> 50 

<212> DNA 

<213> Homo sapiens 

<400> 667 

tgtgaaagaa acttgcttgc agctttaaca aaatgagaaa cttcccaaat 50 



<210> 668 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 668 

gtatatatcc tccagcattc agtccagggg gagccacgga aaccatgttc 50 



<210> 669 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 669 

tgtgatgcta ggaacatgag caaactgaaa attactatgc acttgtcaga 50 



<210> 670 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 670 

aacccagtat atctgtgtta tctgatggga cggttgacag tggtcaggga 50 



<210> 671 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 671 

atccagtggc ctaggaatta aagtgttgtt gtttttgctg ttaaattgga 50 



<210> 672 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 672 

gcattggcag cattgtgtct ttgaccttgt atactagctt gacatagtgc 



<210> 673 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 673 

tttcatggtg tgaaggaagg agcgtggtgc attggacatg ggtctgacac 



<210> 674 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 674 

agactgcaca accaagaagt tactcaaagc tctgtgggag cccctgcctg 



<210> 675 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 675 

cagtgctcac ctaaatccat ctgactactt gttcctgtgc cctcttgttt 



<210> 676 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 676 

gtgacgacga cctgaaggag acgggcttcc accttaccac cacgaaccag 



<210> 677 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 677 

aacaggataa agctcgccgg gaatgggaaa gacagaagag aagggaaatg 



<210> 678 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 678 

cctcaccccc accctcactt tcaatccgtt tgataccatt tggctccttt 



<210> 679 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 679 

atggaaagat gtggtctgag atgggtgctg caaagatcat aataaagtca 



<210> 680 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 680 

ccatgacttc acagacatgg tctagaatct gtacccttac ccacatatga 



<210> 681 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 681 

ctgtgaatgt ttgcagtctc ctaccgtctc aactacagct gcagttgcta 



<210> 682 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 682 

cagcctgaat tgcctctggg aagaggggtg ggaatgactt ttcaatgtac 



<210> 683 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 683 

'aatggcctag aatttgtggt agttgccaaa gaggttctcc taggtggtct 



<210> 684 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 684 

cagtgaaaag tttgtgagtg aagaatgctg agaagattgt aatgctttgt 



<210> 685 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 685 

ttgtctcaaa gctaccaagt ttgtgcaata agtggaaggg atgtcatcct 



<210> 686 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 686 

acatcgaagg tgtgcatata tgttgaatga cattttaggg acatggtgtt 



<210> 687 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 687 

ggctatctca ggcaatatgg ccagcacctg ggtctttatg catgaagata 



<210> 688 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 688 

gctgtcacgg agcgactgtc gagatcgcct agtatgttct gtgaacacaa 



<210> 689 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 689 

agctgctgac ttgactgtca tcctgttctt gttagccatt gtgaataaga 



<210> 690 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 690 

ctcacaggtg gactgagaaa tcagttacat cttaagtgac ctacagggta 



<210> 691 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 691 

gtgcattgta tttagtctgt attgatcatg gatgccctcc ttaatagcca 

<210> 692 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 692 

cctgtacaat tgcatcacgg gtggggataa aaagaggaat attctggttt 
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<210> 693 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 693 

aaacagagct gtcttcagca acattattag tagacaaaga ggatgtggat 



<210> 694 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 694 

actcaagttt tcagtttgta ccgcctggta tgtctgtgta agaagccaat 



<210> 695 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 695 

tgactcctgc caagaaatcc tttcttagaa ggttgtttga ttagttttgc 



<210> 696 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 696 

ttgtattatc tgctttgctg atgtagacaa gagttaactg agtagcatgc 



<210> 697 

<2X1> 50 

<212> DNA 

<213> Homo sapiens 

<400> 697 

aaagattgtt ggttaggcca gattgacacc tatttataaa ccatatgcgt 



<210> 698 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 698 

tggtaactgt tccaggattg ctccaggttt gagatggtat tgctaaattt 



<210> 699 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 699 



104/1425 



WO 02/057414 



tgcaccttgt agtggattct gcatatcatc tttcccacct aaaaatgtct 



<210> 700 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 700 

cactagcact tgtgatgcaa tagaacactt cgcctgtact gaaagggcca 



<210> 701 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 701 

acgcaggctt tcctatttct acaactgatt gtacttatgc attttgtacc 



<210> 702 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 702 

caggagctac tttgagtttg gtgttactag gatcagggtc agtctttggc 



<210> 703 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 703 

tagagagagg cccgtggcct gaggtagtgc agaggaggat agtagagcag 



<210> 704 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 704 

ttttggaaga ttttcagtct agttgccaaa tctggctcct ttacaaaaga 



<210> 705 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 705 

aagttaattg aggcaatgtc atctgctcaa agttgagtgg tttattcaca 



<210> 706 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 706 

ttgcagtgta ttactgtcag cagtatggta gctcaccgtg gacgttcggc 



<210> 707 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 707 

tattctgtgt taatggctaa cctgttacac tgggctgggt tgggtagggt 



<210> 708 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 708 

aaactgaatg agagaaaatt gtataaccat cctgctgttc ctttagtgca 



<210> 709 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 709 

tgacactggt cttgcagtac aactggaagc caaaacaagg tggaagatgt 



<210> 710 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 710 

ggtcaagtat atttggacct attatcctcg gcaagccaag atgcaaacat 



<210> 711 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 711 

agttcacaat atggttcaaa tgtaacagtg cagaattgaa tatggaggca 



<210> 712 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 712 

ttgcatcttt ccaggagagc ctcacattct tcttccaggt tgtatcaccc 



<210> 713 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 713 

gtgagtcagg agcaggagcg tgcggaccaa aaatcctcag cccttacgac 



<210> 714 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 714 

tcaccttatg caatgtgaat tatcactaca gaactccatc ttactccaga 



<210> 715 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 715 

tttgatgtaa tataacctaa cgttgtgctg gtacctgttt taccatgtgt 



<210> 716 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 716 

ctccatccct ggccccctcc ctggatgaca ttaaagaagg gttgagctgg 



<210> 717 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 717 

ctccatccct ggccccctcc ctggatgaca ttaaagaagg gttgagctgg 



<210> 718 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 718 

ggcttagctg ccagtctccc atttgtgacc tatgccatcc atctataatg 



<210> 719 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 719 

ggccccaatg ccaactctta agtcttttgt aattctggct ttctctaata 
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<2X0> 720 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 720 

tgtcaggttt gggtcttggg ttcaagtgta tatattcctg taagtttctt 



<210> 721 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<40Q> 721 

tgcatcgtaa aaccttcaga aggaaaggag aatgttttgt ggaccacttt 



<210> 722 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 722 

ttgacattct gcgaaagcaa caagcaaact gaagaccaac tcctatgaga 



<210> 723 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 723 

cgcctcttca ggttcttaag ggattctccg ttttggttcc attttgtaca 



<210> 724 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 724 ' 

ccttgttgga cagggggaca ggctgcctac tggaatgtaa atatgtgata 



<210> 725 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 725 

tttctgaatg cctacctggc ggtgtatacc aggcagtgtc ccagtttaaa 



<210> 726 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 726 

tgtgcaaggg gagcacatat tggatgtata tgttaccata tgttaggaaa 
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<210> 727 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 727 

tcaagtgaac atctcttgcc atcacctagc tgcctgcacc tgcccttcag 



<210> 728 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 728 

ccgaggagaa gcgcgagggc tacgagcgtc tcctgaagat gcaaaaccag 



<210> 729 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 729 

gcagctgttt gaagtttgta tattttccgt actgcagagc ttacacaaaa 



<210> 730 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 730 

gcctgtgaaa tagtactgca cttacataaa gtgagacatt gtgaaaaggc 



<210> 731 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 731 

gctctgattg tacaagaatt acctgtgcta gtcaagttgt tgtttttcct 



<210> 732 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 732 

ctgtcttttg tagctctgga ctggaggggt agatggggag tcaattaccc 



<210> 733 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 733 

ggtacaacct tcaactattt cttccatgcg gaccccctcc tgccaaaaga 



<210> 734 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 734 

gcaattctcc ctgcgtcatg gatttcaagg tcttttaatc accttcggtt 



<210> 735 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 735 

ccttcgcttt aacataggtc taatttattt gccgtgccat tttccataca 



<210> 736 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 736 

tggttggaag tgggtggggt tatgaaattg tagatgtttt tagaaaaact 



<210> 737 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 737 

accttcctcc aggaaaagcc attcaagcct gattattttt ctaagtaact 



<210> 738 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 738 

ctgtatagct ttccccacct cccacaaaat cacccagtta atgtgtgtgt 



<210> 739 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 739 

ggggtacctg tgttgagttg ataaacattt ccatcttcat taaaactgct 



<210> 740 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 740 

tgtccacctt tgcagcctgt ttctgtcatg tagtttcaac aagtgctacc 



<210> 741 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 741 

atgctacctc aaagtgctac cgataaacct ttctaattgt aagtgccctt 



<210> 742 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 742 

agcacccatt ccgaccatag tataatcata tcaaagggtg agaatcattt 



<210> 743 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 743 

tgtggtttaa gctgtactga actaaatctg tggaatgcat tgtgaactgt 



<210> 744 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 744 

attacgaaga tgaaccagta aacgaggaca tggagtgact atcggggcgg 



<210> 745 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 745 

tcctccagct gacagaaaaa tccaggatga gatcagaagg atactggtgt 



<210> 746 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 746 

tttacacgcc ctgaagcagt cttctttgct agttgaatta tgtggtgtgt 

<210> 747 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 747 

gttcacggaa aagccagaac ctgctgtttt cagggtgggt gatgtaaata 



<210> 748 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 748 

agtgctcttg ctttggataa ctgtaaaggg acccatgctg atagactgga 



<210> 749 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 749 

tgccccagtt gtcagtcaga gccgttggtg tttttcattg tttaaaatgt 



<210> 750 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 750 

aaaccaatgg acaaacttct tgcttcaagg aacaaactct taggttggca 



<210> 751 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 751 

aaacatcatg agagtggagg cctgccaccc agaaaggcac atactagtgc 



<210> 752 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 752 

agtggattaa cccctgcttc tcttcttgtt ccctgttatc attcctcccc 



<210> 753 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 753 

gtctgcttat tcgtgtctct tactaggttc aatttcttgg aggccgtgat 
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<210> 754 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 754 

tggcctgact gacatgcagt tccataaatg cagatgtttg tctcattacc 50 



<210> 755 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 755 

gccagacttg aaagagggct ccagaaaaag tagatgcgta tctgtacaaa 50 



<210> 756 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 756 

cgtcttaatg ttcaccgtcc acagctttgg aataaaccat cctgggaagt 50 



<210> 757 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 757 

ttaatgttca ccgtccacag ctttggaata aaccatcctg ggaagttgct 50 



<210> 758 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 758 

tctagcccag cattgatcta gaagcagagg aatcccagcg ccttttaaaa ' 50 



<210> 759 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 759 

ttgctcagca tgccagcctt taagattgaa ttagattgtg ttgttgtggt 50 



<210> 760 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 760 
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aaaaggtata gaaatgctgg ttggaatgct tatttgaaaa agactggcca 



<210> 761 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 761 

ctgcttcacg cctgtgtctc cgcagcactt catcgacctc ttcaagtttt 



<210> 762 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 762 

agagcagctt gtgtatgtaa acgcttcagt gaacttgcta atgatccaat 



<210> 763 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 763 

tcaaacctac taatccagcg acaatttgaa tcggttttgt aggtagagga 



<210> 764 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 764 

tcaacctccg tcatgtttta gaaacctttt atcttttcct tcctcatgct 



<210> 765 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 765 

tttccatctg tgtcccagat tgtgacccta gactttcaat tgacaagtaa 



<210> 766 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 766 

catgtcgtta gatggaacat ggaagccatt gtctaatcaa ctctatcatt 



<210> 767 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 767 

atgtaatcct gtaggttggt acttccccca aactgattat aggtaacagt 



<210> 768 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 768 

tgaatgatca gaactgacat ttaattcatg tttgtctcgc catgcttctt 



<210> 769 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 769 

tttgcacatt ttacatatgc tatgtggttg cctttgggtt ttctgtacag 



<210> 770 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 770 

tggtcatgtt ccaggtgcta gtacatcatt catgatcacc ttaatgctca 



<210> 771 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 771 

agcataaaga gttgtggatc agtagccatt ttagttactg ggggtggggg 



<210> 772 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 772 

tcaacacttt gctttatttg acacaaccag actttctcag ttcctgttct 



<210> 773 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 773 

atgaagaaaa tcattgagac tgttgcagaa ggagggggag aacttggagt 



<210> 774 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 774 

actgaaagac ttttgcttaa agtggcatta ttgactgctg atgtgatgct 50 



<210> 775 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 775 

ttggttggta actctgtaat tcctaactat cactggtttg gttctggact 50 



<210> 776 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 776 

ccaccatata tactagctgt taatcctatg gaatggggta ttgggagtgc 50 



<210> 777 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 777 

agaggaatct gaaagtgcag ggtgttggtt aaagttgtac ctcccaagta 50 



<210> 778 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 778 

tttttctcca tcctgtttct agcacaaaaa tttgcctgct gtgttacaaa 50 



<210> 779 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 779 

cagattgatt tgaaaggtgt gcagcctgat ttaaaaccaa accctgaacc -50 

<210> 780 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 780 

gcaactaata agccaaggaa tcgacatata ttaggtgcgt gtactgtttc 50 
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<210> 781 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 781 

tgtccagtga taaatgtgat tgatcttgcc ttttgtacat ggaggtcacc 



<210> 782 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 782 

tctagcccag cattgatcta gaagcagagg aatcccagcg ccttttaaaa 



<210> 783 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 783 

agggaacagt gtggagatgt ttttgtcttg tccaaataaa agattcacca 



<210> 784 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 784 

acccattggt atacacagaa tattcctgtg cccacactta atgtcaatct 



<210> 785 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 785 

ttgatgatac caccagtaaa aataggatgt ttaccccaaa acaagtgtca 



<210> 786 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 786 

tttcaaccga aagggcagat ccaatagaag acccgctcct taaataaaca 



<210> 787 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 787 

acagaggcaa agttaagctt gatgatggtt aaaatcggtt tgatagcacc 
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<210> 788 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 788 

tggttgattt ccctcattgt gtaaacattg acaggtatgt gacaaatggg 



<210> 789 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 789 

cacaaactag attctggaca ccagtgtgcg gaaatgcttc tgctacattt 



<210> 790 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 790 

ggccctcttt cctgtctgtg taaattgttc cgtgaagccg cgctctgttt 



<210> 791 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 791 

cactgtcctt tctccaggcc ctcagatggc acattagggt gggcgtgctg 



<210> 792 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 792 

aggagctatg attagacttc tgttagactt cctcactcta tcacccacat 



<210> 793 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 793 

acccactttc tccttggtaa agcgtttact taacaaaata atacccgaga 



<210> 794 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 794 

gtcacacatg acacaagatg tacataatat catgctcacg cctggagtgt 



<210> 795 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 795 

atgtgcatgt gaatggccta gagaacctat ttttgtgtct aaagtttaca 



<210> 796 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 796 

agatcctgtc ctcctttagc ctcactaatc aagttgggtc ctatcttccc 



<210> 797 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 797 

agttgttagt tgccctgcta cctagtttgt tagtgcattt gagcacacat 



<210> 798 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 798 

aatcctttaa ctctgcggat agcatttggt aggtagtgat taactgtgaa 



<210> 799 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 799 

ggaggaggag cttatttctt ggtgtacttg aatcagaagg tccctgcaag 



<210> 800 . . 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 800 

ggaggaggag cttatttctt ggtgtacttg aatcagaagg tccctgcaag 



<210> 801 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 801 

aagtggaagt gggtgaattc tactttttat gttggagtgg accaatgtct 



<210> 802 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 802 

tgggattcat tggcccatag gtacattgga aaatgtatat ctctccagct 



<210> 803 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 803 

gggaccccca ggaggctgag gatgggagac agagaccaga ctgtgacttg 



<210> 804 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 804 

tgtttgtagc acacttgagt ttgtgtattc cattgacatc aaatgtgaca 



<210> 805 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 805 

cgatctgtgt ttgctctgac gaatggaatt tatcctcaca aattggtgtt 



<210> 806 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 806 

ccaggagcgt ggttttctga ttgtgatctg aggttctgcc ccaactgcac 



<210> 807 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 807 

acattaccta atattctcac tagctatgtt ctccaatcca cactgccttt 



<210> 808 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 808 

agacagccct gccaaagcca taccaaagac actcaaagac agccaataaa 



<210> 809 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 809 

agagatagca cagatggacc aaaggttatg cacaggtggg agtcttttgt 



<210> 810 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 810 

agagatagca cagatggacc aaaggttatg cacaggtggg agtcttttgt 



<210> 811 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 811 

gcctttcttc ctctcccaac ataacaatcg tggtaacaga atgcgactgc 



<210> 812 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 812 

accgtgtaaa gtggggatgg ggtaaaagtg gttaacgtac tgttggatca 



<210> 813 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 813 

gcccagtgct taaaaacgcc ttcttgcatg aggggattga actatacaat 



<210> 814 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 814 

gcgggaaggc atgtaaccac ctaaaccatc tccgagaaca tcagaggatc 
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<210> 815 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 815 

tgtcaggctg gcttggttag gttttactgg ggcagaggat agggaatctc 



<210> 816 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 816 v 
ggtggattcc aaatgaaccc ctgcgttagt tacaaaggaa accaatgcca 



<210> 817 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 817 

atttatcgta aacatccacg agtgctgttg cactaccatc tatttgttgt 



<210> 818 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 818 

tgggggttgt aaattggcat ggaaatttaa agcaggttct tgttggtgca 



<210> 819 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 819 

gataggggcg gcccggagcc agccaggcag ttttattgaa atctttttaa 



<210> 820 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 820 

catttgtacc ctaggcccac gaacccacga gaatgtcctc tgacttccag 



<210> 821 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 821 
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agtgggattt tatgccagtt gttaaaatga gcattgatgt acccattttt 



<210> 822 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 822 

ctttcctttg ctccctccca tgtttctggt ggactaaatt gtgtatctgg 



<210> 823 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 823 

agttttctag attgtcacat gctttgtgac taatgcaaga aagcaagtcc 



<210> 824 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 824 

gaaacacttt caggaccttc cttcctcttg cagttgttct ttaatctcct 



<210> 825 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 825 

ctcgaggggc caattacagg agcacaggaa ggttctgatt acacacctct 



<210> 826 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 826 

ttgagttaag ttgcatttct ttgggctatg aaggagtcct cttaagtttg 

<210> 827 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 827 

agggattgtt tctggaccag tttgtctaag tcctggctct tattggttca 



<210> 828 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 828 

tgaactgctg ctacatccag acactgtgca aataaattat ttctgctacc 50 



<210> 829 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 829 

actatgcagt ttttcttgaa ggaactaaaa gcaactagct ccctaatggt 50 



<210> 830 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 830 

gtctttccag catccactct cccttgtcct cctgggggca- tatctcagtc 50 



<210> 831 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 831 

gcagtaggta ggctcacttc tctttccctt caaaatgctt ttcataggct 50 



<210> 832 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 832 

tctgctgttg ggctggtgtg tggacagaag gaatggaaag ccaaattaat 50 



<210> 833 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 833 

ccacttggaa taggaatatc acccctatct tggaagacca ggtggaggct 50 



<210> 834 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 834 

gccctatggc gttgttaaac acgagcgtat gctagtaagt atcattcata 50 



<210> 835 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 835 

gtgggtgcat ggggctgtgg agtgggtgtc agtatggatg tgtctgaatg 



<210> 836 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 836 

cattcgtctg tatgcccagt cccatccgtg tcctgctgta actacataga 



<210> 837 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 837 

tgtctgcttc ttccattttc tcgtctctct cccctcttcc cccattatcc 



<210> 838 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 838 

tgggcaagac atgattaatg aatcagaatc ctgtttcatt ggtgacttgg 



<210> 839 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 839 

ccagattagg gtggctgtcc atccctggat agctatttgc acgaatcatg 



<210> 840 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 840 

cggagctctg gctctgctgt aggaagcccg gtacgtcctt catgacagca 

<210> 841 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 841 

gcactgaata tcgaacaagc actcaaattg aagtatcagt catgttttgt 
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<210> 842 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 842 

agctcgaggt gtcctgcact tttcttataa ggctactgaa gttacatgtt 



<210> 843 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 843 

tgccattgga atgtttctac acgatcctat taagaataat gtgatgccct 



<210> 844 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 844 

ggataacaag taaatgtctg aaagcatgag gggctttatt tgcctttacc 



<210> 845 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 845 

tgttttcctc actacattgt acatgtggga attacagata aacggaagcc 



<210> 846 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 846 

aaaactcatc tcagaagagg atctgaatgg ggccgcacat caccatcatc 



<210> 847 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 847 

aaaccccttt aaatgagggc cagtattatc tctgctttca gaagtagaca 



<210> 848 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 848 

gacctgactc cactcttaaa cctgggtctt ctccttggcg gtgctgtcag 
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<210> 849 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 849 

cttttatagc agtttatggg gagcacttga aagagcgtgt gtacatgtat 



<210> 850 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 850 

agatcctgaa agtagctgcc tgtgacccag tgaagccata tcaaaagtgg 



<210> 851 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 851 

tactgctaag tgcttggttg gggtggtgag atgatgatta gatcaggggt 



<210> 852 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 852 

ttgtacccag agactatgat ttatattgat tgcacttgcc tgccatgatt 



<210> 853 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 853 

tttcagatgc ttctgggaga caccaaaggg tgaagctatt tatctgtagt 



<210> 854 

<211> 50 

<212>, DNA 

<213> Homo sapiens 

<400> 854 

ttgtggtaat atgatgtgcc tttccttgcc taaatccctt cctggtgtgt 



<210> 855 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 855 

cacaaggtgc gcggttaccg ctacttggag gaggacaact cggacgagag 



<210> 856 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 856 

tagactcacg aacaaatcca cctgagatca gcagagccac cctagatcag 



<210> 857 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 857 

cctcagaggc ttactctaac ccatcccaga ataaatggag acttcatgtg 



<210> 858 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 858 

aggctgttga tgcttattct ctgtaactaa gaattttacc ttttggggga 



<210> 859 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 859 

gtaaacgtat cctctgtatt cagtaaacag gctgcctctc cagggagggc 



<210> 860 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 860 

aactaacccc ctttccctgc tagaaataac aattagatgc cccaaagcga 



<210> 861 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 861 

gcctcgacac atcctcatcc ccagcatggg acacctcaag atgaataata 



<210> 862 
<211> 48 
<212> DNA 



128/1425 



WO 02/057414 



<213> Homo sapiens 
<400> 862 

gcacagtcac attccctcct taggaatctt ccccttccac cctttaca 



<210> 863 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 863 

tttgaggttc tttggttttg ttagtaaaag ccagttctgt ggtgatgacc 



<210> 864 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 864 

catctgaagt gtggagcctt acccatttca tcacctacaa cggaagtagt 



<210> 865 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 865 

ttttggcagt tgtctgcatt aacctgttca tacacccatt ttgtcccttt 



<210> 866 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 866 

tggtgtttat gtactactct atagaactct tggcttgcac ttctacagct 



<210> 867 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 867 

acaggcaaag tgacagggga aaaggaatta gtctaagagt aaggggatga 

<210> 868 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 868 

tggtctcctt ggaaatccgt ctagttaaca tttcaagggc aataccgtgt 

<210> 869 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 869 

gtctaccagg cgaaaaccac agattctcct tctagttagt atagcggact 50 



<210> 870 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 870 

acttctcttg atgtagaaag agatgacgtt gttaccctga gtgacagtca 50 



<210> 87X 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 871 

tgagctaagt gtcatgcata tttgtgaaga aacacccttg tttggtccct 50 



<210> 872 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 872 

ctgagcaagg cagatgacct aatcacctca cgacagcaat acagcagtga 50 



<210> 873 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 873 

tttgtactat tgctagaccc tcttctgtaa tgggtaatgc gtttgattgt 50 



<210> 874 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 874 

tgctatgcta atgtctagaa aggcatacga tgctactatt atgctctgtt 50 



<210> 875 

<211> 50 . 

<212> DNA 

<213> Homo sapiens 

<400> 875 

actgctcttt ctcaggccca aggtaaaaag gtttttggtc tcatgttgac 50 
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<210> 876 . 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 876 

tcaccagctg atgacacttc caaagagatt agctcacctt tctcctaggc 



<210> 877 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 877 

cagagtaggc atctgggcac caagaccttc cctcaacaga ggacactgag 



<210> 878 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 878 

tgcatgaagc actgttttta aacccaagta aagactgctt gaaacctgtt' 



<210> 879 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 879 

tgattttgca acttaggatg tttttgagtc ccatggttca ttttgattgt 



<210> 880 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 880 

tttgagcgat ctctcacatg atggggttct ttagtacatg gtaacagcca 



<210> 881 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 881 

cccggcctgg gactcagcat ttctgatatg ccttaagaat tcattctgtt 

<210> 882 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 882 
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agttttgctg aagactggcc ttattaatgg acagctttcc taacaagaga 



<210> 883 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 883 

gggtcaatag tttcccaatt tcaggatatt tcgatgtcag aaataacgca 

<210> 884 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 884 

tgagagctga aatgagacca tttactttgt ttaaaatgct gtactgtgca 



<210> 885 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 885 

ttgagctaag accttaggaa attcactttc tgcatgataa aatgacccaa 



<210> 886 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 886 

tgtcattgta cactttattt ccctcacact gtgttatgct ctgatgtgct 

<210> 887 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 887 

ggtctctttg actaatcacc aaaaagcaac caacttagcc agttttattt 



<210> 888 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 888 

aggttcttcc tgtacatacg tgtatatatg tgaacagtga gatggccgtt 



<210> 889 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 889 

acttggatgc tgccgctact gaatgtttac aaattgcttg cctgctaaag 



<210> 890 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 890 

9ggaggcgtg gctgagacca actggtttgc ctataattta ttaactattt 



<210> 891 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 891 

tctcccagaa tgtacttatc ttacctcggc atgtactgta gtcactcagt 



<210> 892 

<211> 50 

•<212> DNA 

<213> Homo sapiens 

<400> 892 

tgtgcactgt tgtaaaccat tcagaatttt cctgctaggc ccttgatgct 



<210> 893 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 893 

catcggccag acagagttga atgcaagcaa tccagaagaa gtgttacagc 



<210> 894 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 894 

tgctctagcc atcaggttct ttcaaatgca tctttacact cttgcacaaa 



<210> 895 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 895 

tgagcatgaa atgggatcct gcatcacttg ttttaactat ttattttgcc 



<210> 896 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 896 

tttgcggcta gttggctatt caagaaacct cgcccctctg aatgtcatac 



<210> 897 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 897 

gtttacgtgg aagaaacgct aagggtttgc tcccaggaaa ggagaggaag 



<210> 898 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 898 

tgctcaaatc aggacttaaa tcataggcac cacatttttc atgtcagact 



<210> 899 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 899 

tgaaattcta cccatcttga gggaggaccg ttcctcagtt aaggacttgt 



<210> 900 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 900 

atgagtgtgt cggaatcccg tgcttaaaat acgctcttaa attattttct 



<210> 901 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 901 

aaatcagaac tgaggtagct tagagatgta gcgatgtaag tgtcgatgtt 



<210> 902 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 902 

aggctttagc aaagatggat atattggtga ctgagacaga agaactggca 
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<210> 903 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 903 

agtgggccta actcatgtga gcttgataac tgatgaactc attgggagca 



<210> 904 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 904 

aacactaacc tctcccctcc tggctcaaga attactccga agtcagtctg 



<210>. 905 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 905 

tctgtcagga aatgtaactt tggttttatt tttggcttat tccaaggggt 



<210> 906 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 906 

aaattgtgcc ggacttacct ttcattgaac atgctgccat aacttagatt 



<210> 907 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 907 

tggcagggag ctgggacctg gagagacaac tcctgtaaat aaaacacttt 



<210> 908 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 908 

agggagataa tggagtccac tttaatttgg aattctgtgt gagctatgat 



<210> 909 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 909 

agatcagtga tactggtgtt agtgttgtaa tcaggttaaa cccacttcca 
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<210> 910 

<211> 50 

<2X2> DNA 

<213> Homo sapiens 

<400> 910 

ccatttgaca gtaaaggctc ttggcttctg ttggaggcat gggaaattgt 



<210> 911 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 911 

tttaacagcc tgtcctcccg gcatcaggag tcattgaaca atcatggatt 



<210> 912 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 912 

aatacttatt gtttggcagg tcatccacac acttctgccc ccactgcatt 



<210> 913 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 913 

ttatcagatg ggatactggg gactataaac aatggaaata aagccactgt 



<210> 914 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 914 

ccctgtgcct ttcctttgag agtgaaggtg ggtggagttg accagagaaa 



<210> 915 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 915 

tgtgtgcgta gaatattacg tatgcatgtt catgtctaaa gaatggctgt 



<210> 916 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 916 

tctacatgtg actggctttc ttgccctcgt ctcttgaatg tttagactct 



50 



<210> 917 
<211> 50 
<212> DNA 



<213> Homo sapiens 



<400> 917 

tggtacccaa actcaccatt tggtcctctt taatctttga gggtttcaat 



50 



<210> 918 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 918 

ttccatttat tcatgtacat tggccagttc ctggtccttg tctgacttct 50 



<210> 919 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 919 

aaccatctgg agtcagtaca gatcatcaat ccttccacat atacaagttc 50 

<210> 920 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 920 

ggccacctgc tgactatttg tggtttaaaa taaaaggttt acttgtctgc 50 



<210> 921 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 921 

tctttgtaaa gcacgatgat acaaatctgg tgccagtgtt atattttgca 50 



<210> 922 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 922 

catggatatc atgtatcctt cctggtgctc acacacctgt caccttgtaa 50 



<210> 923 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 923 

ataaggtgca taaaaccctt aaattcatct agtagctgtt cccccgaaca 



<210> 924 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 924 

tggaccggag tctgctgagt ttataaggtt ccaaaaatat ggtaaaatct 



<210> 925 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 925 

actcgacctt ggtaaacgga aatgttgggg gtgaagagaa acaatcacta 



<210> 926 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 926 

ttcaaggttc tgcgaaatta attgggcagg ttaattgtgt acctgaaact 



<210> 927 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 927 

tccccaggat ggggcctcat acaacccttc atctgcactc aacatttaat 



<210> 928 

<211> 50 

<212> DNA 

<213> Homo sapiens 



. <400> 928 

ttttagacat ggagtgcagg tggacactgt gtgaactgtt tttggtcagt 



<210> 929 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 929 

caagaaactt ggtctgcagt ctggaagctt gtctgctcta tagaaatgaa 
•<210> 930 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 930 

caagaaactt ggtctgcagt ctggaagctt gtctgctcta tagaaatgaa 



<210> 931 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 931 

tgttgaacgg ttaaactgtg catttctcat tttgatgtgt catgtatgtt 



<210> 932 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 932 

ccccttcaac tgagggtcat tttaccagag tcaataaagg ccaacccttc 



<210> 933 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 933 

attctgaggg tgactgaggc tacagctgct atcacatgcc gaactttctt 



<210> 934 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 934 

tggtatcagg agttgggatt tctcagcact gctaatgaag atcccctctt 



<210> 935 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 935 

cgcagagagg agaaaaggag acagcaagac gccaataaag aaacacaact 



<*210> 936 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 936 

cccgcacggg cagctgaagg ccgctgtttt ctaatatttg tattctaatt 
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<210> 937 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 937 

cccctgggag atgtagcaaa ttgagtgtgg gttttggagt ctgagcctca 



<210> 938 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 938 

gcagagggag ggttgccatg aaggaacttg ggattttcaa tggaataaat 



<210> 939 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 939 

cctttcacgt ctggacgaat taccaaatgc catgaattgc cactgtgtgt 



<210> 940 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 940 

aggaagatgg cgctgttatc agcggggaaa tgtactattt aagatcagct 



<210> 941 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 941 

atccaagtct gaaactctgc gctctagtac tgctgttaag atacacaact 



<210> 942 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 942 

tggatagcca tttctgctca accacacatt ctctaagaaa cagcttgaaa 



<210> 943 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 943 
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tgttgtatgt ggatggggaa gttttgtttc tcctcttagc atttgtttct 



<210> 944 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 944 

tctgaatgat cctactcctt tggagtaaaa ctagtgctta ccagtttcca 



<210> 945 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 945 

tccttttgta gccactttga gtctgcagtt gtcagtaagc ctttttaaag 



<210> 946 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 946 

gggggaaatt accagtagaa tgccttggtc tgaatatttg atagaaccaa 



<210> 947 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 947 

ctggtacttt acagttttgc accaactctg ccaagccact ggatcttaca 



<210> 948 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 948 

atccagtcac tcatcaagtg taatctgtct cctaaatatc tctggaacct 



<210> 949 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 949 

agcttttggg gtcagatctc tggaacatca tgtgatgaag ctgacatttt 



<210> 950 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 950 

agcagttagg cttgactttg aggagaggct gtgatgttta tgatccctga 



<210> 951 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 951 

gctgtccaca gaaaacgccc ttaagtagcc ctaccttact ccttagagct 



<210> 952 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 952 

catgggtatt aatagtcttt gctgctggta atactgaaag aacctgcttt 



<210> 953 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 953 

aggatttgat ttcttgaaac cctctaggtc tctagaacac tgaggacagt 



<210> 954 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 954 

ggactcagga gctaatactg tctacagtgg agcttggtgc aattagaagc 



<210> 955 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 955 

accaggagga cagagtttgc tttcatattt tccctgtaag taagagggct 



<210> 956 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 956 

ccatgaagaa gcaagacgaa aacacacagg agggaaaatc ctgggattct 



<210> 957 
<211> 50 
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<212> DNA 

<213> Homo sapiens 



<400> 957 

ttggaatttg tgttgcatgt aaggcaatct ttcctgttgt aaatcttcct 



<210> 958 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 958 

aggaaactga gtagactcct gtgtaaccct gtttggaact ttgccttctt 



<210> 959 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 959 

tttacaaggc agaatggggt gtaacagttg aattaaacta gcaatcacgt 



<210> 960 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 960 

tagtaggaat gaagtggaag tccaggcttg gattgcctaa ctacactgct 



<210> 961 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 961 

agtgtttagt ctcatgttgg gaacacatga atgtgatgaa catagtgaat 



<210> 962 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 962 

accctttgag agttccacaa gtggtagtag agtggtttaa cgtctttcct 



<210> 963 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 963 

ttgccccttt tctgtaagtc tcttgggatc ctgtgtagaa gctgttctca 



143/1425 



WO 02/057414 



<210> 964 

<211> 50 

<212> DNA ■ 

<212> Homo sapiens 

<400> 964 

actcatcaat tgaaaagtcc tccaaaaaga gaactattgg gaaaccatgg 



<210> 965 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 965 

agatgggtga atcagttggg ttttgtaaat acttgtatgt ggggaagaca 



<210> 966 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 966 

tcagacctgg ttgattttgt actttggaac tgtaccttgg atggttttgt 



<210> 967 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 967 

gtatctcatg gcctctt'gat gtggaaagaa gttgacagag ggttgcaggg 



<210> 968 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 968 

agttcagtga gaagaaacca gaacacttgt tcctagtgtt gtgttgtttt 



<210> 969 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 969 

gcagatggct atgtgctaga gggcaaagag ttggagttct atcttaggaa 



<210> 970 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 970 

ttggtgtcaa tgatctggtg acaataggat tacattggag ccaattgaat 
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<210> 971 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 971 

aactagaaga tgtacttcga cagcatccat tttacttcaa ggcagcaaga 



<210> 972 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 972 

atacactttt ccaaatttgt cccaacagcc ctgtaagcca gctttcttct 



<210> 973 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 973 

gcattttctt cacttgcagg caaacttggc tctcaataaa cttttaccac 



<210> 974 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 974 

attagaccag accagtgtat ttctaaagaa aatcctgaca tgcacaccca 



<210> 975 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 975 

agccaaatgt gtcatacatc aaatcttcag cagcttttgc ataatccagg 



<210> 976 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 976 

tcctcaaagg ggaaaactat gaaggggaag aagacaaacc taagatacca 



<210> 977 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 977 

agatggactg gagctttttc tttgtgaata gaaactggat gccacagtga 



<210> 978 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 978 

agttgtcaga agactcctgg gtgtacagag caaatcaagc tgcatcagta 



<210> 979 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 979 

agtggcttca tagctactga caaatgtctg aactattgtc gtgcccttca 



<210> 980 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 980 

gcctgtacaa acattcaagt tagttggcag tctataaatg tgagttgggt 



<210> 981 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 981 

aaggaaggta aagttagggg actagaagac tctaaattgg cttctacaga 



<210> 982 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 982 

agaactaatt gcccatgttt aattatagca gacacgccat tctaacaggt 



<210> 983 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 983 

aacttggtat tgttgtagtt tatgtagtaa gtgacttggc acccatcaga 



<210> 984 
<211> 50 
<212> DNA 
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<213> Homo sapiens 



<400> 984 

agtttaactt ttcctcaccc ctgtatagaa aatgccttgc ctctcaagag 



<210> 985 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 985 

gtcttgggct ggatgggtta tagagctgag cggctgtgat ggttctgttt 



<210> 986 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 986 

gacacatcta gaatgttttt ctttcaccgt acctccaaaa gaggcaattt 



<210> 987 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 987 

accagggatg ctctctaacg taatcaaggg aaggttcagt aagacaaagt 



<210> 988 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 988 

acacagttca gtttttgagg gaactagttt tgtcataata ctacacccct 



<210> 989 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 989 

tgcagtggga attcttgagt gaggtcttac ctcttcttta aacctcttca 



<210> 990 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 990 

aaggcagaat agaatgctga gattggttaa gtt'tgcaatg accatcttga 



<210> 991 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 991 

tgccctaatc ttgagttgag gaaatatatg cacaggagtc aaagagatgt 



<210> 992 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 992 

gctagattgt gaagtacatg ggatttcatg agccagagga ggcatttgga 



<210> 993 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 993 

gcctcaaaga aaacccagag tgccctgttc taaaacgtag ttctgaatcc 



<210> 994 
<211> 50 
<212> DNA 

<213> Homo sapiens • 
<400> 994 

aatcccaggg cttggttaag tgctgtgtga taacttgttt ggatgagact 



<210> 995 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 995 

aggtttctta cccaacacaa atggacagtg gatttgactt tctaaagact 



<210> 996 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 996 

cctggtgatg ggaagggtct tgtgttttaa tgccaataaa tgtgccagct 



<210> 997 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 997 

aaaatattga gccaggccct ggggaagtgg gaagtgagag ccagagcggc 
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<210> 998 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 998 

agcacacaag gaatcccaga aaatgttggc tgaaggaata aatggatgga 50 



<210> 999 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 999 

cactgcctac cgccattcat gattaaacca tccagaaata ccatccctgt 50 

<210> 1000 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1000 

aaatgagatg gcctctgcgg acacatgaaa gggtacttca gcttaccaaa 50 

<210> 1001 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1001 

tggactagga gagacttgat tttggtgcta aagttcccca gttcatatgt 50 

<210> 1002 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1002 

ctcacagcca gcacgacccc cagaaagagg cgtcccacaa taaacacgtc 50 

<210> 1003 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1003 

acagaacatt gagatgtgcc tagttccgta tttacagttt ggtctggctg 50 

<210> 1004 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1004r 
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tgaatttcag atgggtgatt taagtgagtc acaagtcaca aaactttgct 



<210> 1005 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1005 

tgtacttaag tgctgatgac tgttagccag tttacaactt tttaccatcg 



<210> 1006 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1006 

ttctgaacat tttagtcaag ctacaacagg tttggaaaac ctctgtgggg 



<210> 1007 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1007 

tgtcaagggc attaaaagcc tcctgaagca taatcttatc aaagggatac 



<210> 1008 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1008 

tcagtccatc tcaagacctg tgcctgtcag atttcacaat tatggagatt 



<210> 1009 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1009 

ggtaggagtg aaatctctct ctcaaactct aggaaagccc gagtcatact 



<210> 1010 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1010 

acagcaggtg tcatgggtca agcataaatc atatatagca ttttcaggca 



<210> 1011 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1011 

acagcaggtg tcatgggtca agcataaatc atatatagca ttttcaggca 



<210> 1012 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1012 

tgtgggtccc tatgagtgta gagcccatat ccccatagag tctacctaga 



<210> 1013 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1013 

tgttttcatt tcagaacatt gtgctgtctg tcagcatatg tatatcagct 



<210> 1014 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1014 

tggctactgc aaaaccagtt ttgacaggtc agattttcat atgtataggt 



<210> 1015 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1015 

agaggttctg aaaggtctgt gtcttgtcaa aacaagtaaa cggtggaact 

<210> 1016 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1016 

atgcgtcctg gttttcaatc gctgctgaac aaacctatca aaaatgtagc 

<210> 1017 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1017 

agtatgatcc ctcaaaacct cactaactgg aaggatgatt ttgtctcagt 



<210> 1018 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 1018 

gagggttcct cactgaggtt gagaggtgtg ttggatagga ctgatcccac 



<210> 1019 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1019 

aagtgtggtt cctgaaggct gtctttgtaa ctttttgtag ttctttgtgt 



<210> 1020 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1020 

aatcctttaa ctctgcggat agcatttggt aggtagtgat taactgtgaa 



<210> 1021 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1021 

ctggaaaggg ggctaagatc agggccttca ttctggatca ggcgaaattt 



<210> 1022 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1022 

gttcctcttc gggaagcttt tgataaggaa ttctcagacc gatagggtgt 



<210> 1023 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1023 

agttttgtac ttttcacata gcttgttgcc ccgtaaaagg gttaacagca 



<210> 1024 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1024 

ttggatctgg ttctgaggag gacacacctg gcatcggatg acctttataa 
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<210> 1025 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1025 

tagacatgct tgtgtccaca cagcacacca atgtgatact tccactgacc 



<210> 1026 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1026 

atgggatgcg gtgggttgcc caataaacgg ctgtggagtg gaaattcctc 



<210> 1027 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1027 

tttgtacgta gctgttacat gtagggcaat ctgtctttaa gtagggataa 



<210> 1028 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1028 

ggaatttcct atcttgcagc atcctgtaaa taaacattca agtccaccct 

<210> 1029 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1029 

gagatgagtt ttgttatttt ggggttttca agcattggaa ccaaaggcca 



<210> 1030 

<211> 50 

<212> DNA 

*<213> Homo sapiens 

<400> 1030 

tcacttagac ccctgtaaca ggttaaatct tcatggtgtt ctgtttccta 



<210> 1031 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1031 

gctctccaga ctgttacagt gcatgagtga taataaaaat gagtcagtca 
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<210> 1032 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1032 

ggaggtaaac attggagatg tttgtgaaaa tattactctt gctgtgaggt 50 



<210> 1033 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1033 

ggcccctttc tttcttctga ggattgcaga ggatatagtt atcaatctct 50 



<210> 1034 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1034 

tcaacagcac ttaaactgaa gtttgggttg ctcatacaat aaacagattg 50 



<210> 1035 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1035 

gggccatttt atgatgcatt gcacaccctc tggggaaatt gatctttaaa 50 



<210> 1036 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1036 

ttttccacag gggacctacc cctattgcgg tcctccagct catctttcac 50 



<210> 1037 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1037 

gggtgagaac acttgcaaca gtttattaat gaggtgactt tcaccttagg 50 



<210> 1038 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1038 

aatgtaccat caataaaatt ggctgcttgg gcagttttag ttaccacctt 



<210> 1039 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1039 

ttttcagagg cttcctaatt aatcttgccc tcctccattt cagtccattt 



<210> 1040 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1040 

agctccaacc ttacgatgga gaattaaact tgcttgtatt tccactttgt 



<210> 1041 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1041 

agcttcctct tcctcaggac agcttctact ttagatgatc caataatgat 



<210> 1042 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1042 

cactgacttc tattccatga gctttttcaa ggcgcttatt ttatggcagc 



<210> 1043 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1043 

tgtttcgtaa attaaatagg tctggcccag aagacccact caattgcctt 



<210> 1044 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1044 

ggaagaccca aggaaatccg gaatttcgca ccagaggacc caccacgtcc 



<210> 1045 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 1045 

tcttgttact tccaaggaga accaagaatg gctctgtcac actcgaagcc 



<210> 1046 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1046 

tctttctcta aagcttgttt gatgaaactg gttggtcctt tcagtgaaca 



<210> 1047 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1047 

gctgtgtgac ttagtagata aaatactgcc ttctgccttt gggaccatga 



<210> 1048 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1048 

tctgtaattg gacagctctc tcgaagagat cttacagact gtatcagtct 



<210> 1049 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1049 

ggtcgtggac gtggtcagcc acctcagtaa aattggagag gattcttttg 



<210> 1050 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1050 

aaagtgaaac caagagtaca agagacaggt gaaattaaag agccccttga 



<210> 1051 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1051 

gtccaggatg cagagctaaa ggccctcctc cagagttcta caagtcgaaa 



<210> 1052 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1052 

ccaacttgag atgtatgaag gcttttggtc tccctgggag tgggtggagg 



<210> 1053 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1053 

ttcctcatcc catttacagt ttttctaact ccagggtagt gtttagtgtt 



<210> 1054 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1054 

catgccaaag actcaactgc tttcaaagat aatgtgggtg ctagatgcag 



<210> 1055 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1055 

tccccttctc ccctgcactg taaaatgtgg gattatgggt cacaggaaaa 



<210> 1056 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1056 

accatgcata gagtcaatca aatccttgtg atgttttgta tggactttga 



<210> 1057 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1057 

tgtgctgcct caagactgct ggagtcagga cattttatag agccttttcc 



<210> 1058 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1058 

gtgcagtctc ttagcagact tcaggcccaa actgtattct tcactcaggc 
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<210> 1059 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1059 

gttagtgaaa gctgtttact gtaacgggga aaaccagatt ctttgcatct 



<210> 1060 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1060 

gcttctgtaa atgccatccc aatgtggttt ggttttgttg aacagaaacc 



<210> 1061 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1061 

ttgcctcgat aagtttccaa gtcactgaaa tctgctgaag gttttactgt 



<210> 1062 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1062 

acttctgaac tgaggaattt gctgttgaca gccaaagtat agtgtacaag 



<210> 1063 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1063 

agagccatct ggtgtgaaga actctatatt tgtatgttga gagggcatgg 



<210> 1064 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1064 

agaacaagtt tgccttgatt ttgtttaaaa tgacttctgc taagcaccca 



<210> 1065 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1065 
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cctgccaaag caagaagaag gcttggtccc cagaaacaaa cagtagtcat 



<210> 1066 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1066 

ggagtctcag gccaaggatg tcattgaaga gtatttcaaa tgcaagaaat 



<210> 1067 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1067 • 

ggagtctcag gccaaggatg tcattgaaga gtatttcaaa tgcaagaaat 



<210> 1068 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1068 

tttcatctga atccagaggt gcatcaaatt aaatgacagc tccacttggc 



<210> 1069 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1069 

ttgacacgtt ccacttcctt tgcaattatt gtatttagtt gtgcactagt 



<210> 1070 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1070 

ccaaatcaac tgtgtgaact gtttctgcac .tgcttgctaa tggtttcatc 



<210> 1071 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1071 

attgagacgg gaaaaactcg ctgtaaaata atgccaacct agataatgct 

<210> 1072 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1072 

tgttcttgca ttgcatttaa tgatcccttt tctccccacc tccacacact 



<210> 1073 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1073 

tgcagattcc tagtagcatg ccttacctac agcactatgt gcatttgctg 



<210> 1074 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1074 

gcaagaccgt ttgtccactt cattttgtat aatcacagtt gtgttcctga 



<210> 1075 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1075 

aatttaactt ttgggtgcca ggaaatgggt tttctcaaag tccattgccg 



<210> 1076 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1076 

tcgtggaagg gagagccabc agcagaaaga gaccctgaga tcttcgcctg 

<210> 1077 • 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1077 

aaacacacca gggagacacc ataaaacaga ccaagactaa cttaaaaaca 



<210> 1078 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1078 

aaccacaatc aaacatataa ataagcctgg aaaaccaact acaaccagca 

<210> 1079 

<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 1079 

tttcctgatt atttgatgct agctggaatt caagaaatgg cattgacctt 



<210> 1080 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1080 

tcaccccaag tagcatgact gatctgcaat ttaaaattcc tgtgatctgt 



<210> 1081 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1081 

tgagaagtgc ggaataggtt gcttctacca cctgttctta atgtaacagt 

<210> 1082 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1082 

tcgaatgagt ggtcaggtag tcttaaagag cctcatgtta aatagacaca 

<210> 1083 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1083 

tgaagtgcaa ataaaagcac tgctactata agacattctg gaatggttgt 

<210> 1084 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1084 

gcagtcccca gatccagaac atgggaagtt agggaaaatg tgtgattttg 



<210> 1085 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1085 

aggtatgaca ggaactgtct tcatgtcctt acccaagcaa gtcatccatg 
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<210> 1086 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1086 

aattttgaat ttctccttgc cacgttaata aagccaaaag cagcgggtgc 



<210> 1087 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1087 

tgactctgtg ctggcaaaaa tgcttgaaac ctctatattt ctttcgttca 

<210> 1088 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1088 

gctctcccac agaaaccttt gtccttgcaa ctttatcctt tgtcccgatt 



<210> 1089 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1089 

ttgccttagc cagtgtacct cctacctcag tctatgtgag aggaagagaa 

<210> 1090 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1090 

actgtattgg gattgtaaag aacatctctg cactcagaca gtttacagaa 

<210> 1091 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1091 

gtgtgtgtgc atgtgtgtgt tagcagaggt attttactca gaaaataggt 

<210> 1092 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1092 

gccagtcaaa aagtaaaatg aagagaggca cgccaaccac tccaaaattt 
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<210> X093 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1093 

cactttgtgg tcgaaaggct cagcctctct acatgaagtc tgtggacatg 



<210> 1094 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1094 

aggctttctt gtctcagcaa ctttcccatc ttgtctctct tggatgatgt 



<210> 1095 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1095 

tttttctttt tgaagcatgg aaaacaaatc ttttatgcca ctccagccat 



<210> 1096 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1096 

ccatgatata aggaagggcc gtgcctcatg gaaaagcaac aggtggcctc 



<210> 1097 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1097 

taaaggcgag caccgtcagg agcgcagaga tcggccctac tagatgcaga 



<210> 1098 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1098 

tgagcctgac acctgtgttt cagcatttgg agacatcccc atgttattct 



<210> 1099 

<211> 50 

-<212> DNA 

<213> Homo sapiens 
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<400> 1099 

ctgagccaca tccaagcctg gtttgctgca ctctattgcc aaagactgac 



<210> 1100 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1100 

acttgcctca ttctcatcat ccaaactgaa catttgtatc ccaagcagaa 



<210> 1101 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1101 

gtatgaagaa ggaagcccag cagagcagga ggcagcagca acaatgagag 



<210> 1102 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1102 

ctgtgtgtgt ccatgtctgc aagcagttct tcaataaatg gcctgcctcc 



<210> 1103 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1103 

tcaaagcaga gcacagagtt atttggtgtt tgctgaagac agcctttgtg 



<210> 1104 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1104 

acttccatct cagctaatgc acccaccagc tcaaacacac caataaagct 



<210> 1105 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1105 

tgcaatccac aatctgacat tctcaggaag cccccaagtt gatatttcta 



<210> 1106 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 1106 

cagaaaccaa tactgctgtg cactgagaat aaaaactcat gcccccttgt 



<210> 1107 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1107 

caccagtgag gattactgat gtggacagtt gatggggttt gtttctgtat 



<210> 1108 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1108 

aaagtaaggc atggttgtgg ttaatctggt ttatttttgt tccacaagtt 



<210> 1109 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1109 

taaggggtag acaagatacc gaataatctc cacaagttta tttgtggtct 



<210> 1110 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1110 

acatcaacag tggtgctgtg gaatgcccag ccagttaagc acaaaggaaa 



<210> 1111 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1111 

acaaacaatg caaccaacta tccaagtgtt ataccaacta aaacccccaa 



<210> 1112 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1112 

ttcacctaca aaatttcacc tgcaaacctt aaacctgcaa aattttcctt 

<210> 1113 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1113 

gggtacttct ccataaggca tctcagtcaa atccccatca ctgtcataaa 



<210> 1114 

<211> 50. 

<212> DNA 

<213> Homo sapiens 

<400> 1114 

cttgctgttt tccctgtcca catccatgct gtacagacac caccattgaa 



<210> 1115 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1115 

aagtcaattc ctggaatttg aaagagcaaa taaagacctg agaaccttcc 



<210> 1116 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1116 

aagctactgt gtgtgtgaat gaacactctt gctttattcc agaatgctgt 



<210> 1117 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1117 

tgtcatgctc ccagaatttc agcttcagct taactgacag atgttaaagc 



<210> 1118 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1118 

aggtggtact caagccatgc tgcctcctta catccttttt ggaacagagc 



<210> 1119 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1119 

tgcatcgtaa aaccttcaga aggaaaggag aatgttttgt ggaccacttt 
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<210> 1120 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1120 

tgtggttagg aagcaatttc ccaatgtacc tataagaaat gtgcatcaag 



<210> 1121 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1121 

gcctgcgttg ccacttgtct taactctgaa tatttcattt caaaggtgct 



<210> 1122 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1122 

agctaatatt gctgcaatgg ctggcaggaa acaggtgatc aagagtgtca 



<210> 1123 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1123 

tcgaccccag aggtgaatgt attgttatta ttgttttgtt gttgttgtga 



<210> 1124 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1124 

tccttggcag ctgtattctg gagtctggat gttgctctct aaagaccttt 



<210> 1125 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1125 

tttgccatgt ccagtacaga ataatttgta cttagtattt gcagcagggt 

<210> 1126 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1126 
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tagagaacct atagcatctt ctcattccca tgtggaacag gatgcccaca 



<210> 1127 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1127 

aactcatgtg caggtttgat aaacaccaga acagaagaca gtgatgctgt 



<210> 1128 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1128 

tggccctgac agtattcatt atttcagata attccctgtg ataggacaac 



<210> 1129 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1129 

acctggagag agaaggtatt gaaacatctc ctttatgtgt gactttccca 



<210> 1130 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1130 

agaaataccc actaacaaag aacaagcatt agttttggct gtcatcaact 



<210> 1131 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1131 

atgggcaaat tcttaggtaa gacaaaaaca cagccccaag ggcaggtagt 



<210> 1132 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1132 

gctgatgcca ctacccgatt tgtttatttg caatttgagc catttaaaga 



<210> 1133 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1133 

cctgttccct tcagccaacc cgtttctgca gtaaaattaa gcctgtcaaa 



<210> 1134 

<211> 50 

<212> DNA ' 

<213> Homo sapiens 

<400> 1134 

tggcttaaac cagtgttcag tctggtgcca aacttcgaat ggaatacaaa 



<210> 1135 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1135 

tgtgagttgt gaccatgtaa catgagaggt tttgctaggg cctattattt 



<210> 1136 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1136 

agctgagtaa ttctaatctc ttctgtgttt tccttgcctt aaccacaaat 



<210> 1137 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1137 

aatttgctag aatccagtaa atcattttgg tagctctggc tgtgctatca 



<210> 1138 

<211>. 50 

<212> DNA 

<213> Homo sapiens 

<400> 1138 . 

tggctcgaag tttctctagt gttttctgtg gaaggaataa aaatttgagt 



<210> 1139 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1139 

actcttggga gtgctgcagt ctttaatcat gctgtttaaa ctgttgtggc 



<210> 1140 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 1140 

tttacatgat tggaccctca gattctgtta accaaaattg cagaatgggg 



<210> 1141 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1141 

tgaaatcaaa gcacggtgca gaacttgtac caagtacaaa aggtccatgt 



<210> 1142 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1142 

ccttactctg tccttgatgg aggggagaag ggagggcaaa gaagttaaat 



<210> 1143 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1143 

caccgccatg caactccatg cctatttact ggaaacctgt tatgccaaac 



<210> 1144 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1144 

caagagaatg aaggaggcta aggagaagcg ccaggaacaa attgcgaaga 



<210> 1145 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1145 

agtctcgggt atgctgttgt gaaattgaaa ctgtaaaagt agatggttga 



<210> 1146 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1146 

actaaactac ccgaa'ggact taggtgcttt gtgtacttaa ccccaggacc 
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<210> 1147 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1147 

gccaccactg tctgtttgag actccttcat gagcaaagat tgatgtatgg 



<210> 1148 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1148 

atgaatttga agacatggtg gctgaaaagc ggctcatccc agatggttgt 



<210> 1149 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1149 

agcttcagtc tctactggat tagccctact ctttcctttc ccctccatta 



<210> 1150 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1150 

agatgtggtt atcacaagtc tcgaggggga aactactgca taaaataact 



<210> 1151 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1151 

tcagtaaaaa tgcctgttgt gagatgaacc tcctgtaact tctatctgtt 



<210> 1152 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1152 

agttaactgc ggagccaaga gttggactat aattaaatta ccttccttgt 



<210> 1153 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1153 

ccggtttggg ttgttaatgg ttgaaaactt agaggaacat agtgaggcct 
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<210> 
<211> 
<212> 
<213> 



1154 

50 

DNA 

Homo sapiens 



<400> 1154 

ccggtttggg ttgttaatgg ttgaaaactt agaggaacat agtgaggcct 



50 



o 



<210> 1155 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1155 

ccagtgattt gattaactca gggcaaggct gaatatcaga gtgtatcgca 50 



<210> 1156 

• <211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1156 

ttttgaccca gatgatggtt cctttacaga acaataaaat ggctgaacat 50 



<210> 1157 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1157 

actggacatc gccctacgca acctcctcgc catgactgat aagttccttt 50 



<210> 1158 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<!400> 1158 

actgctggta gcatttatct gacttggaaa gttggagaag aggcattcct 50 



<210> 1159 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1159 

cttccgaaga gaagaggctg gggctgtaac tggaaagggg aagcgcacag 50 

<210> 1160 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1160 

cctgaccttg agctctagtc tcccctttaa atcttacctt ggcagtaaca 

<210> 1161 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1161 

ttggtcccac agtttttatg tgtcctactt gaaattatgt ttgctcccgt 



<210> 1162 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1162 

tggaggattt ttgttaagtc aagtgtcaat cgaagttaaa aagcaagggt 

<210> 1163 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1163 

atggctcttt tcctattaga gcaacttgtg tttccctgat aatgtgtaca 

<210> 1164 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1164 

gtcgtgactg acttggtgtg ttgctattgt gtttctatat actccgtcca 

<210> 1165 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1165 

tttagtccag tggtttccac agctggctaa gccaggagtc acttggaggc 

<210> 1166 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1166 

tggaagacag taaagaacag ccctctgtag tcagtaaagt ttcaccttct 

<210> 1167 

<211> 50 

<212> DNA 
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<213> Homo sapiens 
<400> 1167 

tgggtggagt attatgttta actggagttg tcaagtatga gtccctcagg 



<210> 1168 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1168 

aaagtagtaa atcgggctgt cttaatagtg cgcctgttac taatggaatt 



<210> 1169 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1169 

atgtcaagct ttgggtctct ggagtataac tttttgtaac attagccatt 



<210> 1170 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1170 

atctaggaca cctccatcaa acctcctctt gcactttccc tctggcttcc 



<210> 1171 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1171 

tgtgatggga acagtgtctt agggagatgc agcttggact tgaggtaaat 



<210> 1172 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1172 

agaatgggag gccaaccttc tatcagagtt aaacttttga caagggaaca 



<210> 1173 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1173 

aaaaatgtga aactgccctg cctccccttt ttgctgacaa cactgtgtac 



<210> 1174 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1174 

ggccccatta caaaactcct taggaacctc gccctctctc tgctgtaagg 



<210> 1175 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1175 

gctgctgtct agatttatgt gtgctctgac aagaaatgtt ttgtgtaaca 



<210> 1176 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1176 

ccaggctgcg gtgagaatgc caagaaggca ctacctccca cccacatcac 



<210> 1177 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1177 

ccagttgtct tgaacagcct gactcctgcc agccctatgg aagttccttt 



<210> 1178 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1178 

ccagttgtct tgaacagcct gactcctgcc agccctatgg aagttccttt 



<210> 1179 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1179 

tctttaagaa gaccaccaca tagaataccc cttcctatca gctcgctctg 



<210> 1180 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1180 

tttgactttc aggatgtcat actacttctg tacctagcat tttcagtcct 
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<210> 1181 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1181 

tgcttagatt tgttcctgtt gtcaaaactg ttacccccaa aattggtgtg 



<210> 1182 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1182 

aacaaggtac atgcattatg tgtcacatta ctgggcaaac tgttcaagta 



<210> 1183 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1183 

agcacaagca gtgtctgtca ctttccatgc ataaagttta gtgagatgtt 



<210> 1184 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1184 

agtgactaaa tactgggaac ctattttctc aatcttcctc catgttgtgt 



<210> 1185 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<A00> 1185 

cttcaggact gtatgagccg agcagttaca agacacaaag aagttaaaaa 



<210> 1186 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1186 

agggccagat ttcatgttga ccctggggat gctgtgaatt tctcctgcag 

<210> 1187 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1187 
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aaatgcaggt ttattatcca gcactgagag agttaacaag gactggaaaa 



<210> 1188 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1188 

aaatgcaggt ttattatcca gcactgagag agttaacaag gactggaaaa 



<210> 1189 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1189 

ccctccttaa tcaacttcaa ggagcacctt cattagtaca gcttgcatat 



<210> 1190 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1190 

aaaccagtga ctcctaatct ttttcaagtt aagacacctt accattgctt 



<210> 1191 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1191 

aagggaacac aaaactgtgg tcctgacaat actaattcta cccgttttca 



<210> 1192 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1192 

tttttgtacg atcagcctta ctgctaataa aagcacttcc acagggaaaa 



<210> 1193 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1193 

aaattctaca aaggagaggt tgggcgttac aaaggcattg tgaatctaat 

<210> 1194 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1194 

aaattctaca aaggagaggt tgggcgttac aaaggcattg tgaatctaat 



<210> 1195 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1195 

ttcaccgagg acatgaaact ccaccttgcg gggataaaga gagaaaaaca 



<210> 1196 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1196 

tgtgctcttc agtagaggat tttctgtgat cctacaatga agggaaagct 



<210> 1197 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1197 

tttgtgtaaa accacctttt gaagcagcaa ctatcaagtc tgaaaagcaa 



<210> 1198 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1198 

agtgggtgaa tcacagtaat ttccctgtaa aatgtggtac ctgaagtcat 



<210> 1199 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1199 

taggctcata gccttgtatt tcgttttaga ttgtaagctc aatggcaggg 



<210> 1200 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1200 

gctcaagcaa atgtttggta atgcagacat gaatacattt cccaccttca 

<210> 1201 

<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 1201 

aagtcatcat ttgccttgaa agtttcctct gcattgggtt tgaagtagtt 



<210> 1202 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1202 

gagcaggggt gggagtggct gtaacttcac aatcctaata cagtaaatgt 

<210> 1203 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1203 

ttcttaagga gtcttaactc ggtacttggg ttaacgccag aaattacttt 

<210> 1204 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1204 

ttggtgagtt gccaaagaag caatacagca tatctgcttt tgccttctgt 

<210> 1205 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1205 

aggccttgtt tttcagcttc atctgcagtt ctatgtgaag attgataaat 



<210> 1206 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1206 

tgcaacttag aaaccagcta cagtatggcc cacttaataa aacacctgaa 

<210> 1207 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1207 

agtttattgt tagccaggtt gcttgaaagg ttgagagtgg agtggtttgg 
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<210> 1208 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1208 

gcataactgc tctagcttct tgtttaccat agtactgtgg cttcagattt 



<210> 1209 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1209 

tgtatctttt cctgttaaac acacagaccc ctccccaatc tggacattga 



<210> 1210 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1210 

gccttgccag cctgtgtgct tgtgggaaca ccttgtacct gagcttacag 



<210> 1211 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1211 

gcatgaatgg gcaatatttt catctgttta cttgtagtgc catagaggcc 



<210> 1212 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1212 

ggccttctat gtgcttagcc ataacaattc cattaagcaa gaaggtaagc 



<210> 1213 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1213 

aattgaacaa taaccattgg tgactggagc aggtaattat agcctgcaga 

<210> 1214 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1214 

aggggtccca agagcctgtc ctcttttgtt caaaatacat cttgaaacgt 
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<210> 1215 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1215 

cctgctggga ctccctgact tactttggtt ggttcctagt gctacttgtt 



<210> 1216 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1216 

ggaaagctcg tcagtttagt aggctccgaa atagaatagc agttgtcact 



<210> 1217 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1217 

agaaggtaac tttatagaag taacaccaat atcctagtct gcttgccccg 



<210> 1218 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1218 

gctgctccct ggttccactc tggagagtaa tctgggacat cttagtgttt 



<210> 1219 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1219 

ctctcctctt cccacctctg tatcccacac aggcatctgg tgatgttctc 



<210> 1220 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1220 

acacctgttc tttgtaattg ggttgtggtg cattttgcac tacctggagt 



<210> 1221 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1221 

agcctaggtg aaaatctatt tataaatgga ccacaactct ggggtgtcgt 



<210> 1222 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1222 

catgaagctc tcaagtcctg catcctgagg atccagatgg atgacaagga 



<210> 1223 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1223 

ggtggtgttt cctagacctt ccctgatgcg attttacctt tgttgaattt 



<210> 1224 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1224 

acgatgctgt ttgctctgga atgttcatct tttagacagg ttttggctca 



<210> 1225 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1225 

tccgagggat gagattaagg cagaggcaaa agtttcacac aaagtttctg 



<210> 1226 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1226 

gccacaactc ccatagatgc caatgttttg atagcctcag tttctcaacg 

<210> 1227 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1227 

tgacccaccc accaaggaag aaagcagaat aaacattttt gcactgcctg 



<210> 1228 
<211> 50 
<212> DNA ' 
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<213> Homo sapiens 
<400> 1228 

catgctctcc catgacatct ccatgctggt ttctccatag cataaatgaa 

<210> 1229 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1229 

ggtgccgtgc atcaccaaat gaaagtttgt atttaacgag gaggtgcttt 



<210> 1230 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1230 

aaatcctctc tgctgttcac attatccttt gtttaacgta tgaaccaggt 



<210> 1231 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1231 

gtgtagaatt cccggagcgt ccgtggttca gagtaaactt gaagcagatc 



<210> 1232 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1232 

tgggtaggtt aagctgccat acgtgttcag tgtgaatagt gtttaagttg 



<210> 1233 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1233 

tgatgcaaga gtggacgtaa tgctagttgg cagtatttta ttgtaagaaa 



<210> 1234 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1234 

tcagtaaaaa tgcctgttgt gagatgaacc tcctgtaact tctatctgtt 



<210> 1235 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1235 

gggccatttt atgatgcatt gcacaccctc tggggaaatt gatctttaaa 50 



<210> 1236 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1236 

aaaatgctgc tggcttttct gaagacaggt gcttgaactt gtcagtttgt 50 



<210> 1237 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1237 

ccgcccaaaa gtctgttctg atggcactga gttttcattg ttctggatgt 50 



<210> 1238 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1238 

tggttgtgct aaattcatag caggtgcctt attctttgct tttagtcaaa . 50 



<210> 1239 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1239 

tttgccaggg taatcttcag ttggccctga ttcaattaaa tggccttaat 50 



<210> 1240 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1240 

acactcctta agttccaaat gttttccgct aatagtctgt cctaaagcct 50 



<210> 1241 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1241 

aggactcttg aacatctgag cagttttgtg ctttgagcca ctttttgaca 50 
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<210> 1242 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1242 

cgcctatatg aacctggaca tatggactac cacagcgaat aggaatgcaa 

<210> 1243 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1243 

cgcctatatg aacctggaca tatggactac cacagcgaat aggaatgcaa 

<210> 1244 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1244 

tttcctattt tgctccagac tatgttttca gcataccttg ggtctgaaca 

<210> 1245 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1245 

ttgtgctttc tgtatttaaa actttggctg tactaagcaa atgcaaggtt 

<210> 1246 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1246 . 

ggtcatcata gttgaggtat gtgtctgcta tttgcaaaga agttggtcgt 

<210> 1247 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1247 

ttcaggaccc tagaggagag ctttatacaa ttaccgatgt gaatttctct 

<210> 1248 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1248 



185/1425 
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tgttttgctt aatgtggaca atttacacac ccaacacata ctgtttccaa 50 



<210> 1249 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1249 

gagatcaacg ggatgaggtg ttacagctgc ctccctcttc atgcaatctg 50 



<210> 1250 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1250 

aggtagggtt taatccccag taaaattgcc atattgcaca tgtcttaatg 50 



<210> 1251 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1251 

agggggtgat ttttgctctt gtcctgagaa ataacagtgc tgttttaaaa 50 



<210> 1252 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1252 

acttgagtgg ggttttcctt ttcccccaat tctaagagaa tataatgtgt 50 



<210> 1253 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1253 

gcgtctgttg ttagcaaaga atagattcac acagtctaag gtttccttcc 50 



<210> 1254 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1254 

ccctcttagc ctatccatct taagccccaa gctgagtgtg gttctggtaa 50 



<210> 1255 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1255 

taaggagaat tagactccca agtagacacc agagtcactg tttggttggt 



<210> 1256 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1256 

acgtgttttt gggatatgtt tccaatcttt aaatgacctt gccctgtcca 



<210> 1257 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1257 

aaccatttgt taactgtact gaaggtgtgt cctcaagaag aaagtgttca 



<210> 1258 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1258 

aaacaaactg tgtaactgcc caaagcagca cttataaatc agcctaacat 



<210> 1259 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1259 

aaactgatca cactgactgg atctgtccac gacatggaaa ataaactgga 



<210> 1260 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1260 

ttgcattgat gaattttgta tctgcttcca ttaaaagcat aacagccaca 



<210> 1261 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1261 

atctctcctt cagtctgctc tgtttaattc tgctgtctgc tcttctctaa 



<210> 1262 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 1262 

ttgaagtttt aagggacgtc agtgtttatg ccatttttcc agttccaaaa 



<210> 1263 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1263 

ggtcggctct tatagagtgg ccatagtgtt ctgtcaaaac acttgcttcc 



<210> 1264 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1264 

ttctccttca cagctaagat gccatgtgca ggtggattcc atgccgcaga 



<210> 1265 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1265 

catgattcca aggatcagcc tggatgccta gaggactaga tcaccttagt 

<210> 1266 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1266 

agtgaagatc tggctgaacc agttccacaa ggttactgta tacatagcct 



<210> 1267 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1267 

aggccatcat tctatacctc atttaagcca ttgttatcaa gggtttaccc 



<210> 1268 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1268 

agagtacatg gaaagttagg tgttcaaatt cacatctaat ttccctggga 
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<210> 1269 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1269 

gttttcagtt ttccccttta cagtcttctc ccctcacctc caggaccctc 50 



<210> 1270 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1270 • 

atccttcaga atgtgttggt ttaccagtga caccccatat tcatcacaaa 50 



<210> 1271 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1271 

gtctggcctt ggcttgctcg gataaaactt tgtatgtatt ttgtatggca ■ 50 



<210> 1272 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1272 

tgctgagcat ggggaatgtg gctgctgcag agacgttatg aaacacttct 50 



<210> 1273 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1273 

tctccatcct tgtgaatgtc ctcgtctgtt tcaaatacag tgcagtcagt 50 



<210> 1274 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<400> 1274 

tggttcttct gatgagcaag ggaacaacac tgagaatgag gaggaaggag t 51 



<210> 1275 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1275 

tgaagttaag gattacttgg ctgccatagc ataacaatga agtgactgaa 50 
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<210> 1276 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1276 

ggctttcttg ttttggtgtc ttggagtgct gggtaaggtt cagtggatat 



<210> 1277 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1277 

ctatctacac catcatgcgc tggttccgga gacacaaggt gcgggctcac 



<210> 1278 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1278 

gaagcggctg gcaactgaag gctggaacac ttgctactgg ataatcgtag 



<210> 1279 

<211> . 50 

<212> DNA 

<213> Homo sapiens 

<400> 1279 

aagcaagaga ttgtaaaccg ggtacagaat ccaagagatg agagaggacc 



<210> 1280 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1280 

agacgaatgc ttgtcagttg tagctttcca ggattctgct ccaatgagga 



<210> 1281 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1281 

caaactgatt gcggggcagg gacttgagta tggggagagg ctgcaaaaga 

<210> 1282 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1282 

gaacatcagg agaggagtcc agagcccacg tctactgcgg aaaagtcagg 



<210> 1283 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1283 

agttggagag ttactcgaac ctcaggtgac agttgtaagg cagacatagt 



<210> 1284 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1284 

ctcctccagg cctctcggat gcctctgttg ggacagctaa gttcctcttc 



<210> 1285 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1285 

tcctccatat atccaaacaa caaagcataa tatttcgccc actaagccaa 



<210> 1286 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1286 

tgctgttgca aaagaagaag acatctctgc ctgagtttta attttgtcca 



<210> 1287 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1287 

tttctgctgg agtcccctgt gtcctcagcc atcccaagaa gggtttgctg 

<210> 1288 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1288 

ctggttggat ctgcatctca cgcccactgc acaccgttcc tctccatctg 



<210> 1289 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 1289 

acctcgactc cctggtgctc tttgcagagt tgggcagtga aattaccttt 



<210> 1290 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1290 

atacacagca cgacgtatcc ttgtaccgac ttctcccggt tcttgtttga 



<210> 1291 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1291 

gtacttagga agacacagct agatggacaa cagcattggg aggcttagcc 



<210> 1292 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1292 

catctctggt tgtgtctgtg ccgactcggt gttgaatcaa atcaggtgtg 



<210> 1293 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1293 

caacaatagg aggtggaatg ctgcaagggg ctgcaaatga gggcaatgca 



<210> 1294 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1294 

atatttcact ttacatccaa acatcacttt ggcttcgaag ccgccgcctg 



<210> 1295 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1295 

tggcaaattc tgcgagtgtg ataatttcaa ctgtgataga tccaatggct 



<210> 1296 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1296 

tctcacatgt ccatttgaac cacccaaacc aaaaacaaag cataagctgg 



<210> 1297 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1297 

tccaggatgt ctacaaaatt ggtggtattg gtactgttcc tgttggccga 



<210> 1298 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1298 

tggacatagc agcacatact acttcagagt tcatgatgta gatgtctggt 



<210> 1299 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1299 

aacagaagac gaggacacag agcgagaata agcacaactc agacaacaca 

<210> 1300 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1300 

tgaccactta tgcactttct gaatfctgctt tccatgctca gagttctgct 



<210> 1301 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1301 

ctttgacccc accttgtgga aacccagctg tctactggca gacattggtg 



<210> 1302 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1302 

aaacaccagt ttgcaggaag aaaggaagag aatggaaatt gcttctggaa 
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<210> 1303 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1303 

ccctaccatg agccctacaa acaactaacc tgccactaat agttatgtca 

<210> 1304 

<211> 50 

<212> DMA 

<213> Homo sapiens 

<400> 1304 

agtcgtatta gagccttggc gtaatcatgg tcatagctgt ttcctgtgtg 

<210> 1305 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1305 

ttgctgcctg atctgacata catgatccat cgggttttgt tacaaggaac 

<210> 1306 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1306 

catgttcata ggtaatcttt gtactctgtg tgcagcagta tttggtttgc 

<210> 1307 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1307 

aattcgccct atagtgagtc gattaccaat cactgcccgc gtttacaacg 

<210> 1308 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1308 

ac e aggtaact gaagatcaaa gtaaagcaac agaggaatgt acatctacct 

<210> 1309 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1309 
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aacagttggg caccctgaat ggcaaatggc aaatttggag cgctaataat 



<210> 1310 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1310 

gccaatcact ttattgactc ctagccgcag acctcctcat tctaacctga 



<210> 1311 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1311 

atgtgggagg ggcatggcag ctatgaagga cctcctacct ctggtttctg 



<210> 1312 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1312 

catgggacgg ggagaaaaag caaaccctgg cacttgggaa tacttatacc 



<210> 1313 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1313 

ttgtgccctt gactgggtat ttcttgaagc ccttggatct acctttggtc 



<210> 1314 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1314 

acataatacg gttgtgcgag cagagaatct acctttccac ttctaagcct 



<210> 1315 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1315 

ccagcctttg cctcttcctt caatgtggtt tccatgggaa tttgcttcag 

<210> 1316 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1316 

aaaacctcga gtcatggtga atgagtgtct cggagttgct cgtgtgtgta 



<210> 1317 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1317 

gtgagcacgg acatgcggca tcatcgagtg agactggtgt tccaagattc 



<210> 1318 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1318 

caccacagtc tcagtgcagg gctgggaagt gaaagacgat tcaccagacc 



<210> 1319 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1319 

tttgtgggtg ggtgattagt cgttgctgat gagatatttt gagggtgggg 



<210> 1320 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1320 

accttgtaag tgcctaagaa atgagactac aagctccatt tcagcaggac 



<210> 1321 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1321 

gccgagatct gctcagacta catggcttcc actatagggt tctacagtgt 



<210> 1322 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1322 

aaatcagaat tcatttagct caccacatct cttgaatgtg attgacctac 



<210> 1323 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 1323 

aggtgtttaa cagtgttatt ttgccactgg taatgtgtaa actgtgagtg 



<210> 1324 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1324 

tggagtttcc aggagaaaaa taatcacctt tgaaggtttt tagagcatgt 



<210> 1325 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1325 

ggtaacaaca tccgtctgaa agggtcggac ctcgtccaaa ggagataggc 



<210> 1326 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1326 

acattttgat ttcttctctc tgtggggtgg caagttgagg gagcattctt 



<210> 1327 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1327 

cgtaaaccaa tgtggtacac tagttggccc gaacttggta taaaccgcct 



<210> 1328 - - 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1328 

tctttaagtc tgtcaaacca gaactctttg aagcactttg aacaatgccc 



<210> 1329 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1329 

agctggcgta atagcgaaga ggcccgcacc gatcgccttt ccaacaagtg 
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<210> 1330 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1330 

agatgcattt taaatgtcta taaatggtgt cataactaga gcacgggcgt 



<210> 1331 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1331 

attaaaacgc ttggaagaaa atcccctttt ggcaggtggg ggaaaaagca 



<210> 1332 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1332 

attcaaccaa tagcccttgc cgtaccgcct acccgtaaca ttactggagg 



<210> 1333 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1333 

cgcctatagc actcgaataa ttcttctcac cctaacaggt caacctcgct 



<210> 1334 

<211> 50 

<212> DNA 

<213>- Homo sapiens 

<400> 1334 

gttgtgcatg attccccacg tgtctctgtt tatccagata agaaaagata 



<210> 1335 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1335 

tcttttagga tttgtctttt agaatctcca gtcctcacag gaaaaccccc 

<210> 1336 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1336 

tgggtggagt attatgttta actggagttg tcaagtatga gtccctcagg 
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<210> 1337 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1337 

acctcattct gacacctgca tatagtgtgg gaaattgctc tgcatttgac 



<210> 1338 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1338 

gttctggagg acaggaaggg tgacccacag aggattatac caccggggtg 



<210> 1339 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1339 

gccgcagacc tcctcattct aacctgaatc gaaggacaac cagtaagcta 



<210> 1340 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1340 

tgagtcgtat tacaattcac tggccgtcgt tttacaacgt cgtgactggg 



<210> 1341 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1341 

taagattatc aaccttgggg tcgttttgtt gttcgcggat tgagcacgga 



<210> 1342 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1342 

ctgggctgaa gcctattcct atggggctct ggaatgtttg tgactgaatg 

<210> 1343 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1343 

ttgtccattt ggaacagagt cactataaag aacgggctca actgggcacc 



<210> 1344 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1344 

gcagacatag gcgaagaaaa catggcattg agtgtgctga gtccagacaa 



<210> 1345 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1345 

cttttcccac cccctccccc tccatgtgaa gatttgggtg cttaacatat 



<210> 1346 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1346 

ggcactgcct ccttacctgt gaggaatgca aaataaagca tggattaagt 



<210> 1347 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1347 

aaaccacacc aggaactcct tgcatggcaa aagctgaaca gtacaaatcc 

<210> 1348 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1348 

acacagtcat ccccatgcag aaacctcaga aaacaccaat gtattacaca 

<210> 1349 

<211> 50 

<212> DNA 

<213> Homo sapiens- 

<400> 1349 

gtctgaacga gactcaattc ctctccgagg ctccccaaac aaattgtagc 



<210> 1350 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 1350 

gtgcagtcca tcagatccaa gcctgtctct tgaggaacaa ccgcgcagac 



<210> 1351 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1351 

gacccaggct atggatgagg ctgactatta ctgtcaggcg tgggacagca 



<210> 1352 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1352 

tggtggcaaa tctgattttt ggaaacgagt attggaggac fcataaaacaa 



<210> 1353 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1353 

acatttcttg ttggcactac agcaaccaca tacagtacag acaacctcca 



<210> 1354 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1354 

tgggataaag gtgtgtcggt ttagcacctc tggaagacct atctagagct 

<210> 1355 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1355 

cctggcacat gttgtctgga gtctggcaca ctggttatca atagcacatt 

<210> 1356 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1356 

gcatgttctc accgtgaagg agagtgatgc agggagatac tactgtgcag 
<210> 1357 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1357 

aaagtgggtg gaagacttcc tggtgcagga ggctcactcc gatttaaggt 

<210> 1358 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1358 

ctgtggtctg ttatatgaga gagatccttt aactagagca aagagggagt 

<210> 1359 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1359 

gcttgctgtt ccttagaatt ttgccttgta agttctagct caagttgggg 



<210> 1360 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1360 

tttctcagag ctggaggttg ctgggcacct aaatgatgtt tcatgatagc 

<210> 1361 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1361 

ctttttgtaa gttacaacat tccactggat ccttatattg cctgtagtgg 

<210> 1362 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1362 

ctcatctatg tcttctaaag cttttctgca ttcttccacc tgggattcaa 

<210> 1363 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1363 

ctgtctttgg aaggagacac aagaacctga taacattggt tgtcttcggg 
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<210> 1364 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1364 

aaacaagaac ccacttaaac acagcatcaa actctaccat gaaatgaaga 



<210> 1365 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<4O0> 1365 

ttcttcctgg tcatattcct cttttgattt tctaagaact tccctcagga 



<210> 1366 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1366 

acacaagata ctgccacttt ctctacacaa agacccaccc aaacaccagc 



<210> 1367 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1367 

ctttctcagg aagtggctct gccaggcagg actatgtggg aaagggtttt 



<210> 1368 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1368 

attacatgct aactcaaact tacaaaatca agctctctgt gatcctggtt 



<210> 1369 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1369 

gattaaaggc ttccatcgat tgggtagtgt ccttcaagtg ggtggcgaag 



<210> 1370 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1370 
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tgtattaaca ggcttattgc tatgcaggga aatagaaggg gcattacaaa 



<210> 1371 

<211> 50 

<212> DMA 

<213> Homo sapiens 

<400> 1371 

tggtggatgg atggaaacac atacctccta attaacctgt tggtggaaac 



<210> 1372 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1372 

gccttggagt gtgacatttc tgcgagaatg cttaaatacc gatttcccgc 



<210> 1373 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1373 

agggagtcgt tttaccaatt cactggcccg tgttttacaa acgtctgact 



<210> 1374 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1374 

tggagagctt gggacaaggt cagaatgaaa acataccagt caatcctgct 



<210> 1375 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1375 

acctgtgctc tttggatacc taatgcgaca tttaagttgt atttgacagt 



<210> 1376 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1376 

aggctgggca caaaggagaa aggaggacat ggaaaatccg acaattcgaa 

<210> 1377 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<400> 1377 

atctcaaatc cttgagcact cagtctagtg aagatgttgt cattatgtac 



<210> 1378 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1378 

gggtcatagg ttcatgggtt tgttgagaat tgtggctcct ggtttctggt 



<210> 1379 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1379 

gccttctttc tgctgactgg gggctttcat ttaaaaggag tctttttaat 



<210> 1380 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1380 

tgtaaacagt ggcaggagcg tggacttaaa acaaggcttg cttatttggt 



<210> 1381 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1381 

gccctttggg ttaagccttt acattcatga agacccctcc agggtagaat 



<210> 1382 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1382 

aaaaggaaaa cgaaaaagga aaaggtggcc aatgtggaaa aagtttcaat 



<210> 1383 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1383 

actctcagga gccatgaaag ctgcacagtt actttatata ccacgaggca 



<210> 1384 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 1384 

ttatgtcacc agaatgtttg ccaacacccc gaaaaggaac cagaggactt 



<210> 1385 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1385 

aggttatttg agcacagtga aagcagagta ctatggttgt ccaacacagg 



<210> 1386 

<211> 50 

<212> DATA 

<213> Homo sapiens 

<400> 1386 

ggcctgccat ccgagggact gtgttgtaga ttgtgatcaa ggttgattgg 



<210> 1387 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1387 

acaggtagtt gaataattgt ttcaagagct caacagatga caagcttctt 



<210> 1388 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1388 

aatacacttt gtgccaaggg aagaacactg catgccctgg gtcttcagtc 



<210> 1389 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1389 

gggaactgga ggtgagaagc attataatag cctctctgcc tttatctaca 



<210> 1390 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1390 

acaagccaaa gtggcatgtt ttgtgcattt gtaaatgctg tgttgggtag 
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<210> 1391 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1391 

aacagactgt cgtagaaaac tgtctttgct tccaaatcag cagaggacca 



<210> 1392 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1392 

gcccctcaga agagccaaac tttgagtttt atgtctgttt gtcattgata 



<210> 1393 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1393 

ccttgtgtcc aacgggaata ggaagaatta gttactgact tcacctgaga 



<210> 1394 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1394 

cccacaattg gactgatagg gggagaaaat ccaaagagac ggagcaactg 



<210> 1395 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1395 

aacggcaact gggagatttg tgagtgaaca ctgtttcatc ttaatatgct 



<210> 1396 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1396 

acatctgaga aaccctgaat cctgcaatca agtagaagtc aacttcatct 



<210> 1397 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1397 

gccataggaa ggtttaccag tagaatcctt gctaggttga tgtgggccat 
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<210> 1398 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1398 

tcatctcaac ttagtattat acccacaccc acccaagaac agggtttgtt 



<210> 1399 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1399 

gactgaaaga tttagccata atgtaaactg cctcaaattg gactttgggc 



<210> 1400 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1400 

ggcactgtct gtgtccttcc ttgaactgtc taccctgttg cttttcacaa 



<210> 1401 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1401 

ggccagccga ggctacaaaa actaaccctg gatcctactc tcttattaaa 



<210> 1402 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1402 

actaggttgc aatatgtgaa atcagaggac caaagtacag atggaaacca 



<210> 1403 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1403 

ccctgtctga ctacaacatc cagaaagagt ccactctgca cttggtcctg 



<210> 1404 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1404 

ggcatcgccc atgctcctca cctgtatttt gtaatcagaa ataaattgct 



<210> 1405 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1405 

aaagcaacga aaggaacgca agaacagaat gaagaaagtc agggggactg 

<210> 1406 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1406 

tcccactttg tctgtacata ctggcctctg tgattacata gatcagccat 



<210> 1407 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1407 

gaagcggctg gcaactgaag gctggaacac ttgctactgg ataatcgtag 



<210> 1408 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1408 

cagtcacgtc agttatgtag atactgcatg gcaggagagc tttacgctaa 



<210> 1409 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1409 

gccacccctc acacagccaa accccagatc atctgaaact actaactttg 



<210> 1410 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1410 

gcaggtgacc attggcacac gctagaagtt tatggcagag ctttacaaat 

<210> 1411 

<211> 50 

<212> DNA 
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<213> Homo sapiens 
<400> 1411 

tgccatgctg ctaggaaatt gtcctttttc tttctagctg ttaacctact 

<210> 1412 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1412 

aacttattcc agtgttgatc gcaagctgtt gatgcacagg cgtcttgtgg 

<210> 1413 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1413 

tgaaaaggat taaagctggt attctagaac atgcccttca ctggttgtgt 

<210> 1414 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1414 

ggtaaggttt ctaggaggtc tgttaggtgt acatcctgca gcttattggc 

<210> 1415 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1415 

tgattctgta aagctgtgga atgaagctgc agatttagag aacattggct 

<210> 1416 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1416 

cgattttaca cggctgggta gaatttgtag aaaagatcca cagggcaagc 

<210> 1417 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1417 

gctactactt cattgcaacc tttattactg accacatcag acatcatgct 
<210> 1418 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1418 

gggctgaagt acctaagtgt gaatgtctct cccgttaaac tgagtgtaga 



<210> 1419 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1419 

aggaaaacgg ttcaccagtg tttagtttta tattgaggtg ctcaggttgg 



<210> 1420 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1420 

ccgggccttg catataaata acggagcata cagtgagcac atctagctga 



<210> 1421 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1421 

ataatgaaag ctaagcctcg ggctaatttc cccatagccg tggggtgact 



<210> 1422 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1422 

tgcatcgtaa aaccttcaga aggaaaggag aatgttttgt ggaccacttt 



<210> 1423 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1423 

tgctctgttc tggtttctgt tttcaaatca aatgcctgtt tgggaggaga 



<210> 1424 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1424 

caaaatccca aaaccagggc caaggagtgg acgcttctct tgtgagccag 



211/1425 



WO 02/057414 



PCT/US01/47856 



<210> 1425 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1425 

acaaatttct tggctggatt tgaagcttaa actcctgtgg attcacatca 50 



<210> 1426 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1426 

tccacggttg tgccttattg ttccattaaa attgtatctt cgatccatca 50 



<210> 1427 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1427 

ggtctgagag tctgtgaaga tggcccagtc ttctatcccc cacctaaaaa 50 



<210> 1428 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1428 

acacacagga gggaaaatcc tgggattctt tttctaggga tgtaatacat 50 



<210> 1429 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1429 

ctgtttgaac tgttgagttt ccgttgctgg ctgagtgcgt tttgtccttc .50 



<210> 1430 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1430 

ggtctgagag tctgtgaaga tggcccagtc ttctatcccc cacctaaaaa 50 



<210> 1431 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1431 



212/1425 



WO 02/057414 



ggtacagaga agccagcttg tttacatgct tattccatga ctgcttgccc 



<210> 1432 

<21X> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1432 

ggtacagaga agccagcttg tttacatgct tattccatga ctgcttgccc 



<210> 1433 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1433 

gggagaatga atgtgcaacg tggctgaaat ctattttgtg taataaaagg 



<210> 1434 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1434 

ccccaccacc ccattaccac agctgccttt gtgtgtttgt gtcaataaaa 



<210> 1435 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1435 

ccagcaagat aatgtcctgt cttctaagat gtgcatcaag cctggtacat 



<210> 1436 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1436 

ccaacttgag atgtatgaag gcttttggtc tccctgggag tgggtggagg 



<210> 1437 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1437 

gctactagag agcaaggggc tttcttacca ccagtgctga ggagaaaagt 



<210> 1438 

<211> 50 

<212> DNA 

<213> Homo sapiens 



213/1425 
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<400> 1438 

accaagaaac cagcccctga aaagaagcct gcagagaaga aacctactac 



<210> 1439 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1439 

tttcctcatc tatgaattgt cattcacaca cctacttttc tgcttcgttt 



<210> 1440 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1440 

tttcctcatc tatgaattgt cattcacaca cctacttttc tgcttcgttt 



<210> 1441 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1441 

aataatgaca aatgccctgc acctacccac atgcactcgt gtgagacaag 

<210> 1442 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1442 

gtgcccctgt gggtcccagg gaggtcttaa acaaggtatt tttcaactta 



<210> 1443 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1443 

cagtgaagac gtcaggggca aggtctcggg ggtccggaag ggtgatcatc 

<210> 1444 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1444 

tgcaagggag acatatccta gatcactttg ctttttcttt aaggagctga 

<210> 1445 

<211> 50 



214/1425 
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<212> DNA 

<213> Homo sapiens 

<400> 1445 

tgcatcgtaa aaccttcaga aggaaaggag aatgttttgt ggaccacttt 

<210> 1446 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1446 

ttgggggagg ttagggactt atcctgtgct tgtaaataaa taaggtcatg 

<210> 1447 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1447 

acttggctgc catagcataa caatgaagtg actgaaaaat ccagaatttc 

<210> 1448 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1448 

aaaatattaa acacaaacta ccacctacct ccctcaccaa agcccataaa 

1449 
50 
DNA 

Homo sapiens 
<400> 1449 

agctgtttgg taaccatagt ttcacttgtt caaagctgtg taatcgtggg 

<210> 1450 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1450 

agctgtttgg taaccatagt ttcacttgtt caaagctgtg taatcgtggg 

<210> 1451 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1451 

tgtcgccttt tagaaggaga aacttaagtg tggaatgcat tatatgggca 



<210> 
<211> 
<212> 
<213> 



215/1425 



WO 02/057414 



<210> 1452 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1452 

tccttggcag ctgtattctg gagtctggat gttgctctct aaagaccttt 



<210> 1453 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1453 

tttggagtgg aggcattgtt tttaagaaaa acatgtcatg taggttgtct 



<210> 1454 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1454 

tggctgggac gctagaaggg tcatgtgtta actataatca catttatggt 



<210> 1455 

<211> 50. 

<212> DNA 

<213> Homo sapiens 

<400> 1455 

attctggtta accgctcaca tgcataacaa taatgctaga aattcaggaa 



<210> 1456 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1456 

tgctgatttc tagtgtatac tctgtagtct cagttcgtgt ttgattccat 



<210> 1457 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1457 

aaatgaatct ttcaaaggtt tcccaaacca ctccttatga tccagtgata 

<210> 1458 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1458 

tccttggcag ctgtattctg gagtctggat gttgctctct aaagaccttt 



216/1425 



WO 02/057414 



<210> 1459 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1459 

tgcgtgtgcc tcagtttcct cctccacaac tgaatattta tagtggctga 



<210> 1460 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1460 

gggatgtgga ggatttttgt taagtgtcaa tcgaagttaa aaagcaaggg 



<210> 1461 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1461 

agctctctgc acccttaccc ctttccacct tttgtattta attttaaagt 



<210> 1462 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1462 

ccctccagcc aataggcagc tttcttaact atcctaacaa .gccttggacc 



<210> 1463 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1463 

cgtggttgtg ggaggggaaa gaggaaacag agctagtcag atgtgaattg 



<210> 1464 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1464 

acaatgtgtt agcagaaacc agtgggttat aatgtagaat gatgtgcttt 



<210> 1465 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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WO 02/057414 



<400> 1465 

gctagatccc cggtggtttt gtgctcaaaa taaaaagcct cagtgaccca 



<210> 1466 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1466 

acaaatttct tggctggatt tgaagcttaa actcctgtgg attcacatca 



<210> 1467 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1467 

gctgtggttg gttgcattac atgacacaga aaactgtcct ctacctcacg 



<210> 1468 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1468 

gccctggtag gctcctttag aaggaccatt tctgttccta gagcttaact 



<210> 1469 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1469 

ggcatcgccc atgctcctca cctgtatttt gtaatcagaa ataaattgct 



<210> 1470 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1470 

tttccctctc ctgtccttgt gttgaaggca gtaaactaag ggtgtcaagc 



<210> 1471 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1471 

agactggaaa tggggatgag ggtgtaaatt gtattgaaaa agatcgcgaa 



<210> 1472 
<211> 50 
<212> DNA 



218/1425 
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<213> Homo sapiens 
<400> 1472 

ccatgagttg tttggttttc cagaagctgc cagtgggttc ccgtgaattg 

<210> 1473 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1473 

gatacgatga gatccgccgt cactggggtg gcaatgtcct gggtcctaag 

<210> 1474 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1474 

agtctttctg gtttctggag ataacccatc aataaagctg cttcctctgg 



<210> 1475 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1475 

cgatgatggt tacccttcat ggacgtctta atcttccaca cacatcccct 

<210> 1476 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1476 

ggcccctgga catgtacctg cagaataata aagtcatcaa tacctaaaaa 

<210> 1477 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1477 

gcaaacctgc agattcccaa gatgttcacg agcttgtgct ttctaaagaa 



<210> 1478 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1478 

tccccattgt gccgccttta tcaattgcct gttttgtttt gtttgttttt 



<210> 1479 



219/1425 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1479 

ctttagctgc tgttgcctcc cttctcaggc tggtgctgga tccttcctag 



<210> 1480 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1480 

ctgcttatgg cacaatttgc ctcaaaatcc attccaagtt gtatattfcgt 



<210> 1481 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1481 

ctgcttctgg gtgcatggta gactttgtgg catttgatac aacttggaca 



<210> 1482 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1482 

cttatagtat ttatccaccc aaaccccaga ctgagatact gctcccaggg 



<210> 1483 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1483 

gagagaccag cctttcttcc tttggtagga atggcctgag ttggcgttgt 



<210> 1484 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1484 

cagaggtggg agtaactgct ggtagtgcct tctttggttg tgttgctcag 



<210> 1485 

<211> 50 . 

<212> DNA 

<213> Homo sapiens 

<400> 1485 

ctgtgtgccc cagctgcatc agccagcttc taggtggctc cattgttttc 



220/1425 



WO 02/057414 



<210> 1486 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1486 

agagcagaat agcaatataa gagcacagac gaacatagac acgacagcga 

<210> 1487 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1487 

ctattaggac ccagtgatta tgctaccttg gcacggttag ggtactgcgg 

<210> 1488 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1488 

aaagaagcat gcacacttat cacaaacaac tctctcaggt ggccagtctg 

<210> 1489 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1489 

tgctgcctat atgaagtctt tgagaaagcc cctcttggag tctgtgcctt 

<210> 1490 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1490 

gatatacgag gacaaaaccc atctaccagg cagctaacaa accgccgcca 

<210> 1491 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1491 

gccactttat tagtaatggt cgatagtccg aatcgatggc tagggtgact 

<210> 1492 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1492 



221/1425 



WO 02/057414 



taatctggcg ggttataccc ccgtgttctc cggattatat ttcgggacac 



<210> 1493 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1493 

gctggatttg tgggtatggg ggcggttttt gggcgaaggt tggttgttac 



<210> 1494 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1494 

ccacatcatc gggggcgaaa tagaagccca gagagaggct aggtgtagga 



<210> 1495 
<211> 50 
<212> DNA 

<213> Homo sapiens - 
<400> 1495 

agggagactc tcagccttca gcttcctaaa ttctgtgtct gtgactttcg 



<210> 1496 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1496 

ttgtcaagct gctgctgtct tcaagatcta cctggtcaga atctcctgct 



<210> 1497 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1497 

ggccagtctc tatgtgtctt aatcccttgt ccttcattaa aagcaaaact 



<210> 1498 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1498 

tctctcacat tctgtctttc ccctcctcct tcaccttccc tccgtccctc 



<210> 1499 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1499 

acacgagact atagagaatg cagcacacag atgagagcag agcaaataga 



<210> 1500 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1500 

gcatccagat ggtggtttac tctgcaacag tctaatgttc ttcacttcca 



<210> 1501 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1501 

ggggttttca ccctacctaa agatgcttta attgctgttt tccaaattgt 



<210> 1502 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1502 

atgcctaaca agcaacatga tcctataaat ccaccccaag ccaatctggt 



<210> 1503 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1503 

ccaccatctg gtacgttttt acttcctcac ccgcgtgtac tccgattacc 



<210> 1504 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1504 

gagtatattc ccccagttat ttgctcttcc ccacacaggg tggtagtacc 

<210> 1505 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1505 

caaaggaagg ggcgtgaagg ggtgagaaaa atatgggacc caaattgtgg 

<210> 1506 

<211> 50 



223/1425 
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<212> DNA 

<213> Homo sapiens 

<400> 1506 

tttccttaca ggcggtaaca ccggtccaca cagttcttgc caaaacaaag 

<210> 1507 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1507 

aattttctct cacctcatca ctcgggacct ccccagtgat aataacccgg 

<210> 1508 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1508 

gcgggtgtaa ggggatatct tgataaactg gagcccagga agattacaaa 

<210> 1509 

<211> 50 

<212> DNA 

<213> Homo Sapiens 

<400> 1509 

acgccgacaa tcaagaaaat gtgagttata acggacaagg ttgtattatg 

<210> 1510 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1510 

gatattggta gtaaaggggt tacctgtgaa cttccaaaat tccttggggc 

<210> 1511 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1511 

taaagatgtc cgggtacact tcgccaaggg ttagcgtctt tgggcatttc 

<210> 1512 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1512 

tcctaatttc ttctgtgaac cttctcaaat cccccagcat gcgtgtagtg 



224/1425 
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<210> 1513 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1513 

ctgcatgatg tcatcaacct gctgtagtgc ggaaacgacc acaacacaca 



<210> 1514 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1514 

aaagacgaac gagacacgaa agcaacgaac gaacacagag cacgccgcac 

<210> 1515 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1515 

tttcaacacg catcccttat gggcgaactg tcctcaaaca acaacaagtg 



<210> 1516 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1516 

taggacgaga aacgaagaag gacagagcga gaacaagtaa gcagggacac 

<210> 1517 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1517 

ggtggagaat caaaacgacc ccgcaaataa acatggcgat ttggcttggg 

<210> 1518 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1518 

tggcctttta aataactggg cttctcacaa ccatagtgaa cagaaacagc 

<210> 1519 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1519 

attgtgacat ggtgatgcct cattgctgat atggtcctgt ggttatgtgc 



225/1425 



WO 02/057414 



<210> 1520 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1520 

ggaagagata acaccacaac gaaagagcag gcaagagaga ccaaagcaca 

<210> 1521 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1521 

ggtaaaaggc gttactctcc gccctcttca aggaacggcc aagagtataa 



<210> 1522 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1522 

acccaagggt ctcgccagtg gggttaagtc acaatattac tacacaaggg 



<210> 1523 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1523 

acagtacaca atcacctgca agggacatag cacacaaacc gctaaagagg 



<210> 1524 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1524 

tctcacagcg agaggaggag acgggatgac cgagaggtag acgattatac 



<210> 1525 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1525 

cgctggtgtt gtccccaagt gatttattct actggagtgc ctggtgtctt 

<210> 1526 

<211> 50 

<212> DNA 

<213> Homo sapiens - 
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<400> 1526 

ttccggcttt taacaaacac acaccacact aacacaacaa cacaaacaaa 



<210> 1527 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1527 

aagacttgcc tctttaaaat tgctttgttt tctgcagtac tatctgtggt 



<210> 1528 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1528 

gaactcgtcc actcttctcg ggccactatt ctggttcagg gaatcttggg 



<210> 1529 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1529 

agcaataaac cgaagcagct agacagcgaa gaagtacagc aaagagacga 

<210> 1530 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1530 

cgcccatact agagaagttt gccctctatt gtctctcaca ccacaatgag 



<210> 1531 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1531 

cacagacatc cacggacaca aaaggcgggg accaccacca caatgaacac 

<210> 1532 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1532 

gcgtcgattg atatcagaca gcatcgtctc tgcgagcaca aagatctgtt 



<210> 1533 
<211> 50 
<212> DNA 



227/1425 
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<213> Homo sapiens 
<400> 1533 

ggaacagggt taatggccag gccctttgcc gcccctttta aagggaatcc 



<210> 1534 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1534 

acagagtaac atgggatatg ggtatgagtg ggatgtgctg agaaggaact 



<210> 1535 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1535 

gggggcaaag aaagtacatt gggtgaaaat ttaaaaaggt atggagcatt 



<210> 1536. 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1536 

caaacgaaca gcgaagacaa caactcacga tgctgcacaa cgcgaccaac 



<210> 1537 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1537 

acattttata aggcatttgt gttagccact cagtcatctt tgggtgctgc 



<210> 1538 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1538 

gtcacagcaa cgtgtcgctc cccagatcat ttattagcgt cgattgttgt 



<210> 1539 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1539 

attccaaacg ggatctgctg agacctcaca gaggtgggcc gcgattataa 



<210> 1540 



228/1425 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1540 

cctagggtga aacacgtgac agaagaataa agactattga atagtcctct 



<210> 1541 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1541 

ccagcctttg cctcttcctt caatgtggtt tccatgggaa tttgcttcag 



<210> 1542 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1542 

ccccttgttt actctgtctg tatgtatgtc aaaagcgtgg caaaacctct 



<210> 1543 

<211> 50 

<2X2> DNA 

<213> Homo sapiens 

<400> 1543 

catgatctca gaggaaactg tcgctgaccc tggacatggg tacgtttgac 



x <210> 1544 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1544 

cctctacctg cacgacaata cataatgacc caccaatcac atgcctatca 



<210> 1545 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1545 

atttggaagc gccaccctag caaatataca aaccattaaa ccttccctct 



<210> 1546 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1546 

tttaccaatg attttcaggt gacctgggct aagtcattta aactgggtct 
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<210> 1547 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1547 

agtttacata tcgacagcat atccactgat ttctaaatgg gctggtccca 



<210> 1548 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1548 

atctggagtg ggacccttca aaccatgtct gtgcttatgc gggaaacaat 



<210> 1549 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1549 

gcggagagaa gaagaggtag atatgagaac agtgtgtggt atatgatagt 



<210> 1550 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1550 

gaaatcccac cggcaagtta aggtcacgga gcaagtgaat aaacgcggag 

<210> 1551 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1551 

gtgatcaaac aaattcacag cacagacacc gcgcaacaac gcaacttctc 



<210> 1552 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1552 

ggtatttgtg ttgttgagta ttgtgtctgg gtgtgggtat ttgattcttt 



<210> 1553 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1553 
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gggttcgtcc agggctgcgc taaattattc tcaatgattt gtctctttgc 



<210> 1554 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1554 

caatgacgca gtcggaccct cggatccaag tcctgctttg ggtgtggacc 



<210> 1555 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1555 

gggttataat agatggacgg gtctttcacg gtggtgacag caccctttcc 



<210> 1556 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1556 

tccgctgcaa tttgagttta gctttacaga ttgtgccggg tgtttaacct 



<210> 1557 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1557 

ctccttccca aagacttgag tggaacttcc ctttcatgtg cgtatcggtc 

<210> 1558 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1558 

aaattagtcg ccttcgtcga gagtgccctt ctgatgaatg tggtgctggg 



<210> 1559 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1559 

gacagtactc ctaagacccc tgtgtgtgtc ccgatgagat catgactggg 



<210> 1560 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1560 

catgcccatc gtcctagaat taattcccct aaaaatcttt gaaatagggc 



<210> 1561 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1561 

ggcgtatcat caactggtga gcccgaaggg atattatttc taaggcctct 



<210> 1562 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1562 

ccagaatcgt aagggggctg acggaggatg agagggggca cccagagatc 

<210> 1563 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1563 

cggtgttttc tgatcggttt ttgttttctg cttacatatg atgtacttgt 



<210> 1564 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1564 

acagaatgca gcggtgcaac accggcaagg ttccacacgc cacaaagaaa 

<210> 1565 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1565 

tggaagtgaa gtctatgatg tgaaacactt tgcctcctgt gtactgtgtc 

<210> 1566 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1566 

ccaaaaagct tcatttttct atataggctg cacaagagcc ttgattgaag 

<210> 1567 

<211> 50 



232/1425 



WO 02/057414 



<212> DNA 

<213> Homo sapiens 

<400> 1567 

tcacaagaca gtcatcagaa ccagtaaata tccgtctgcc agttcgatca 



<210> 1568 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1568 

tcacaagaca gtcatcagaa ccagtaaata tccgtctgcc agttcgatca 



<210> 1569 

<211> 50 

<212> • DNA 

<213> Homo sapiens 

<400> 1569 

gctgtcattt gtacatttaa agcagctgtt ttggggtctg tgagagtaca 



<210> 1570 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1570 

tatcctgagt cccttaatct tatggggccg gaaggaatgt cagggccagg 



<210> 1571 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1571 

ctctgccttc ggagggaaat tgtaaatcct gtgtttcatt acttgaatgt 



<210> 1572 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1572 

aaactcctgc ttaaggtgtt ctaattttct gtgagcacac taaaagcgaa 



<210> 1573 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1573 

gggtgcacgt tcctcctggt tccttcgctt gtgtttctgt acttaccaaa 
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<210> 1574 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1574 

ggggttggga ggaagtgtct actaggaggg tgggtgagat ctgtgttgat 



<210> 1575 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1575 

atctaccctc cgattgttcc tgaaccgatg agaaataaag tttctgttga 



<210> 1576 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1576 

aagtcttatg ccaaattcag tgctactcct cgttacatga catacaactg 



<210> 1577 . 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1577 

cacacggagg catctgcacc ctcgatgaag cccaataaac ctcttttctc 



<210> 1578 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1578 

acaacgtcgt gactgggaaa accctggcgt tacccaactt aatcgccttg 



<210> 1579 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1579 

ccaagcctcc aagtgggaag aaagactggg atgatgacca aaatgattga 

<210> 1580 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1580 

caactacttg tggcatgcat tggcactcgg aataaagcgc actattgtca 
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<210> 1581 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1581 

gaaggggtag ggtccaccat actggtaatt ggggtactct gtatatgtgt 



<210> 1582 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1582 

gctcagttcc atatttcatc cgtgaaaaac ttgcaatacg agcagtttca 



<210> 1583 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1583 

aattgtcatt tacctgggta tgaattccct gacacacatt catgtcaaca 



<210> 1584 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1584 

gtgacttgac tgtggaagat gatggttgca tgtttctagt ttgtatatgt 



<210> 1585 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1585 

cagtgctgta atacagacgg caatgcaata gcctatttaa agaactacgt 



<210> 1586 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1586 

agctggtgga tggtgacttt tgaagaacaa aaggctttgg caacagaaaa 

<210> 1587 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1587 

tctgttgtca ctaaagacta aatgagggtt tgcagttggg aaagaggtca 



<210> 1588 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1588 

gcggagttga ccaaaataat atctgaggat gattgctttt ccctgctgcc 



<210> 1589 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1589 

catcttgaac ttggcctgag aacattttct gggaagaggt aagggtgaca 



<210> 1590 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1590 

tctgtggaat ctccttcatt ggcattgtta tttaatcata aacggggcag 



<210> 1591 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1591 

tgtactgttc atgctgacac agatatttca gtctgcatgg taaaagttct 



<210> 1592 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1592 

taatggggtt tatatggact ttcttctcat aaatggcctg ccgtctccct 

<210> 1593 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1593 

accaagaaac cagcccctga aaagaagcct gcagagaaga aacctactac 

<210> 1594 

<211> 50 

<212> DNA 
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<213> Homo sapiens 
<400> 1594 

agtcctgtgt gcttccctct cttatgactg tgtccctggt tgtcaataaa 



<210> 1595 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400>. 1595 

acccaccacc tcttgcactc tcgcttttgg agcaagttgc attaactatt 



<210> 1596 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1596 

tgacagttgc agaattgtgg agtgttttta cattgatctt ttgctaatgc 



<210> 1597 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1597 

atgacagaca cacgtatcta acaaacaaac aaacagtgac cttctccatg 



<210> 1598 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1598 

gcaagggata atacaaatcc tatgatctct atgcccaata tgctgcctca 



<210> 1599 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1599 

agtacttttc acagcgtggc ctttcaccat aattttatat ttctccccct 



<210> 1600 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1600 

tcttaagagc cagagccata taagcatctt gggaaagcaa gtttgaacca 

<210> 1601 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1601 

aagccggtca tgagattata tgtggtaaag ttaattgact aacaacccca 



<210> 1602 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1602 

agggggctgt gtctgatctt ggtgttcaaa acagaactgt atttttgcct 



<210> 1603 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1603 

gttcatagct tcctgcaact tgacagagcc tgagtttgcc tcttagtggg 



<210> 1604 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1604 

catatgggag aagggggagt aatgacttgt acaaacagta tttctggtgt 



<210> 1605 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1605 

acatgtgatg tttgactgta ccattgactg ttatggaagt tcagcgttgt 



<210> 1606 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1606 

tcttgctttt attccttttt gttgttggcc ttgtgctgcg tttgtttaca 



<210> 1607 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1607 

agtgttgttt tctcctcttt aatattgctg tgaacagtgg tgcccattgt 
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<210> 1608 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1608 

aattcttgtg tgctgctttc catttgacac cgcagttctg ttcagccatc 



<210> 1609 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1609 

gaggtgtctc catctctgcc tcaacttcat ggtgcactga gctgtaactfc 



<210> 1610 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1610 

tgaacctcca acagggaagg ctctgtccag aaaggattga atgtgaaacg 



<210> 1611 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1611 

tattttcttc cattcttgtc attggtcaat aggggagggt agattagctg 



<210> 1612 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1612 

tcccctgctt ccactaaatc cagttgtgac aaaatctaac gtgacatcag 



<210> 1613 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1613 

acctggtcaa cttagctttt aagcagacga tgctgtaaaa actaacggct 

<210> 1614 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1614 
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acctgggatg cccctgctct ggacctctca tttctcttca ttggtttatt 



<210> 1615 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1615 

atctatcctt gccagccttg ggcatcacat ttaccagttt aatagattgt 



<210> 1616 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1616 

gccctgatct ggagttacct gaggccatag ctgccctatt cacttctaag 



<210> 1617 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1617 

cttgaccaaa cccacagcct gtctcttctc ttgtttagtt acttacggca 



<210> 1618 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1618 

ccttagaaga ggaagcaaag gcagattcag ggaccaaaag gattaatgat 



<210> 1619 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1619 

atgtgtcaac caccatttca gctattaaaa actcctgtta tctccttgtt 



<210> 1620 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1620 

agccaccaga gccttcctct ctttgtacca cagtttcttc tgtaaatcca 



<210> 1621 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1621 

acatgaaata tagttgcata tatggacacc gacttgggag gacaggtcct 



<210> 1622 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1622 

ctttccagcc tcctgctggg ctctctcttc ctaccctcct tccacatgta . 



<210> 1623 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1623 

agatagccag cctagaggta tggctgtaac tatctctgtg aagtgtgaga 



<210> 1624 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1624 

tggcatcctc aggggttgtg atccagctcc atatattgtt taccttcaaa 



<210> 1625 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1625 

catgaggaga gtgctagttc atgtgttctc cattcttgtg agcatcctaa 



<210> 1626 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1626 

cagcaaatcc atctgaactg tggaggagaa gctctcttta ctgagggtgc 



<210> 1627 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1627 

tcagcataaa ctggaatgta gtgtcagagg atactgtggc ttgttttgtt 



<210> 1628 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 1628 

tggtgaaaca aaaccagtca ttagaaatgg tctgtgcttt tattttccca 



<210> 1629 

<211> . 50 

<212> DNA 

<213> Homo sapiens 

<400> 1629 

actatgcttt attggtccca tgttttgtgc aattttaaag agatggcttt 



<210> 1630 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1630 

aaagatgaac tatttggtct cattgaagcc aacacagaac ttgctgctgt 



<210> 1631 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1631 

ggagcccctc tttctcccat gctgcactta ctccttttgc taataaaagt 



<210> 1632 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1632 

ccttccatgt cccaccccac tcccaccaaa aagtacaaaa tcaggatgtt 



<210> 1633 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1633 

tgatggtaac cataatggaa gagattctgg ctagtgtcta tcagaggtga 



<210> 1634 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1634 

gtcctggtgg tatcttcaat agccactaac cctgcctggt acagtatggg 
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<210> 1635 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1635 

cccagctctg ctgcccttgt tttgctgcat gttaaataaa accattttca 



<210> 1636 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1636 

cccacactgc tacacttctg atcccctttg gttttactac ccaaatctaa 



<210> 1637 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1637 

ctgtaatacc tcctcctaac caagccggat atggtatggc aagttaccaa 



<210> 1638 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1638 

cccttgtaag ggaattctgg ggcagctatg gtttgagtat gcagtttgca 



<210> 1639 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1639 

acaatctctg tccagcacct cttggttaaa taatgtatgc tgtgagacat 



<210> 1640 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1640 

acagggcctc agcaagggag ccatacattt ttgtaacatt ttgatatgtt 



<210> 1641 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1641 

ttgactgtcg atggattgtg gtgtggtgta tctgaaggct attgaatgca 
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<210> 1642 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1642 

ttctgttcca aacaagtatt ctgtagatcc aaatggatta ccagtgtgct 

i 

<210> 1643 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1643 

atcttcagaa tcagttaggt tcctcactgc aagaaataaa atgtcaggca 



<210> 1644 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1644 

tgaaccttac tgcaaaaact tgtgatgtaa gaaatttgta tggtgtggca 



<210> 1645 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1645 

gctgtctcaa gggtatccgt acctcaatgt cagttacatt cagcagaaaa 

<210> 1646 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1646 

ttggtcagat ttagaagcat tcatgctcac aagttttggg aaagtgaaaa 

<210> 1647 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1647 

ccctaaaggc aagaagaaaa agtaaaagac cttggctcat agaaagtcac 

<210> 1648 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1648 

gtgtgtgcat ggaagatgcc tgggctgtct ttgctatatg taaatagagc 



<210> 1649 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1649 

gccttggctt tatttgcagg ctactaaagc tgcttttact ttgtaacttt 



<210> 1650 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1650 

acagtttggt tacaggactt ctgtgcattg taaacataaa cagcatggaa 



<210> 1651 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1651 

tgtgaaagtg tggaatggaa gaaatgtcga tcctgttgta actgattgtg 



<210> 1652 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1652 

acaaccaacc agtttctttt ctagccaatc atctctgaag agttgctgtt 



<210> 1653 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1653 

gaactccctg attctatacc ctcttccttc tttctgcaag gcagaggaat 



<210> 1654 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1654 

caccctcagc tccaccctca gcagatgata atatcaagac acctgccgag 

<210> 1655 

<211> 50 

<212> DNA 
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<213> Homo sapiens 
<400> 1655 

ttggccctca ggtttactgt gtaaatctgc atttttggtg gtaaatccct 



<210> 1656 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1656 

gcatttccat agcactgaag taccagtttc cattcctggg ctgagattgt 



<210> 1657 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1657 

ctccttttaa cgtgttattg acaaacctcc ccaaaagaat atgcaattgt 



<210> 1658 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1658 

aacattcagt tgagaccata tgcattttct gtgctgtttg tacttgaggt 



<210> 1659 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1659 

ttaaccctca gagaactctg cattttaggg tacttgaggc tgacttaact 



<210> 1660 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1660 

agcgacctct tctctagtcc ggtgttacga acagaagttc tgagttgtgc 



<210> 1661 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1661 

taaatgtcgg tccaggccct gtgcacctta ccccagagac agactctttt 



<210> 1662 



246/1425 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1662 

ataaggctgt aaaatgagaa ttctgccccc tcacctctta ccccagtact 



<210> 1663 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1663 

aaaagtcggg gatcggggca agagaggctg agtacggatg ggaaactatt 



<210> 1664 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1664 

gagcacccag agggattttt cagtgggaag cattacactt tgctaaatca 



<210> 1665 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1665 

tgattaggtg acgagttgac attgagattg tccttttccc ctgatcaaaa 



<210> 1666 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1666 

tgtatgtatg ggagtgagga gtttcagggc cattgcaaac atagctgtgc 



<210> 1667 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1667 

acagagttat ccactttaca acggagacac agttctggaa cattgaaact 



<210> 1668 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1668 

atacgggaca ataaaatctg ccttttgctc tggagggaga tactacctct 



247/1425 



WO 02/057414 



PCT7US01/47856 



<210> 1669 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1669 

gggcaaacaa ctttaggaat actagttact cacttaacat ggagggcggg 50 



<210> 1670 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> I67O 

aaaggccgcg cagattgttt aattctggaa agtcaatccc cggatttagc 50 



<210> 1671 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1671 

gggactccat gggaatattt gcccagtaat ggtaaggaaa tctttcgggt 50 



<210> 1672 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1672 

ccagaaaggt gatgaatgaa taggactgag agtcacagtg aatgtggcat 50 



<210> 1673 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1673 

tcccaaggtt gttagtgact gataagcttc caaactacag tacagttttt 50. 



<210> 1674 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1674 

gttttcttgt agttgcgggt ccctcgcgaa agttcattca tggccccact 50 



<210> 1675 

<211>. 50 

<212> DNA 

<213> Homo sapiens 

<400> 1675 



248/1425 
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catggggctc tcttgtgtac ttattgttta aggtttcctc aaactgtgat 



<210> 1676 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1676 

acaaattgaa atgtctgtac tgatcctcaa ccaataaaat ctcagccgaa 

<210> 1677 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1677 

tgcaggagac attggtattc tgggcagctt cctaatatgc tttacaatct 



<210> 1678 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1678 

tcatcccgag aacattggct tccacatcac agtatctacc cttacatggt 



<210> 1679 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1679 

ggcattgtta gtttagtgtg tgtgcagagt ccatttccca catctttcct 



<210> 1680 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1680 

gactgcaatg ctggtgggga aagacttaaa agtggattaa agacctgcgt 



<210> 1681 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1681 

gctttccttc tccaggaata ctgaacatgg gagctcttga aatatgtagt 



<210> 1682 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1682 

tgggaatcaa gatttaatcc tagagatttg gtgtacaatt caggctttgg 



<210> 1683 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1683 

gcagtagtgt ggactagaac aacccaaata gcatctagaa agccatgagt 

<210> 1684 

<211> 50* 

<212> DNA 

<213> Homo sapiens 

<400> 1684 

tgtgtaatgt acctgtcagt gcctccttta ttaaggggtt ctttgagaat 



<210> 1685 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1685 

ccactgtcac tgtttctctg ctgttgcaaa tacatggata acacatttga 



<210> 1686 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1686 

agtttgccct ggatgtcata ttggcagttg gaggacacag tttctattgt 



<210> 1687 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1687 

ccaagttcca cattccttct agcgtgcctt acatcaggta ctttgtcagc 



<210> 1688' 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1688 

agctgtctcc tgttttgtaa gctttcagtg caacatttct tggttccaat 

<210> 1689 

<211> 50 



250/1425 
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<212> DNA 

<213> Homo sapiens 

<400> 1689 

tgcatgttgg ggtttccttt accttttcta taagttgtac caaaacatcc 



<210> 1690 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1690 

gggtttgtgc tatacactgg gatgtctaat tgcagcaata aagcctttct 



<210> 1691 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1691 

gccacactta ttcttttcag taacctgcta gtgcacaggc tgtactttag 



<210> 1692 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1692 

cagtcgaagg ctttaacttt gcacacttgg gatcacagtt gcgtcattgt 



<210> 1693 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1693 

ttccctttcc ccagcatcac tccccaagga agagccaatg ttttccaccc 



<210> 1694 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1694 

agccataatg taaactgcct caaattggac tttgggcata aaagaacttt 

<210> 1695 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1695 

ttgcttttac tagtcttagc tctacgattt aaatccatgt gtccaagggg 



251/1425 
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<210> 1696 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1696 

cacacctgca cactcacggc tgaaatctcc ctaacccagg gggaccttag 



<210> 1697 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1697 

agctgtaacg ttcgcgttag gaaagatggt gtttattcca gtttgcattt 



<210> 1698 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1698 

aggggttcca ctagtgtctg ctttccttta ttattgcact gtgtgaggtt 



<210> 1699 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1699 

catcctcagg tggtcaggcg tagatcacca gaataaaccc agcttccctc 



<210> 1700 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1700 

acacacaacg tgaaaaatag gaacaggaac aaaaagaaga ccaatgactc 



<210> 1701 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1701 

tttagagtct tccattttgt tggaattaga tcctcccctt caaatgctgt 



<210> 1702 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1702 

ctaatttcag tgcttgtgct tggttgttca gggccatttc aggtttgggt 



252/1425 
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<210> 1703 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1703 

ccagattttc cccaaacttg cttctgttga gatttttccc tcaccttgcc 



<210> 1704 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1704 

tgggggttgt aaattggcat ggaaatttaa agcaggttct tgttggtgca 



<210> 1705 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1705 

aggtggtgtt cagtgtcaga cctcttaatg gccagtgaat aacactcact 



<210> 1706 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1706 

gggggtagtt tgtggcagga caagagaagg cattgagctt tttctttcat 



<210> 1707 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1707 

tcgttaagag agcaacattt tacccacaca cagataaagt tttcccttga 



<210> 1708 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1708 

ccctatcccg caaaatgggc ttcctgcctg ggtttttctc ttctcacatt 



<210> 1709 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1709 

aaacaaggta ggaatgaggc tagaccttta acttccctaa ggcatacttt 



<210> 1710 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1710 

ttccccatat ccaagtacca atgctgttgt aaacaacgtg tatagtgcct 



<210> 1711 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1711 

tgagcctttc acacctgtgc tggcgctgga aaattatttg tgctcagctg 



<210> 1712 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1712 

tgggattgta ctataccagt aagtgccact tctgtgtctt tctaatggaa 



<210> 1713 

<211> 50 

<212> DNA ^ 

<213> Homo sapiens 

<400> 1713 

tttttcctca caggagcgga agaactaggg ggagcaggag ctgcaatgcg 



<210> 1714 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1714 

tctacccatt tcctgaggcc tgtggaaata aacctttatg tacttaaagt 



<210> 1715 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1715 

gtgtccgtta tgagtgccaa aaatctgtct tgaaggcagc tacactttga 



<210> 1716 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 1716 

ctgtgcaatg ctacatgtac gtggacttat atcagaccag tgtggatctt 



<210> 1717 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1717 

agtcccctgt cctggtcatc tatcaagata acaagcggcc ctcagggatc 



<210> 1718 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1718 

gggtctatgt gaaaatgccc ccaacagagc cagaatgtga aaagcaattt 



<210> 1719 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1719 

cttgccttaa gctaccagat tgcttttgcc accattggcc atactgtgtg 



<210> 1720 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1720 

cccctgccag agggagttct tcttttgtga gagacactgt aaacgacaca 

<2X0> 1721 

*211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1721 

tgcagccact attgttagtc tcttgattca taatgactta agcacacttg 



<210> 1722 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1722 

tgactattac tgtcaggcgt gggacaccaa cactgcggta ttcggcggag 



<210> 1723 



255/1425 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1723 

tttgagacgc aataccaata cttaggattt tggtcttggt gtttgtatga 



<210> 1724 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1724 

tccttccagg gcttctttgt gtctgtgttc tactgtttcc tcaatagtga 



<210> 1725 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1725 

ccatgtccat ccccacctcc ccaacccgtg tcagctttca cagcatcaag 



<210> 1726 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1726 

tgccctcaag taaaagaaaa gccgaaaggg ttaatcatat ttgaaaacca 



<210> 1727 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1727 

atgctacttg ggagaaaact ctcactaact gtctcaccgg gtttcaaagc 



<210> 1728 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1728 

ggactttgcg aatatcagag acctcagact cttcacaggg tcaggactca 

<210> 1729 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1729 

agctccctgc aagtcacatt tcccagtgaa acactgaact tatcagaaaa 



256/1425 
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<210> 1730 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1730 

ttccttcagg atgatctaga gcagcatgga gctgttggta gaatattagt 



<210> 1731 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1731 

ggggaggaag gaaggacatt aaattctttc cctggtaatg aaaagagccc 



<210> 1732 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1732 

gccttgtaca taatactatt ccatccacac agtttccacc ctcacctgcc 



<210> 1733 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1733 

agcaagatag ccaaatgtga catcaagctc cattgtttcg gaaatccagg 



<210> 1734 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1734 

gccgagtgag gtaaccaggt ggcatctacc ccatgtttta taaggaattt 



<210> 1735 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1735 

ttctttccat ttgctatcat gtcagtgaac gccaggagtg ctttctttgc 

<210> 1736 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1736 



257/1425 
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tgaatttact tcctcccaag agtttggact gcccgtcaga ttgtttctgc 50 



<210> 1737 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1737 

accctcattt ccagggggag cctcaggccc cgagataaat gtgctccatg 50 

<210> 1738 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1738 

ttctctgagg gctgggggtt gggggagtca gcatgattat attttaatgt 50 



<210> 1739 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1739 

acttggctgt aatcagttat gccgtatagg atgtcagaca ataccactgg 50 



<210> 1740 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1740 

tggagctcag taacataact gcttcttgga gctttggaat attttatcct 50 

<210> 1741 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1741 

aaatttcaca agcaatactt tggaccactg gggttcaggc cccaagaaat 50 



<210> 1742 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1742 

acacacaaaa cagcaaactt caggtaacta ttttggattg caaacaggat 50 



<210> 1743 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1743 

tcttgcctta attaacattc cctgtgacct agttggtgca gtggcttgaa 50 



<210> 1744 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1744 

acttgcagtt gtgtggaaaa ctgttttgta atgaaagatc ttcattgggg 50 



<210> 1745 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1745 

tgtgatctct actactgttg attttgccct cggagcaaac tgaataaagc 50 



<210> 1746 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1746 

taggaaatgt ttgacatctg aagctctctt cacactcccg tggcactcct 50 



<210> 1747 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1747 / 

cgtcccctct ccccttggtt ctgcactgtt gccaataaaa agctcttaaa 50 



<210> 1748 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1748 

gggagtgttg tgactgaaat gcttgaaacc aaagcttcag ataaacttgc 50 



<210> 1749 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1749 

aggggacaga aatcaggtat tggcagtttt tccattttca tttgtgtgtg 50 



<210> 1750 
<211> 50 



259/1425 
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<212> DNA 

<213> Homo sapiens 

<400> 1750 

agccgcccag ctacctaatt cctcagtaac atcgatctaa aatctccatg 



<210> 1751 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1751 

acatgcaagt acatgttttt aatgttgtct gtcttctgtg ctgttcctgt 



<210> 1752 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1752 

cctgtgtggg actgagatgc aggatttctt cacacctctc ctttgtgact 



<210> 1753 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1753 

ggcatctgaa tgtgtctgcg ttcctgttag cataatgtga ggaggtggag 



<210> 1754 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1754 

ctgagagccc aaactgctgt cccaaacatg cacttccttg cttaaggtat 



<210> 1755 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1755 

aagctccctg gagccctgtt ggcagctcta gcttttgcag tcgtgtaatg 



<210> 1756 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1756 

agccctcttt ctctccaccc aatgctgctt tctcctgttc atcctgatgg 



260/1425 
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<210> 1757 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1757 

tccacagggg tggtgtcaaa tgctattgaa attgtgttga attgtatgct 



<210> 1758 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1758 

gctagatccc cggtggtttt gtgctcaaaa taaaaagcct cagtgaccca 



<210> 1759 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1759 

gacttccaca gcagcagaac aagtgcctcc tggactgttc acggcagacc 



<210> 1760 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1760 

tatccccagc tcaggtggtg agtcctcctg tccagcctgc atcaataaaa 



<210> 1761 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1761 

ctgggttttg tggtcatcta ttctagcagg gaacactaaa ggtggaaata 



<210> 1762 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1762 

agctatggaa tcaattcaat ttggactggt gtgctctctt taaatcaagt 



<210> 1763 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1763 

tggctcaagt agaaaagcag tcccattcat attaagacag tgtacaaaac 



261/1425 
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<210> 1764 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1764 

agctcttgaa agcagctttg agttagaagt atgtgtgtta caccctcaca 50 



<210> 1765 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1765 

aaccggatat atacatagca tgacatttct ttgtgctttg gcttacttgt 50 



<210> 1766 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1766 

agcctatctg cttaagagac tctggagttt cttatgtgcc ctggtggaca 50 



<210> 1767 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1767 

aaagttgata ctgtgggatt tttgtgaaca gcctgatgtt tgggaccttt 50 



<210> 1768 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1768 

cttccttagc tcctgttctt ggcctgaagc ctcacagctt tgatggcagt 50 



<210> 1769 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1769 

tttgtgcttc cctttaccta aactgtcctg cctcccatgc atctgtaccc 50 



<210> 1770 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1770 

tttgtgcttc cctttaccta aactgtcctg cctcccatgc atctgtaccc 



<210> 1771 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1771 

cttgtggctt cctcagctcc tgcccttggc ctgaagtccc agcattgatg 



<210> 1772 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1772 

atttgtttgc atccctcccc cacaccctgg tgttttaaaa tgaagaaaaa 



<210> 1773 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1773 

catccgacat aatcctacag gtgctgtgtt attcatgggg cagataaaca 



<210> 1774 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1774 

agtggggtgg ggagcatgtt catttgtacc tcgagtttta aactggttcc 



<210> 1775 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1775 

cctaaaccgt atggcctccc gtgcatctgt attcaccctg tatgacaaac 



<210> 1776 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1776 

tttcatctca ggcctccctc aaccccacca cttcttttat aactagtcct 



<210> 1777 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 1777 

gcatggctta acctggtgat aaaagcagtt attaaaagtc tacgttttcc 



<210> 1778 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1778 

agcttccgcc gtctcaaccc ctcacaggag cttactggca aacatgaaaa 



<210> 1779 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1779 

tctcctccac ctcaactccg tgcttaacca aagaagctgt actccggggg 

<210> 1780 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1780 

acccaaggga cctggatttg gtgtacaagc aggcctttaa tttatattga 

<210> 1781 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1781 

agctcctctt cctggcttct tactgaaagg ttaccctgta acatgcaatt 

<210> 1782 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1782 

gtctacatca actattacga catgaacgcg gccaatgtgg gctggaacaa 

<210> 1783 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1783 

ccaccccaac cttctggtgg ggagaaataa acggtttaga gacagctctg 
<210> 1784 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1784 

gccaagggcc aagagaatat ccgaacttta atttcaggaa ttgaatgggt 



<210> 1785 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1785 

gaaattgctt ttcctcttga accacagttc tacccctggg atgttttgag 



<210> 1786 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1786 

ccggttgtta aaactggttt agcacaattt atattttccc tctcttgcct 



<210> 1787 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1787 

attaaagcac caaattcatg tacagcatgc atcacggatc aatagactgt 



<210> 1788 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1788 

tagccgtact ttgctaactg tgctcctcac ttcctcttct tcattgcagt 



<210> 1789 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1789 

aggctaagct gccggttctt aaatccatcc tgctaagtta atgttgggta 



<210> 1790 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1790 

aatatatgca tccctggtga aggatcttgc ctgcatgaaa catgttctca 
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<210> 1791 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1791 

acctgggcat tcttgtttca ttcaattcca cctgcaatca agtcctacaa 



<210> 1792 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1792 

ctccctcaca gcacagagaa gacaaaatta gcaaaacccc actacacagt 



<210> 1793 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1793 

gttcagtggc actcaacatg agtcaagagc atcctgcttc taccatgtgg 



<210> 1794 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1794 

cttgagctag aagtctccaa ggaggtcggg atggggcttg tagcagaagg 



<210> 1795 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1795 

ctcccaactc ctccctatcc taaaggccca ctggcattaa agtgctgtat 



<210> 1796 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1796 

tcggtcctct ttccagtgga tcataagaca atggaccctt tttgttatga 



<210> 1797 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1797 
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aacacacagt gtttatgttg gaatcttttg gaactccttt gatctcactg 



<210> 1798 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1798 

ggggctcttt ccctcatgta tacttcaagt aagatcaaga atcttttgtg 



<210> 1799 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1799 

tcatcctctg tgtggctcat gtttttgctt ttcaacacac aaagcacaaa 



<210> 1800 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1800 

tggatgattg ggactttaaa acgaccctct ttcaggtgga ttcagagacc 



<210> 1801 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1801 

tgtagcttct gaaaggtgct ttctccattt atttaaaaac tacccatgca 



<210> 1802 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1802 

tgtagcaaca tgagaaacgc ttatgttaca ggttacatga gagcaatcat 



<210> 1803 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1803 

ctgatggctg tgaccctgct tcctgcactg acccagagcc tctgcctgtg 

<210> 1804 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1804 

tgtgtgttga tcccaagaca atgaaagttt gcactgtatg ctggacggca 



<210> 1805 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1805 

ctctcctcag actgctcaag agaagcacat gaaaaccatt acctgacttt 



<210> 1806 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1806 

gccagtaaga tcaatgtgac ggcagggaaa tgtatgtgtg tctattttgt 



<210> 1807 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1807 

gcaacaatga agttaatgga taccctctgc ctttggctca gaaatgttat 



<210> 1808 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1808 

tgtctttcgg ttatcaagtg tttctgcatg gtaatgtcat gtaaatgctg 



<210> 1809 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1809 

tatcatgggg agtaatagga ccagagcggt atctctggca ccacactagc 



<210> 1810 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1810 

tgatcttggc tgtatttaat ggcataggct gacttttgca gatggaggaa 

<210> 1811 

<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 1811 

agtactgaga aaaatccctt cagctctaag aacactgaaa aatccaccga 



<210> 1812 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1812 

actttgcaca catttgcatc cacatattag ggaaggaata agtagctgca 



<210> 1813 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1813 

atgcagtgtt tccctctgtg ttagagcaga gaggtttcga tatttattga 

<210> 1814 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1814 

tgctgaagtt tcccttagac attttatgtc ttgcttgtag ggcataatgc 



<210> 1815 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1815 

cactggacca ttgtcacaac cctctgtttc tctttgacta agtgccctgg 

<210> 1816 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1816 

aagtgttact gtggcttcaa agaagctatt gattctgaag tagtgggttt 

<210> 1817 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1817 

gctgcttata tatttaataa taaaagaagt gcacaagctg ccgttgacgt 



269/1425 



WO 02/057414 



<210> .1818 

<211> 50 

<212> DNA 

<213> . Homo sapiens 

<400> 1818 

aacaaacatt tggttttgtt cagaccttat ttccactctg gtggataagt 



<210> 1819 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1819 

gagagagggc acgagaaccc aaaggaatag agattctcca ggaatttcct 



<210> 1820 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1820 

ttcccagcat cagccttaga acaagaacct taccttcaag gagcaagtga 



<210> 1821 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1821 

ctgtccagct ccctctcccc aagaaacaac atgaatgagc aacttcagag 



<210> 1822 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1822 

ctgtaacgac gagagcggcg aggatgtcga ggttccctat gtccgataca 



<210> 1823 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1823 

acctagtcat caggacactg agccagggct gcaaccactc catgagtttg 



<210> 1824 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1824 

ccccaaccct ctgggctctt ggatttcaga gtgaaaactt gatggcattg 
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<210> 1825 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1825 

tcaattcctc tgggaatgtt acattgtttg tctgtcttca tagcagattt 



<210> 1826 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1826 

accagtttct ttcccttcta gatcaccctg ttctgaagcc agcctctctc 



<210> 1827 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1827 

ctacctgaac ccctcttgcc actgccttct accttgtttg aaacctgaat 



<210> 1828 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1828 

aactcgagac cttttcaact tggcttcctt tcttggttca taaatgaatt 



<210> 1829 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1829 

agctgctgct ggatcacagc tgctttctgt tgtcattgct gttgtccctc 



<210> 1830 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1830 

ggctgtgtcc taaggcccat ttgagaagct gaggctagtt ccaaaaacct 

<210> 1831 

<211> 50 

<212> DNA 

c213> Homo sapiens 
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<400> 1831 

atccagcccc acccaatggc cttttgtgct tgtttcctat aacttcagta 



<210> 1832 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1832 

ccttctttgt atataggctt ctcaccgcga ccaataaaca gctcccagtt 



<210> 1833 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1833 

aaaacgatga aggtatgctg tcatggtcct ttctggaagt ttctggtgcc 



<210> 1834 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1834 

aatgcgaaat tattggttgg tgtgaagaaa gccagacaac ttctgtttct 



<210> 1835 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1835 

ctgtggctcg tttgagggat tggggtggac ctggggttta ttttcagtaa 



<210> 1836 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1836 

gcttccccac cccagttttt gttgcttgaa aatattgttg tcccggattt 



<210> 1837 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1837 

tggactgttt tgttgggcag tgcctgataa gcttcaaagc tgctttattc 



<210> 1838 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 1838 

cctgccgtgc ccacctaact gtccagatga ggtttatcag cttatgagaa 



<210> 1839 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1839 

cgagctgaga agcggtcatg agcacctggg gattttagta agtgtgtctt 



<210> 1840 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1840 

accatccaat cggacaagct ttcagaacct tattgaagga tttgaagcac 



<210> 1841 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1841 

tgctgatgaa cctgcagaaa aggctgatga accaatggaa cattaagtga 



<210> 1842 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1842 

tcttatgcac acggtgattt catgttatat atgcaaagta ggcaactgtt 



<210> 1843 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1843 

aacataggag tggattcctg ccccaaccaa accgcattcg tgtggatttt 

<210> 1844 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1844 

aataaatttg caaaaccaag atcacagtac accatatgca ctctggtacc 

<210> 1845 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1845 

aaatgacctc atgttgtggt ttaaacagca actgcaccca ctagcacagc 



<210> 1846 

<211> 50 

<212> DNA . 

<213> Homo sapiens 

<400> 1846 

tgtgcagtag aaacaaaagt aggctacagt ctgtgccatg ttgatgtaca 



<210> 1847 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1847 

ctgtttattc tgggaaatgt tttaatgcca gggcctgctg agttgcttct 



<210> 1848 

<2U> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1848 

ccttaagacc agttcatagt taatacaggt ttacagttca tgcctgtggt 

<210> 1849 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1849 

tcatcacttt ggacaggagt taattaagag aatgaccaag ctcagttcaa 



<210> 1850 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1850 

agtctgccta aataggtagc ttaaacttat gtcaaaatgt ctgcagcagt 



<210> 1851 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1851 

ctggcctcca gtgccttccc ccgtggaata aacggtgtgt cctgagaaac 
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<210> 1852 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1852 

agctaattaa gctgcagaac gtgggaaata aagttcgaaa caaaggttaa 



<210> 1853 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1853 

ggacaggtgt gccgacagaa ggaaccagcg tgtatatgag ggtatcaaat 



<210> 1854 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1854 

cccttcgtgg ggctacacat tctcttcctc atattttcat gcacacaagt 



<210> 1855 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1855 

ttctgcacag gtctctgttt agtaaataca tcactgtata ccgatcagga 



<210> 1856 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1856 

caccctccac cccttccttt tgcgcggacc ccattacaat aaattttaaa 



<210> 1857 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1857 

catgcagcta tttcaaagtg tgttggatta attaggatca tccctttggt 

<210> 1858 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1858 
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tggagaattg tggaaggatt gtaacatgga ccatccaaat ttatggccgt 



<210> 1859 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1859 

ttcacgggat gcaccaaagt gtgtaccccg taagcatgaa accagtgttt 



<210> 1860 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1860 

tctgtccatc agtgcatgac gtttaaggcc acgtatagtc ctagctgacg 



<210> 1861 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1861 

tcctataatt atttctgtag cactccacac tgatctttgg aaacttgccc 



<210> 1862 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1862 

gggacactgg aggctggagc tacagttgaa agcactgcat gttaagaggg 



<210> 1863 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1863 

tgctaccaca actatattat catgcaaatg ctgtattctt ctttggtgga 



<210> 1864 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1864 

gcaacttacg cttggcatct tcagaatgct tttctagcat taagagatgt 



<210> 1865 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 1865 

tttacaagaa ttgtccatgt gcttccctag gctgagctgg cattggtctg 



<210> 1866 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1866 

aaaacttccc accctacttt tccaagagtg ccagttggat tctgaatctg 



<210> 1867 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1867 

tagaccaatt ctctgatctc gagttgtttt tgtttggata cagccctttt 



<210> 1868 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1868 

aacattctac atagcacagg agcttaagag tggcattatc ttctcgcctt 



<210> 1869 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1869 

agatacgcag acattgtggc atctgggtag aagaatactg tattgtgtgt 



<210> 1870 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1870 

tttgaccaga agcccttagt aagtacgtgc ctgaaactga aaccatgtgc 



<210> 1871 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1871 

acacctggct tggagtcaga tttagttaac aataatgagc ctggagcagt 

<210> 1872 

<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 1872 

tctaatagcg ggttactttc acatacagcc ctcccccagc agttgaatga 



<210> 1873 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1873 

ctgaaaagtg ctttgctgga gtcctgttct ctgagctcca cagaagacac 



<210> 1874 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1874 

aagcctaaag tgattcaata gcccaggagc acctgattcc tttctgcctg 



<210> 1875 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1875 

tgggcatggt tgaatctgaa accctccttc tgtggcaact tgtactgaaa 



<210> 1876 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1876 

ggggtggggt ggggtgagag tgtgtggagt aaggacattc agaataaata 



<210> 1877 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1877 

agaagttgtg cgcgtgcttt ctcagcagca tttttccttc aaaatcatct 



<210> 1878 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1878 

cttgccagcc aggagtgcgg acaccatgtt cccagctcag tgccaaagag 
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<210> 1879 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1879 

atttggggag agaaaacctt tttaagcatg gtggggcact cagataggag 

<210> 1880 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1880 

accctctttc ttgtttgtca gcatctgacc atctgtgact ataaagctgt 



<210> 1881 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1881 

tggtcatcca aactcaaact tgagaaaata tcttgctttc aaattgacac 



<210> 1882 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1882 

accgaatttg gcaagaatga aatggtgtca taaagatggg aggggagggt 



<210> 1883 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1883 

agcctgtgac attaagcatt ctcacaatta gaaataagaa taaaacccat 



<210> 1884 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1884 

aaaaataaaa acaaatactg tgtttcagaa gcgccaccta ttggggaaaa 

<210> 1885 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1885 

ttatcacaag ctctgttacc tttatatacg ctgcctcttc aatttggaaa 
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<210> 1886 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1886 

gcagaaaata tcctggcagg gaatctggct taaacatgaa atgctgtaat 



<210> 1887 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1887 

tgtgtgcata atagctacag tgcatagttg tagacaaagt acattctggg 



<210> 1888 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1888 

tctcagtggg tggtagcaga gggatcaagc agttatttga tttgtgctct 



<210> 1889 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1889 

gtctatttac ggaactcaaa tacgtgggca ttcaaatgta ttacagtggg 



<210> 1890 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1890 

tgcactttta gaaatgcata tttgccacaa aacctgtatt actgaataat 



<210> 1891 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1891 

gggaggggat taaccaaagg ccaccctgac tttgtttttg tggacacaca 



<210> 1892 

<211> 50 

<212> DNA 

<213> Homo sapiens 



280/1425 



WO 02/057414 



<400> 1892 

gcctgcccct gtgtattcac caccaataaa tcagaccatg aaacctgaaa 



<210> 1893 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1893 

aggtgtattt atgttaccgt tctgaataaa cagaatggac cattgaacca 



<210> 1894 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1894 

tgtaatgaat ttgtcgcaaa gacgtaataa aattaactgg tggcacggtc 



<210> 1895 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1895 

tgtcaatgga agttggctgc acttgatgtt tgtttgcatg atgtctacct 



<210> 1896 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1896 

tcgagcacct gtaaacaatt ttctcaacct atttgatgtt caaataaaga 



<210> 1897 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1897 

aactttacta agtaatctca cagcatttgc caagtctccc aatatccaat 



<210> 1898 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1898 

taagatcttt aaactgcttt atacactgtc acgtggcttc atcagctgtg 

<210> 1899 

<211> 50 

<212> DNA 



281/1425 
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<213> Homo sapiens 
<400> 1899 

aaaaccacta ccctcagaga gagccaaaaa tacagaagag gcggagagcg 

<210> 1900 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1900 

cgagcaagcc tgggaactca ggaaaattca caggacttgg gagattctaa 



<210> 1901 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1901 

ggcttagcta cagtgaagtt ttgcattgct tttgaagaca agaaaagtgc 



<210> 1902 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1902 

acttcaaaat taccttttca tatccatgat cttgagtcca tttgggggat 



1903 
50 
DNA 

Homo sapiens 
<400> 1903 

caaacacttt tgggccagga tttgagtctc tgcatgacat atacttgatt 



<210> 1904 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1904 

cagactccac caagcctggt cagcccaaac caccagaagc ccagaataaa 

<210> 1905 

<211>. 50 

<212> DNA 

<213> Homo sapiens 

<400> 1905 

agtgcagaat ctcataggtt gccaataata cactaattcc tttctatcct 



<210> 1906 



<210> 
<211> 
<212> 
<213> 



282/1425 



WO 02/057414 



<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1906 

agactgacta cattggaagc tttgagttga cttctgacca aaggtggtaa 



<210> 1907 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1907 

ctgggttttg tggtcatcta ttctagcagg gaacactaaa ggtggaaata 



<210> 1908 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1908 

gtggtgaggg cagttctgca cccagccaaa cacataacaa taaaaaccaa 



<210> 1909 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1909 

tctgtgtcct aaagatgtgt tctctataaa atacaaacca acgtgcctaa 



<210> 1910 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1910 

ctagtcatag aaatacctca ttcgcctgtg ggaagagaag ggaagcctct 



<210> 1911 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1911 

agcagcggct ggatgtgata tgtctagttt aaccagtccc cttgatcttt 



<210> 1912 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1912 

tattggagga ctccctccca gctttggaag ggtcatccgc gtgtgtgtgt 



283/1425 
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<210> 1913 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1913 

atacaaagca aacaaactca agttatgtca tacctttgga tacgaagacc 



<210> 1914 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1914 

atctaccctc cgattgttcc tgaaccgatg agaaataaag tttctgttga 



<210> 1915 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1915 

catggagact tgaggagggc ttgaggttgg tgaggttagg tgcgtgtttc 



<210> 1916 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1916 

gcccaaagaa gcaaggaacc aaatttaaga ctctcgcatc ttcccaaccc 



<210> 1917 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1917 

ccggagtctg ggattcatcc cgtcatttct ttcaataaat aattattgga 



<210> 1918 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1918 

gcaatggcag ccttggcaaa cgctaaatga aaatcgtgac aacacttgtg 

<210> 1919 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1919 



284/1425 



WO 02/057414 



agtgttggta gcacttaaga cttatacttg ccttctgata gtattccttt 



<210> 1920 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1920 

aactgaggac tgtttgcaat tgacataggc aataataagt gatgtgctga 



<210> 1921 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1921 

gggctcagtt ctgccttatc taaatcacca gagaccaaac aaggactaat 



<210> 1922 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1922 

ggcatgaaat gagggacaaa gaaagcatct cgtaggtgtg tctactgggt 



<210> 1923 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1923 

tcttggaaac ttccattaag tgtgtagatt gagcaggtag taattgcatg 



<210> 1924 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1924 

actactcagc atggaaacaa gatgaaattc catttgtagg tagtgagaca 



<210> 1925 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1925 

cactaatgat cctgctaccc tcttgaagac cagcccggta cctctctccc 



<210> 1926 

<211> 50 

<212> DNA 

<213> Homo sapiens 



285/1425 
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<400> 1926 

gtgacctcac ttctggcact gtgactacta tggctgttta gaactactga 



<210> 1927 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1927 

aagccttatt cttcaactaa aagatgagga ttaagagcaa gaagttgggg 



<210> 1928 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1928 

gcactgaatc gtttcatgta agaatccaaa gtggacacca ttaacaggtc 



<210> 1929 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1929 

ggtgctcaca ttccttaaat taaggagaaa tgctggcata gagcagcact 



<210> 1930 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1930 

cttttgttct ctccgtgaaa cttacctttc cctttttctt tctctttttt 



<210> 1931 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1931 

tggtatgtag agcttagatt tccctattgt gacagagcca tggtgtgttt 



<210> 1932 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1932 

tggagataat ctagaacaca ggcaaaatcc ttgcttatga catcacttgt 



<210> 1933 
<211> 50 



286/1425 
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<212> DNA 

<213> Homo sapiens 

<400> 1933 

gtgcctctgt gctgtgtatg tgaaccaccc atgtgaggga ataaacctag 



<210> 1934 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1934 

tgcaaacggt tttgtaagtt aacactacac tactcacaat ggtaggggaa 



<210> 1935 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1935 

cctgtgccca gcaggaagga agtcaaataa accacactga ctacctgtgc 



<210> 1936 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1936 

cccaacaatc ccaaggccct ttttatacaa aaattctcag ttctcttcac 



<210> 1937 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1937 

tgtctgtttt aatcatgtat ctggaatagg gtcgggaagg gtttgtgcta 



<210> 1938 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1938 

cacgatggtg gaaacagtgg ggaactactg ctggaaaaag ccctaatagc 



<210> 1939 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1939 

ccctggaggc actgaagtgc ttagtgtact tggagtattg gggtctgacc 



287/1425 
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<210> 1940 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1940 

acaagtttac atgataaaaa gaaatgtgat ttgtcttccc ttctttgcac 



<210> 1941 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1941 

ttgtatgtga ataattctag cgggggacct gggagataat tctacgggga 



<210> 1942 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1942 

atctattcta acgcaaaacc actaactgaa gttcagatat aatggatggt 



<210> 1943 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1943 

gtaacggaac atatccagta ctcctggttc ctaggtgagc aggtgatgcc 



<210> 1944 

<211> 50 

<212> DNA 

<213> Homo sapiens 

- <400> 1944 

actaatttga tgtttacagg tggacacaca aggtgcaaat caatgcgtac 



<210> 1945 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1945 

tgtgtgtttt agtttcatca cctgttatct gtgtttgctg aggagagtgg 

<210> 1946 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1946 

ttggagctgt tccattgggt cctcttggtg tcgtttccct cccaacagag 



288/1425 
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<210> 1947 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1947 

atttgttgct ctcagactgt gtaaaacaaa atttattcat gttttctgca 



<210> 1948 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1948 

ctgaaccatt actgtaattg gctcttaagg cttgaagtaa ccttataggt 



<210> 1949 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1949 

gctaagctgc cggttcttaa atccatcctg ctaagttaat gttgggtaga 



<210> 1950 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1950 

tgtaaccaat aaatctgtag tgaccttacc tgtattccct gtgctatcct 



<210> 1951 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1951 

acattccctt ggatgtagtc tgaggcccct taactcatct gttatcctgc 



<210> 1952 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1952 

atttctccct tatctactgt gatgacttca gaagatacaa tggtcccagg 



<210> 1953 

<211> 50 

<212> DNA 

<213> Homo sapiens 



289/1425 



WO 02/057414 



<400> 1953 

tgtctggagg gggtttgtgc ctgataacgt aataacacca gtggagactt 



<210> 1954 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1954 

acactgcctt ctcaactcca aactgactct taagaagact gcattatatt 



<210> 1955 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1955 

agatgttcca aatttagaaa gcttaaggcg gcctacagaa aaaggaaaaa 



<210> 1956 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1956 

aagtccaact actaaactgg gggatattat gaagggcctt gagcatctgg 



<210> 1957 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1957 

atccacctcc ctcccctaga gctattctcc tttgggtttc ttgctgctgc 



<210> 1958 

<211> 50- 

<212> DNA 

<213> Homo sapiens 

<400> 1958 

aaaaggccac agcaatctgt actacaatca actttatttt gaaatcatgt 



<210> 1959 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1959 

gattagttac cattgaaatt ggttctgtca taaaacagca tgagtctggt 



<210> 1960 
<211> 50 
<212> DNA 



290/1425 
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<213> Homo sapiens 
<400> 1960 

aaaaatacac atcacaccca tttaaaagtg atcttgagaa ccttttcaaa 



<210> 1961 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1961 

acagcaacag ctattaaatc agcaagtttt ggagcaaaga caacagcagt 



<210> 1962 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1962 

tgaccagggc agtgaaaatg aaaccgcatt ttgggtgcca ttaaataggg 



<210> 1963 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1963 

caatttcttt attagagggc cttattgatg tgttctaagt ctttccagaa 



<210> 1964 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1964 

agagctgaaa tgtcaggaac aaaaagaaga acagctgcag gaaggggtgc 



<210> 1965 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1965 

ggtaataaga gcagtagcag cagcatctct gaacatttct ctggatttgc 



<210> 1966 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1966 

agagtttgga aaaagcctgt gaaaggtgtc ttctttgact taatgtcttt 



<210> 1967 



291/1425 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1967 

gtatggtaga ttcaaatgaa ccactgaaaa ggcatttagt ttcttgtccc 



<210> 1968 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1968 

agctatggaa tcaattcaat ttggactggt gtgctctctt taaatcaagt 



<210> 1969 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1969 

gctcttaagt tgtggagagt gcaacagtag cataggaccc taccctctgg 



<210> 1970 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1970 

gaatttggtg gtgtcaattg cttatttgtt ttcccacggt tgtccagcaa 



<210> 1971 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1971 

aaaacagcca aaactccaca gtcaatatta gtaatttctt gctggttgaa 



<210> 1972 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1972 

tagcatttgt ttaagggtga tagtcaaatt atgtattggt ggggctgggt 



<210> 1973 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1973 

gcagatgaga cagcaaccat tgtagaattt ctgaacagat ggattacctt 



292/1425 
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<210> 1974 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1974 

tctaatttct gaaatgtgca gctcccattt ggccttgtgc ggttgtgttc 



<210> 1975 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1975 

accagagtac gttggaaaac ttcttggaaa ggctaaagac gatcatgaga 



<210> 1976 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1976 

tgaggacttt tcgaccaatt caaccctttg ccccaccttt attaaaatct 



<210> 1977 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1977 

gctggcccat aaacaccctg taggttcttg atatttataa taaaattggt 



<210> 1978 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1978 

cccagggagt tgtgtctgta atcggcctac tattcagtgg cgagaaataa 



<210> 1979 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1979 

tgatcttggc tgtatttaat ggcataggct gacttttgca gatggaggaa 



<210> 1980 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1980 



293/1425 
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ttgttgacaa ctgtgactgt acccaaatgg aaagtaactc atttgttaaa 



<210> 1981 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1981 

gtcaagattg tgttttgagg tttccttcag acagattcca ggcgatgtgc 



<210> 1982 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1982 

tcaccagtcc ctccccaaat gctttccatg agttgcagtt ttttcctagt 



<210> 1983 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1983 

tactttgggg acttgtaggg atgcctttct agtcctattc tattgcagtt 



<210> 1984 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1984 

ccatcggtga aactaacaga taagcaagag agatgttttg gggactcatt 



<210> 1985 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1985 

agctcctctt cctggcttct tactgaaagg ttaccctgta acatgcaatt 



<210> 1986 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1986 

caccaggaac ctgctttagt gggggatagt gaagaagaca ataaaagata 

<210> 1987 

<211> 50 

<212> DNA 

<213> Homo sapiens 



294/1425 



WO 02/057414 



<400> 1987 

ggctacagaa agaagatgcc agatgacact taagacctac ttgtgatatt 



<210> 1988 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1988 

gcatttccac accaagcagc aacagcaaat cacgaccact gatagatgtc 



<210> 1989 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1989 

tccccaaacc ataaaaccct atacaagttg ttctagtaac aatacatgag 



<210> 1990 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1990 

gcttccggtc cttagccttc ccaggtggga ctttaggcat gattaaaata 



<210> 1991 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1991 . 

tgctattgcc ttcctatttt gcataataaa tgcttcagtg aaaatgcagc 



<210> 1992 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1992 

ggaagaagag ggagagatgg agcaaagtga gggccgagtg agagcgtgct 



<210> 1993 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1993 

atccagcccc acccaatggc cttttgtgct tgtttcctat aacttcagta 



<210> 1994 
<211> 50 



295/1425 
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<212> DNA 

<213> Homo sapiens 

<400> 1994 

ctcagctaaa aggccacccc tttatcgcat tgctgtcctt gggtagaata 



<210> 1995 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1995 

accttatgaa ctacagtgga gctacactca ttgaaatgta atttcagttc 



<210> 1996 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1996 ■ 

tccagggcaa tcaatgttca cgcaacttga aattatatct gtggtcttca 



<210> 1997 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1997 

gccagatttg gggcatttgg aaagaagttc attgaagata aagcaaaagt 



<210> 1998 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1998 

ctgcaccctt cccccagcac catttatgag tctcaagttt tattattgca 



<210> 1999 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 1999 

ttttgaagaa gggaaattca cactgtgcgt tttgagtatg caagaagaat 



<210> 2000 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2000 

tgttgtgact ttttagccag tgactttttc tgagcttttc atggaagtgg 



296/1425 



WO 02/057414 



<210> 2001 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2001 

acttcacaca gacaagtggc taagtgtcca ttatttacct tgaacaatca 



<210> 2002 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2002 

acagccaact ggaaagatat aaaagtttgg gtctgtctcc tctccttcag 



<210> 2003 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2003 

attaaagcac caaattcatg tacagcatgc atcacggatc aatagactgt 



<210> 2004 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2004 

atggaaattg tatttgcctt ctccactttg ggaggctccc acttcttggg 

<210> 2005 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2005 

tcagagggaa agtaaatatt tcaggcatac tgacactttg ccagaaagca 

<210> 2006 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2006 

gtgtaacaca gtgccttcaa taaatggtat agcaaatgtt ttgacatgaa 

<210> 2007 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2007 

tgggactatt acatccacat gatacctctg atcaagtatt tttgacattt 



297/1425 
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<210> 2008 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2008 

cattcgtatg agaagcggct tttctgaaaa gggatccagc acacctcctc 



<210> 2009 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2009 

cttcagactg aaca'tgtaca ctggtttgag cttagtgaaa tgacttccgg 



<210> 2010 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2010 

tttaaatgtt tgtgttaata cacattaaaa catcgcacaa aaacgatgca 



<210> 2011 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2011 

gcaaccttgc atccatctgg gctaccccac ccaagtatac aataaagtct 



<210> 2012 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2012 

tgctggtggg gaaagactta aaagtggatt aaagacctgc gtattgatga 



<210> 2013 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2013 

aggggcgctc gcttccgcat cctagtctct atcattaaag ttctagtgac 



<210> 2014 

<211> 50 

<212> DNA 

<213> Homo sapiens 



298/1425 



WO 02/057414 



<400> 2014 

agctgatcct cgggaagaac aaagctaaag ctgccttttg tctgttattt 



<210> 2015 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2015 

cacaggccca tggactcact tttgtaacaa actcctacca acactgacca 



<210> 2016 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2016 

aggaggagtt tctattaaaa tctgtcactt gagtgatgtc atttaagtcc 

<210> 2017 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2017 

cctgtgcaat agacacatac atgtcacatt tagctgtgct cagaagggct 

<210> 2018 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2018 

cctgtgcaat agacacatac atgtcacatt tagctgtgct cagaagggct 



<210> 2019 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2019 

tgcacctgtt actgttgggc tttccactga gatctactgg ataaagaata 



<210> 2020 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2020 

aagaaggagc ttaatgccag gaacagattt tgcagttggt ggggtctcaa 

<210> 2021 

<211> 50 

<212> DNA 
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<213> Homo sapiens 
<400> 2021 

agggctacct gcgatctgtg tttgctctga cgaatggaat ttatcctcac 



<210> 2022 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2022 

ccatgattat ttttctaagc tggttggtta ataaacagta cctgctctca 



<210> 2023 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2023 

aaaggctaaa gaacttgcca ctaaactggg ttaaatgtac actgttgagt 

<210> 2024 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2024 

ggaaccaaga ctgtgcagga gaaagagaac tagtgctgag ggcctcaata 

<210> 2025 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2025 

tggttccagc agaagtatga tgggatcatc cttcctggca aataaattcc 



<210> 2026 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2026 

ttggttgttt ggttagtgac tgatgtaaaa cggttttctt gtggggaggt 

<210> 2027 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2027 

atgctggcag cattgcatga ttctccagta tatttgtaaa aaataaaaaa 

<210> 2028 



300/1425 



WO 02/057414 



<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2028 

cgggccagcc gaggctacaa aaactaaccc tggatcctac tctcttatta 



<210> 2029 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2029 

acctcccact ttgtctgtac atactggcct ctgtgattac atagatcagc 



<210> 2030 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2030 

ttcaactaaa gcgccacctg ctccacccag agaagcacac tttgtgagaa 



<210> 2031 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2031 

ttggaaatca tagtcaaagg gcttccttgg ttcgccactc atttatttgt 



<210> 2032 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2032 

ttggaaatca tagtcaaagg gcttccttgg ttcgccactc atttatttgt 



<210> 2033 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2033 

cctgatggag agaagaaggc atatgttcga ctggctcctg attacgatgc 



<210> 2034 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2034 

cagaagaaac tgaagaaaca aaaacttatg gcacgggagt aaattcagca 
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<210> 2035 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2035 

gtttcagctc cccgagttgg tggaaaacgc taaactggca gattagattt 



2036 
50 
DNA 

Homo sapiens 
<400> 2036 

ctcctgttgg gtaagggtgt tgagtgtgac ttgtgctgaa aacctggttc 

<210> 2037 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2037 

gaacaagtgg ttcttccaga aactgcggtt ttagatgctt tgttttgatc 

<210> 2038 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2038 

ggcttgaagc cacatggagg gagtttcatt aaatgctaac tacttttaaa 

<210> 2039 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> '2039 

atctacagac agtcaatgtg gatgagaact aatcgctgat caaataacgt 

<210> 2040 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2040 

gcgcagtgaa gaaaatgagt aggcagctca tgtgcacgtt ttctgtttaa 

<210> 2041 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2041 



<210> 
<211> 
<212> 
<213> 



302/1425 



WO 02/057414 



caatcttcct gctaaggcca ttggacacag aatccgagtg atgctgtacc 



<210> 2042 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2042 

ggcagctgtt gcagcatcca gttcatctta agaatgtcaa cgattagtca 



<210> 2043 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2043 

agacgctcct ctactctttg gagacatcac tggcctataa taaatgggtt 



<210> 2044 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2044 

tctgttatga acacgttggt tggctggatt cagtaataaa tatgtaaggc 



<210> 2045 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2045 

tgagaagaag gaggagtctg aagagtcaga tgatgacatg ggatttggcc 



<210> 2046 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2046 

gctaaagttg aacgagctga tggatatgaa ccaccagtcc aagaatctgt 



<210> 2047 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2047 

gctggccacc aaacagagca gtggctaaat tgcagtagca gcatatcttt 



<210> 2048 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2048 

gccaagtcca accgctgatt ttcccagctg ctgcccaata aacctgtctg 



<210> 2049 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2049 

tggtgtctat aagaagctca cgggcaagga tgttaatttt gaattcccag 



<210> 2050 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2050 

aggctggaca tcggcccgct ccccacaatg aaataaagtt attttctcat 



<210> 2051 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2051 

catctacagc ctctgccctg gtcgcataaa tttgtctgtg tactcaagca 



<210> 2052 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2052 

ctaccagaaa tcctaccgat aagcccatcg tgactcaaaa ctcacttgta 



<210> 2053 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2053 

ctcggggacc tgtttgaatt ttttctgtag tgctgtatta ttttcaataa 



<210> 2054 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2054 

gctgccaaca agaagcatta gaacaaacca tgctgggtta ataaattgcc 



<210> 2055 
<211> 50 



304/1425 



WO 02/057414 



<212> DMA 

<213> Homo sapiens 

<400> 2055 

gatggcatcg tctcaaagaa cttttgactg gagagaatca cagatgtgga 



<210> 2056 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2056 

gatggcatcg tctcaaagaa cttttgactg gagagaatca cagatgtgga 

<210> 2057 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2057 

ccaatgtttc tcttttggcc ctatacaaag gcaagaagga aagaccaaga 



<210> 2058 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2058 

ctggcaaaaa gccgaaggag taaaggtgct gcaatgatgt tagctgtggc 



<210> 2059 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2059 

tggtgaagat gcatgaatag gtccaaccag ctgtacattt ggaaaaataa 

<210> 2060 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2060 

gccagtgttt ccgtcagtac gcgaaggata tcggtttcat taagttggac 

<210> 2061 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2061 

gagtgataac tcatgagaag tactgatagg acctttatct ggatatggtc 
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<210> 2062 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2062 

ggtgattctt ctctgttgaa ctgaagtttg tgagagtagt tttcctttgc 



<210> 2063 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2063 

tgtgtgttga tcccaagaca atgaaagttt gcactgtatg ctggacggca 



<210> 2064 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2064 

ggggaaggtg tttttagtac aagacatcaa agtgaagtaa agcccaagtg 



<210> 2065 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2065 

aggaaaacat ccaaaacaac aagcaagaaa ccgaagaaga catcttttga 



<210> 2066 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<4.00> 2066 

agctgccacc tcagtctctt ctctgtatta tcatagtctg gtttaaataa 



<210> 2067 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2067 

ggaggcagcc agggcttacc tgtacactga cttgagacca gttgaataaa 



<210> 2068 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2068 

agcaaagatt tcagtagaat tttagtcctg aacgctacgg ggaaaatgca 
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<210> 2069 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2069 

tggtggtatt cagtggtcca ggattctgta atgctttaca caggcagttt 



<210> 2070 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2070 

tgcttttatg tgtcccttga taacagtgac ttaacaatat acattcctca 



<210> 2071 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2071 

ttgtttcaaa atgctgtttc atttttataa agtaccagtg tttagctgct 



<210> 2072 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2072 

agagatggac aagagcagcc aggagaccca gcgatctgag cataaaactc 



<210> 2073 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2073 

tgaaagagaa agactgatta cctcctgtgt ggaagaagga aacaccgagt 

<210> 2074 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2074 

ggaatacctc agaagagatg cttcattgag tgttcattaa accacacatg 



<210> 2075 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2075 

accatgatac tttaattaga agcttagcct tgaaattgtg aactcttgga 



<210> 2076 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2076 

accatgatac tttaattaga agcttagcct tgaaattgtg aactcttgga 



<210> 2077 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 2077 

gcctctgccc tggtttggct atgtcagatc caataaacat cctgaacctc 



<210> 2078 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2078 

tgccttttct accccatccc tcacagcctc ttgctgctaa aatagatgtt 



<210> 2079 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2079 

ggccaggccc- aagtaagtgt accttgtact ttataaataa acctcaagca 



<210> 2080 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2080 

gccgaattgt ctttggtgct tttcacttgt gttttaaaat aaggattttt 



<210> 2081 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2081 

cccctgccag agggagttct tcttttgtga gagacactgt aaacgacaca 



<210> 2082 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 2082 

agaagtcccc catgtggata tttcttatac taattgtatc ataaagccgt 



<210> 2083 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2083 

gggcaggagc atggggtgct tggttgtttc cttcctaata aaataaacgc 



<210> 2084 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2084 

atgcatttgg tatgaatctg tggttgtatc tgttcaattc taaagtacaa 

<210> 2085 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2085 

ttctctaggt tactgttggg agcttaatgg tagaaacttc cttggtttca 



<210> 2086 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2086 

cctcccagca acccactacc tctggtacct gtaaaggtca aacaagaaac 

<210> 2087 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2087 

ccgtgtctgt ttgtaggcgg agaaaccgtt gggtaacttg ttcaagatat 

<210> 2088 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2088 

tgagggtgag ggcaggctga ggcaacgagt gggaggttca aacaagagtg 
<210> 2089 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2089 

cccaaacaat ctgtggatgg aaaagcacca cttgctactg gagaggatga 50 



<210> 2090 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2090 

aatcaacttc aaggagcacc ttcattagta cagcttgcat atttaacatt 50 



<210> 2091 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2091 

aggcgatgat attctcacca tcctgactga agtgaactat gaagtaagca 50 



<210> 2092 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2092 

tgacgacctg gtagaatctc tctaaccatt tgaagttgat ttctcaatgc 50 



<210> 2093 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2093 

gctgcgaaag acccacatgc tacaagacgg gcaaaataaa gtgacagatg 50 



<210> 2094 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2094 

cgcccatgat gggagggatt gacatgtttc aacaaaataa tgcacttcct 50 



<210> 2095 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2095 

tctttcagat agcaggcagg gaagcaatgt agtgtggtgg gcagagcccc 50 



310/1425 



WO 02/057414 



<210> 2096 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2096 

caggaggatg gcaaagagag tcgcatctca gtgcaggaga gacagtgagg 



<210> 2097 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2097 

999ggtagtg gtggcaggac aagagaaggc attgagcttt ttctttcatt 



<210> 2098 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2098 

gccatgaagg agcaagtttt gtatttgtga cctcagcttt gggaataaag 



<210> 2099 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2099 

gctacttgtt tacattgtac actgcgacca ccttgccgct tttcatcaca 



<210> 2100 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2100 

accaagtttc aggggacatg agttttccag cttttataca cacgtatctc 



<210> 2101 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2101 

ggcaaatgag gaacagggca atagtatgat gaatcttgat tggagttggt 



<210> 2102 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2102 
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tgttcttcat ctaagccttc tggttttatg ggtcagagtt ccgactgcca 



<210> 2103 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2103 

tataccatga gatgagatga ccaccaatca tttccttggg gggagggggt 

<210> 2104 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2104 

cctaggaaat cacaggcttc tgagcacagc tgcattaaaa caaaggaagt 

<210> 2105 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2105 

aaatgtaacc ttttgctttc caaattaaag aactccatgc cactcctcaa 

<210> 2106 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2106 

acacacatac acacacccca aaacacatac attgaaagtg cctcatctga 

<210> 2107 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2107 

gaccctatcc tcccaccgcc tccgttaaca cgatcctgaa taaatcttga 

<210> 2108 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2108 

acagcaaagc ccattggcca gaaaggaaag acaataattt tgttttttca 

<210> 2109 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2109 

aaggagtaaa gatttgcctt taaataactt ggtattttcc tggctttcgt 



<210> 2110 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2110 

ggcctcgttt acttttaaaa aatgaaattg ttcattgctg ggagaagaat 



<210> 2111 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2111 

tcaactaatg atttagtgat caaattgtgc agtactttgt gcattctgga 



<210> 2112 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2112 

taggtttctg acttttgtgg atcattttgc acatagcttt atcaactttt 



<210> 2113 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2113 

aaatcagtac tttttaatgg aaacaacttg acccccaaat ttgtcacaga 



<210> 2114 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2114 

agatcttcaa gtgaacatct cttgccatca cctagctgcc tgcacctgcc 



<210> 2115 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2115 

caggaggggg gagggaaggg agccaaggga tggacatctt gtcatttttt 

<210> 2116 

<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 2116 

gcaagtatgc tgctctctct gttgatggtg aagatgaaaa tgagggagaa 



<210> 2117 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2117 

ttgtgggtgt gaaacaaatg gtgagaattt gaattggtcc ctcctattat 



<210> 2118 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2118 

aaagggaaaa agacctcgtg gagaattttt actggggatt cttgaacttg 

<210> 2119 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2119 

aaatgtattt actatgcgtg tttccagcag ttggcattaa agtgcctttt 



<210> 2120 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2120 

atttgcatta ctctggtgga ttgttctagt actgtattgg gcttcttcgt 



<210> 2121 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2121 

gaggaggtct cttctatgcc accggcctct gccagctttg caccagcgtg 



<210> 2122 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2122 

gctagatccc cggtggtttt gtgctcaaaa taaaaagcct cagtgaccca 
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<210> 2123 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2123 

tttgaagagc cattttggta aacggttttt attaaagatg ctatggaaca 



<210> 2124 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2124 

gtcaggattg cgagagatgt gtgttgatac tgttgcacgt gtgtttttct 



<210> 2125 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2125 

catgcagcta tttcaaagtg tgttggatta attaggatca tccctttggt 



<210> 2126 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2126 

taatggcccc ttaccctggg tgaagcactt acccttggaa cagaactcta 



<210> 2127 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2127 

aaggcctcat cctggggagg atacgtaggc acacagaggg gagtcaccag 



<210> 2128 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2128 

tggggtaagt ggagttggga aatacaagaa gagaaagacc agtggggatt 

<210> 2129 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2129 

acctagcgga caatgatgga gagatctatg atgatattgc tgatggctgc 



315/1425 



WO 02/057414 



<210> 2130 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2130 

gtgatggtgt agccctccca ctttgctgtt ccttacttta ctgcctgaat 



<210> 2131 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2131 

gcctctactt ctgtctcaaa atggctccaa atgatttctg tactgcaaaa 



<210> 2132 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2132 

tctccttcca cagtttattt cctcgcttcc tttgcatcta aacctttctt 



<210> 2133 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2133 

acactgttgc cctggctgta ttcataagat tccagctcct tcaggtgttt 



<210> 2134 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2134 

gtcaatattc tgcaatttca gccccatttg tactacgtgc gagacagcct 



<210> 2135 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2135 

ggcgggactg ggcggggcgg ggcatcagaa ctcaggtgtt ttttatttac 



<210> 2136 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2136 

ttccttttgc tctttgtggt tggatctaac actaactgta ttgttttgtt 



<210> 2137 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2137 

acgtcttcca aataaattat gtgttggtgc catcgcacat gctcaataaa 



<210> 2138 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2138 

aggtggtgtt cagtgtcaga cctcttaatg gccagtgaat aacactcact 



<210> 2139 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2139 

ctgagactgg ctgctgactt tgagaactct gtgagacaag gtccttaggc 



<210> 2140 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2140 

gcagggaagc tttgcatgtt gctctaaggt acatttttaa agagttgttt 



<210> 2141 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2141 

cgaaccaaag ctagaagcaa atgtcgagat aagagagcag atgttggaga 



<210> 2142 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2142 

ggaaggaaaa gagtgctgag aaatggctct gtataatcta tggctatccg 



<210> 2143 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 2143 

accaaggcta gaaccacctg cctatatttt ttgttaaatg atttcattca 



<210> 2144 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2144 

cctctgccaa agtactctta ggtgccagtc tggtaactga actccctctg 



<210> 2145 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2145 

aaaataatgc accactttta acagaacaga cagatgagga cagagctggt 



<210> 2146 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2146 

gaattggggg atagatctat aatgttcact gttcaaaacg aagactagct 



<210> 2147 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2147 

ccgtttgctt tcagaaaatg ttttagggta aatgcataag actatgcaat 



<210> 2148 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2148 

cccaaattct ttcagtggct acctacatac aattccaaac acatacagga 



<210> 2149 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2149 

aaattaataa gtcacaagaa aaacaaaagt gccagaagat gtccagccac 

<210> 2150 



318/1425 



WO 02/057414 



<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2X50 

agaggctcct aactgggcaa ctcaagattc tggcttctac tgaagaacca 



<210> 2151 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2151 

ggttttctac tgttatgtga gaacattagg ccccagcaac acgtcattgt 



<210> 2152 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2152 

cagcttctgc cacttcccag gtaagcagga ggaggtgcca acagtgttag 



<210> 2153 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2153 

accatttttg ttactctctt ccacatgtta ctggataaat tgtttagtgg 



<210> 2154 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2154 

gtgccactaa cggttgagtt ttgactgctt ggaactggaa tcctttcagc 



<210> 2155 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2155 

tctccaccac catctcccct ctacttctca tttcctaact ctctgctgaa 



<210> 2156 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2156 

ggtgttggac ttaaatcagt tgaaatgtat ttctgtacca caatttacgc 
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<210> 2157 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2157 

cccttccgct gttcctgaaa taacctttca taaagtgctt tgggtgccat 



<210> 2158 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2158 

ttctcatgta taaaactagg aatcctccaa ccaggctcct gtgatagagt 



<210> 2159 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2159 

agacacgtct atcagcttat tccttctcta ctggaatatt ggtatagtca 



<210> 2160 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2160 

tgtctggtaa caagatgtga ctttttggta gcactgttgt ggttcattct 



<210> 2161 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2161 

tcctctttcc agtggatcat aagacaatgg accctttttg ttatgatggt 



<210> 2162 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2162 

actgttttgt atacttgttt tcagttttca tttcgacaaa caagcactgt 

<210> 2163 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2163 
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acatagtttt tatttttgtg tctgtgaaag tgccaagaac ccctccccac 



<210> 2164 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2164 

tcacctggac ttaagcgtct ggctctaatt cacagtgctc tttctcctca 



<210> 2165 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2165 

agatgcctgg cagggctggg tggcgattca taaagacctc gtgttgattc 



<210> 2166 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2166 

ggatagtcag gagcgtcaat gtgcttgtac atagagtgct gtagctgtgt 



<210> 2167 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2167 

ttgtgaaata tcttgttact gcttttattt agcagactgt ggactgtaat 



<210> 2168 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2168 

ctggaggacc tgttgatgct agttcagagt atcaccaaga gctggagagg 



<210> 2169 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2169 

gctgcacaag agccttgatt gaagatatat tctttctgaa cagtatttaa 



<210> 2170 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2170 

ttgcctttat aaaaacttgc tgcctgacta aagattaaca ggttatagtt 



<210> 2171 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2171 

tggttctgct ttttgacctc tctctacctt ttcagggtaa tctttgtggc 



<210> 2172 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2172 

cctgtccttg tgtttgtgtg tgctaacaga aataagttgc agtatggtcg 



<210> 2173 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2173 

aaaagtgttg gttttctgcc atcagtgaaa attcttaaac ttggagcaac 



<210> 2174 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2174 

agggtttggc tgtgtctaaa ctgcattacc gcgttgtaaa aaatagctgt 



<210> 2175 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2175 

cctaggctgc gctccagcac tgcggggctt ttctgcaata aagtcacgag 

<210> 2176 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2176 

ggcagcacag agacccccgg aacaagccta aaaattgttt caaaataaaa 

<210> 2177 

<211> 50 



322/1425 



WO 02/057414 



<212> DNA 

<213> Homo sapiens 

<400> 2177 

aagtcttttc cacaaaccac catctatttt gtgaactttg ttagtcatct 



<210> 2178 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2178 

tggcaagttg gaaaatatgt aactggaatc tcaaaagttc tttgggacaa 



<210> 2179 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2179 

tctgcttatg gcacaatttg cctcaaatcc attccaagtt gtatatttgt 



<210> 2180 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2180 

ccattgttgt caaatgccca gtgtccatca gatgtgttcc tccattttct 



<210> 2181 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2181 

gctgcctctg taaattcatg tattcaaagg aaaagacacc ttgcctataa 



<210> 2182 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2182 

tcaagtcagc aacagagcaa aataaaggtt agataagtcc ttgtgtagca 



<210> 2183 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2183 

cttgccttaa gctaccagat tgcttttgcc accattggcc atactgtgtg 
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<210> 2184 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2184 

tggttttgaa tgcaattagg ttatgctatt tggacaataa actcaccttg 50 



<210> 2185 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2185 

tgcaaggttt aggctggtgg cccaggacca tcatcctact gtaataaaga 50 



<210> 2186 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2186 

gtgtggtcgg ggtgagaacc caagcgttgg aactgtagac ccgtcctgtc 50. 



<210> 2187 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2187 

agcagcagtg acataaaatt ccatgttaga taagcatatg ttacttacct 50 



<210> 2188 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2188 

ctccacaata aggtcaatgc cagagacgga agcctttttc cccaaagtct 50 



<210> 2189 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2189 

tggaggtatt caatatcctt tgcctcaagg acttcggcag atactgtctc 50. 



<210> 2190 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2190 

ggtgcccacc attcttggcc tgttacttac ctgagatgag ctcttttaac 50 
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<210> 2191 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2191 

ttaagaagaa atacccacta acaaagaaca agcattagtt ttggctgtca 



<210> 2192 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2192 

gcaagacata gaatagtgtt ggaaaatgtg caatatgtga tgtggcaaat 



<210> 2193 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2193 

gggcggcccg gagccagcca ggcagtttta ttgaaatctt tttaaataat 



<210> 2194 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2194 

ctgattgtag cagcctcgtt agtgtcaccc cctcctccct gatctgtcag 



<210> 2195 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2195 

agagaacact ggacaacatt ttactactga gggaaatagc caaaaaggca 



<210> 2196 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2196 

catgggggca acagccaaaa taggggggta atgatgtagg ggccaagcag 

<210> 2197 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2197 

ttctggaaga tggtcagcta tgaagtaata gagtttgctt aatcatttgt 



<210> 2198 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2198 

gggtggctct gatatagtag ctctggtgta gtttctgcat ttcaagaaga 



<210> 2199 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2199 

ttccagtcag tttttctctt aagtgcctgt ttgagtttac tgaaacagtt 



<210> 2200 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2200 

aaggaccaag gagatgaagc aaacacatta agccttccac actcacctct 



<210> 2201 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2201 

aggtgcagcc tctggaagtg gatcaaacta gaactcatat gccatactag 

<210> 2202 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2202 

acttaaaagt ttagggtttt ctcttggttg tagagtggcc cagaattgca 



<210> 2203 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2203 

gtcttgtgac tagtgctgaa gcttattaat gctaagggca ggcccaaatt 



<210> 2204 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 2204 

ccagagctgc tattagaagc tgcttcctgt gaagatcaat cttcctgagt 



<210> 2205 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2205 

tcctctttct cccagcttca aatgcacaat tcatcattgg gctcacttct 



<210> 2206 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2206 

cagcttcacc ctgtcaagtt aacaaggaat gcctgtgcca ataaaaggtt 



<210> 2207 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2207 

ctcgaatcat tgaagatccg agtgtgattt gaattctgtg atattttcac 



<210> 2208 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2208 

cttcatctgg aagaagaggc aagggggcag gagaccaggc tctagctctg 



<210> 2209 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2209 

agactttgcc attgttgcca ttgttttctt ttgtacctga agcattttga 



<210> 2210 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2210 

aaaagtaggg gaggggctgg gtctgcaaat taataaatag aagagggggt 

<210> 2211 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2211 

gtcgcaaagg ggataatctg ggaaagacac caaatcatgg gctcacttta 



<210> 2212 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2212 

tcagtaaaca aattctttca caaggtacaa aatcttgcat aagctgaact 



<210> 2213 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2213 

gttttactta ggacaagttg taccttgccc tctctccagc tctgctccca 



<210> 2214 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2214 

actggcttcc atcagtggta actgctttgg tctcttcttt catctgggga 



<210> 2215 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2215 

tggatgtggc tgctttcaac aagatctaaa atccatcctg gatcatggca 



<210> 2216 • 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2216 

tgtggtgtat atccttccaa aaaattaaaa cgaaaataaa gtagctgcga 



<210> 2217 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2217 

gtcttccatg tgaacagcat aagtttggag cactagtttg attattatgt 
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<210> 2218 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2218 

gcccacaccc acactctcca gcatctggca caataaacat tctctgtttt 



<210> 2219 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400s- 2219 

agctgtttcc tgggtaaatc tagagtgggg ttttggttct ttattttccc 



<210> 2220 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2220 

gcaggagaca ttggtattct gggcagcttc ctaatatgct ttacaatctg 



<210> 2221 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2221 

tggttttcat atcaaaagat catgttggga ttaacttgcc tttttcccca 



<210> 2222 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2222 

atctacaagc ggagaaagtg acctagagat tgcaagggcg gggagaggag 

<210> 2223 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2223 

tgtttaaatg gcttggtgtc tttcttttct aattatgcag aataagctct 



<210> 2224 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2224 
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aaaactgtac tttgattcac atgttttcaa atggagttgg agttcattca 



<210> 2225 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2225 

tccatcagag ctggtctgca cactcacatt atcttgctat cactgtaacc 



<210> 2226 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2226 

gacactttcg agctcccagc tccagcttcg tctcaccttg agttaggctg 



<210> 2227 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2227 

tgttggggtt tcctttacct tttctataag ttgtaccaaa acatccactt 



<210> 2228 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2228 

aggagtcttt tacccggtgt gctttgccgc agtcatccaa aataaattca 



<210> 2229 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2229 

tagggagccg caccttgtca tgtaccatca ataaagtacc ctgtgctcaa 

<210> 2230 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2230 

gctgtatata aacgtgtccc gagcttagat tctgtatgcg gtgacggcgg 

<210> 2231 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2231 

tgtcttatgt gtcaaaagtc ctaggaaagt ggttgatgtt tcttatagca 



<210> 2232 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2232 

gctgaatgac atattttatc ttgttcttta aaatcacaac acagagctgc 



<210> 2233 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2233 

tgtctctctc tctttttctt ttctatggag caaaacaaag ctgatttccc 



<210> 2234 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2234 

cagtgtactg caaggaagct ggatgcaaga tagatactat attaaactgt 

<210> 2235 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2235 

tgtattgtat gcaaatctgt gattgttggc agtgtcatct ctgagaaaca 



<210> 2236 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2236 

9gggtgtttg tgtgtgtgcg cgtgtgcgtt tcaataaagt ttgtacactt 



<210> 2237 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2237 

tttagtattt ttcccccagg ccagatcatt cgtgagtgtg cgagtgtgtg 



<210> 2238 . 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 2238 

tgctttgttt aaaggactgc agaccaagga gtcgagcttt ctctcagagc 



<210> 2239 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2239 

accttatttc cactctggtg gataagttca ataaaggtca tatcccaaac 



<210> 2240 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2240 

aatgttgtct gtcttctgtg ctgttcctgt aagtttgcta ttaaaataca 



<210> 2241 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2241 

accttcctca tttcacagat aaggaatctt tggggattaa ccaacctcct 



<210> 2242 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2242 

agatacctcc ccaccaccaa ttgccaaagg tccaataaaa tgcctcaacc 



<210> 2243 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2243 

gcaatccaca atctgacatt ctcaggaagc ccccaagttg atatttctat 



<210> 2244 

<2U> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2244 

tctcaggctg cgtgcagcaa cagtgcccag ggctctgatg agtctctcat 
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<210> 2245 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2245 

gcctccaacc atgttccctt cttcttagca ccacaaataa tcaaaaccca 



<210> 2246 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2246 

ctcatcttca acttttgtgc tcccctttgc ctaaacccta tggcctcctg 



<210> 2247 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2247 

tgggggttgt aaattggcat ggaaatttaa agcaggttct tgttggtgca 



<210> 2248 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2248 

tgtgtgtatg gtagcacagc aaacttgtag gaattagtat caatagtaaa 



<210> 2249 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2249 

cctgcctggc tctctcttcc taccctcctt ccacatgtac ataaactgtc 



<210> 2250 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2250 

agatgggaat gaagcttgtg tatccattat catgtgtaat caataaacga 



<210> 2251 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2251 

ttaagatttt tctcaaagtt ttgaaaagct attagccagg atcatggtgt 
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<210> 2252 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2252 

tgcggctagt tcagagagat ttttagagct gtggtggact tcatagatga 



<210> 2253 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2253 

ccattttgcc tttctgacat ttccttggga atctgcaaga acctcccctt 



<210> 2254 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2254 

ttccgtttgg tagactcctt ccaatgaaat ctcaggaata attaaactct 



<210> 2255 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2255 

ggcagagaag gaggagtatg agcatcagaa gagggagctg gagcaaatct 



<210> 2256 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2256 

agcagccttt ctgtggagag tgagaataat tgtgtacaaa gtagagaagt 

<210> 2257 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2257 

aatgataact aatgacatcc agtgtctcca aaattgtttc cttgtactga 



<210> 2258 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2258 

tccctctggg actggacaat tgcttcaagc attcttcaac cagcagatgc 



<210> 2259 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2259 

cggctacatg cctcagtgaa ggactagtag ttcctgctac aacttcagca 



<210> 2260 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2260 

catgagtcaa gagcatcctg cttctaccat gtggatttgg tcacaaggtt 



<210> 2261 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2261 

gtcagaggtc ctgtctggat ggaggctgga ggctcccccc tcaacccctc 



<210> 2262 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2262 

cctgatacac aattatgacc agaaaatatg gctccatgaa ggtgctactt 



<210> 2263 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2263 

attcaattcc agagtagttt caagtttcac atcgtaacca ttttcgcccg 



<210> 2264 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2264 

tggaaatgtc atctaaccat taagtcatgt gtgaacacat aaggacgtgt 



<210> 2265 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 2265 

aattcccaga tttgaagaca aaaatactct aattctaacc agagcaagct 



<210> 2266 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2266 

tggcagctac ccccttcttg agagtccaag aacctggagc agaaataatt 



<210> 2267 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2267 

ttccttcagg atgatctaga gcagcatgga gctgttggta gaatattagt 



<210> 2268 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2268 

tgccaagcac agtgcctgca tgtatttatc caataaatgt gaaattctgt 



<210> 2269 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2269 

accactgtat gtttacttct caccatttga gttgcccatc ttgtttcaca 



<210> 2270 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2270 

ggctgagggt tctgctgtcc tgtgccaccc cattaaagtg cagttcctcc 

<210> 2271 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2271 

accatccaat cggacaagct ttcagaacct tattgaagga tttgaagcac 

<210> 2272 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2272 

agtctctaaa gagtttattt taagacgtgt ttgtgtttgt gtgtgtttgt 



<210> 2273 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2273 

tggaagacta aagaggtgca atgtgatctg agcctccatc attgtcctcc 



<210> 2274 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2274 

gcagccagca gatctcagca gcccagtcca aataaacgtc ctgtctagca 



<210> 2275 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2275 

ggtaggagca accactgact ggtcttaagc tgttcttgca taggctctta 



<210> 2276 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2276 

tcagctacac tttgttttta agtttgtttt tgacatgttt atttggcaaa 



<210> 2277 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2277 

tcccccctcc gcctcccagg aagaaagaat gttactgcct taataaaaaa 



<210> 2278 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2278 

gtgaatttgg gctcacagaa tcaaagccta tgcttggtag ctcttgaaca 
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<210> 2279 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2279 

tccttccttt ccactgaaaa gcacatggcc ttgggtgaca aattcctctt 



<210> 2280 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2280 

agaaatgttc agtaatgaaa aaatatatcc aatcagagcc atcccgaaaa 

<210> 2281 

<211> 50 

<212> DNA 

<213>" Homo sapiens 

<400> 2281 

ttttaacttt taaggttgaa aagacaatag cccaaagcca agaaagaaaa 



<210> 2282 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2282 

gcactccttt gtcatatact ctgcatcact gtcatactca caacttcgtg 



<210> 2283 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2283 

tggcagtggg aaaaatgtag gagactgttt ggaaattgat tttgaacctg 



<210> 2284 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2284 

catgcaaata aaaagaatgg gacctaaact cgtgccgctc gtgccgaatt 

<210> 2285 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2285 
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ggattgccca tccatctgct tacaattccc tgctgtcgtc ttagcaagaa 50 



<210> 2286 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2286 

gagcactgga ttgctttccc attatgagcg tccttcatct gggcagaccc 50 



<210> 2287 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2287 

aaccggatat atacatagca tgacatttct ttgtgctttg gcttacttgt 50 



<210> 2288 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2288 

atttgtttgc atccctcccc cacaccctgg tgttttaaaa tgaagaaaaa 50 



<210> 2289 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2289 

aaactcctgc ttaaggtgtt ctaattttct gtgagcacac taaaagcgaa 50 



<210> 2290 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2290 

gacatgcggg ctgggcagct gttagagtcc aacgtggggc agcacagaga 50 



<210> 2291 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2291 

accaaaattc agtgaaggca ttctacaagt tttgagttag cattacattt 50 



<210> 2292 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2292 

taacactgca tcggatgcgg ggcgtggagg caccgctgta ttaaaggaag 



<210> 2293 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2293 

tccatcgagc acgtctgaaa cccctggtag ccccgacttc tttttaatta 



<210> 2294 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2294 

cagtcactgg tgtcaccctg gataggcaag ggataactct tctaacacaa 



<210> 2295 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2295 

gggaagcact cgtgtgcaac agacaagtga ctgtatctgt gtagactatt 



<210> 2296 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2296 

tctatgagct ttgtcagtgc gcgtagatgt caataaatgt tacatacaca 



<210> 2297 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2297 

atatggtgct gttttctacc cttggaaaga aatgtagatg atatgtttcg 



<210> 2298 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2298 

ttgctaggcg agataggggg aagacagata tgggtgtttt taataaatct 



<210> 2299 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 2299 

aagttgcttc ctaacatcct tggactgaga aattatactt acttctggca 50 



<210> 2300 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2300 

ctcaggcaaa gaaaatgaaa tgcatatttg caaagtgtat taggaagtgt 50 



<210> 2301 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2301 

tggaagagag gaataaataa ttcacctata tgtgtttgag gttgtgacag 50 



<210> 2302 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2302 

gcctgagcaa agggcctgcc cagacaagat tttttaattg tttaaaaacc 50 



<210> 2303 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2303 

aaatgacaca tctgtgcaat agaatgatgt ctgctctagg gaaaccttca 50 



<210> 2304 

<211> 50 

<212>, DNA 

<213> Homo sapiens 

<400> 2304 

atatttttat ttgtttcagt tcagataatt ggcaactggg tgaatctggc 50 

<210> 2305 

<2U> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2305 

ttcccaggac cgaacaagtt ccagaaaaga ctgaagaata atcacaattc 50 
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<210> 2306 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2306 

ttccttatct ccctcagacg cagagttttt agtttctcta gaaattttgt 50 



<210> 2307 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2307 

ttttggaggg gtttatgctc aatccatgtt ctatttcagt gccaataaaa 50 



<210> 2308 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2308 

cattgagtgg cgcagagccg ggtttcatct ggaattaact ggatggaagg 50 



<210> 2309 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2309 

tggaaattcc cgtgttgctt caaactgaga cagatgggac ttaacaggca 50 



<210> 2310 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2310 

tggaaattcc cgtgttgctt caaactgaga cagatgggac ttaacaggca 50 



<210> 2311 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2311 

cgtcctgcgg agccctgtct cctctctctg taataaactc atttctagcc 50 



<210> 2312 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2312 

tttccctgat tatgatgagc ttccattgtt ctgttaagtc ttgaagagga 50 
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<210> 2313 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2313 

caaatgcaac ctcacaacct tggctgagtc ttgagactga aagatttagc 



<210> 2314 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2314 

gggacactgg aggctggagc tacagttgaa agcactgcat gttaagaggg 



<210> 2315 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2315 

tctgtcatgc ccacaatccc tttctaagga agactgccct actatagcag 



<210> 2316 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2316 

ggagaaatag gaatttgtga acccctaaaa ttgtagcaac tttgaaaggt 



<210> 2317 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2317 

acaagagtat ccacaaaata ggttggcact gactatatct ctgcttgact 

<210> 2318 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2318 

gccctcctga aacttacaca caaaacgtta agtgatgaac attaaatagc 

<210> 2319 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2319 

aaaccatcta ctatatgtta gacatgacat tctttttctc tccttcctga 



<210> 2320 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2320 

gtgtatctcg tggaatcagt ggttagcatt gccgctatta tatttactca 



<210> 2321 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2321 

ttgtgatgtt aagaaatttg tatggtgtgg cagtggtcta ttcctaagga 



<210> 2322 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2322 

cggatgactg accaagaggc tattcaagat ctctggcagt ggaggaagtc 



<210> 2323 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2323 

cctaaatctg tgtgtgtatt gtgaagtggt ataagaaatg actttgaacc 



<210> 2324 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2324 

caggctgagg tggaccaaga aggcaaccaa gtccccagag gagacccgcg 

<210> 2325 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2325 

gaatgtaggg aagaggtgcc aagccaaccg tggggttagc tctaattatt 



<210> 2326 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 2326 

acggggatgt cagggaggca agtgtgttgt gttactgtgt caataaactg 



<210> 2327 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2327 

ggcagaatgg gccaaaagct tagtgttgtg acctgttttt aaaataaagt 



<210> 2328 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2328 

caagatgggg tgggggatat tgagggagac agcgctaagg atggttttat 



<210> 2329 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2329 

taggcttcta tttcctttcc acccactctt cacaggctat tctactttaa 



<210> 2330 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2330 

ggtaaccagg tccaatcagt aaaaataagc tgcttataac tggaaatggc 



<210>. 2331 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2331 

tctgttttaa gtaacagaat tgataactga gcaaggaaac gtaatttgga 



<210> 2332 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2332 

tgcctttaat tgttctcata atgaagaata agtaggtacc ctccatgccc 



<210> 2333 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2333 

tgccattaag caggaatgtc atgttccagt tcattacaaa agaaaacaat 



<210> 2334 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2334 

acctgttttg tatacctgag agcctgctat gttcttcttt tgttgatcca 



<210> 2335 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2335 

ctgcttcctt cagtttgtaa agtcggtgat tatatttttg ggggctttcc 



<210> 2336 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2336 

agcatacttc ttttttccag tttcaatcta actgtgaaag aaacttctga 



<210> 2337 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2337 

gaactctaac acttctctcc tccactctga gccccctgac cttccaaacc 



<210> 2338 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2338 

ccagtgcgtg ctgtctgtgg agtgtgtctc atgctttcag atgtgcatat 



<210> 2339 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2339 

ccctgccaca tgggtccagt gttcatctga gcataactgt actaaatcct 
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<210> 2340 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2340 

tgcttaaggc aagagtttca gatttactgt tgaaataaac ccaactgttc 50 



<210> 2341 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2341 

cctgacccct cccatccttc ccatttcctt tgatgttatt ttgttacagc 50 



<210> 2342 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2342 

taagtccctg ctgcccttcc ccttcccaca ctgtccattc ttcctcccat 50 



<210> 2343 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2343 

tgatgtgatt gtagcttttt aaactatgaa acccctgaga gattgtacct 50 



<210> 2344 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2344 

cccaaaggtt cctaagcctg gctgcaaaga agaatcaaca gggacacttt 50 



<210> 2345 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2345 

tagaagtttg ctttttccct gcctgtcttg gtcactacca cctcttccct 50 



<210> 2346 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2346 
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tgaccagcac tgtctcagtt tcactttcac atagatgtcc ctttcttggc 



<210> 2347 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2347 

ctgcccatct cagcctcacc atcaccctgc taatgactgc cagactgtgg 



<210> 2348 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2348 

ttcctgaagc tgttcccact cccagatggt tttatcaata gcctagaggt 

<210> 2349 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2349 

ggattacctt tccttgtaaa gaggatgctg ccttaagaat tgcatgttgt 

<210> 2350 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2350 

gggtctttgg tgtttttaaa tgattgtttc ttcttcatgc ttttgcttgc 



<210> 2351 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2351 

catggggcgg gggcgggacc agggagaatt aataaagttc tggacttttg 



<210> 2352 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2352 

atttaaagca cagtttgttt ttctgtcacc tatagagtgc aagaatgcac 



<210> 2353 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2353 

cagcactgtc tccagatagg aacatgcaca aagcagttaa ttaggcagcc 



<210> 2354 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2354 

ctcccctccc attcctctgg tccctgcctt ggtcccttgc ctgggaagag 



<210> 2355 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2355 

aaggttggtt aaaagatggc agaaagaaga tgaaaataaa taagcctggt 



<210> 2356 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2356 

ctcatcaccg gttctgtgcc tgtgctctgt tgtgttggag ggaaggactg 



<210> 2357 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2357 

tttgcttggc aacacgactt gaaataaata aaactttgtt tcttaggaga 



<210> 2358 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2358 

aaaagaaatc tgtttcaaca gatgaccgtg tacaataccg tgtggtgaaa 



<210> 2359 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2359 

gacgccacac accattttca gatgccgttg caattaaatc ttgccacact 



<210> 2360 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 2360 

atgttttagt aacagttggc tgtaatcact cctcgccgtg tctggcactg 



<210> 2361 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2361 

agttctgcgt ttggcatctt cactctttcc aaaatgtatc tgtacatcag 



<210> 2362 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2362 

tgtgtttgca gagctagtgg atgtgtttgt ctacaagtat gattgctgtt 



<210> 2363 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2363 

aaatctgggg aagaggtttt atttacattt tagggtgggt aagaaagcca 



<210> 2364 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2364 

cagagcggag gctgggatct agcgagagag atgcagaaga tgtgaagaaa 



<210> 2365 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2365 

cgtttggagg ggcggtttct ggtagttgtg gcttttatgc tttcaaagaa 



<210> 2366 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2366 

9999tgggag 99 at 9999 a 9 tcggttagtc attgatagaa ctactttgaa 



350/1425 



WO 02/057414 



<210> 2367 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2367 

tgcagaaaca gaaaggtttt cttctttttg cttcaaaaac attcttacat 



<210> 2368 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2368 

agattaactg ctggacctcc tacctgcatt atctcattct ggcttccttg 



<210> 2369 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2369 

ctttgtggtt ttaaagacaa ctgtgaaata aaattgtttc accgcctggt 



<210> 2370 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2370 

gaactcagct gggttggtga attaactaat ggaagacatg aaattgttcc 



<210> 2371 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2371 

acgatgatgg ttacccttca tggacgtctt aatcttccac acacatcccc 



<210> 2372 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2372 

ttcagttcta ataatgtcct taaattttat ttccagctcc tgttccttgg 



<210> 2373 

<211> 50 " 

<212> DNA 

<213> Homo sapiens 

<400> 2373 

gcctttccat tccatttatt cacactgagt gtcctacaat aaacttccgt 
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<210> 2374 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2374 

tgcattatcc agaactgaag ttgccctact tttaactttg aacttggcta 



<210> 2375 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2375 

gcccagtaag acactcatgt ggctagtgtt tgccgaatga aactcaactc 



<210> 2376 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2376 

taagtcttat gccaaattca gtgctactcc tcgttacatg acatacaact 



<210> 2377 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2377 

aagtgagtgg acagcctttg tgtgtatctc tccaataaag ctctgtgggc 



<210> 2378 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2378 

tctccaagtc tttggttgaa gagaagatat atgactgttg agtgtgctct 



<210> 2379 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2379 

ggggaattgt cgcctcctgc tcttttgtta ctgagtgaga taaggttgtt 



<210> 2380 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2380 

tggcatcctc aggggttgtg atccagctcc atatattgtt taccttcaaa 



<210> 2381 

<2U> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2381 

cgggcactgg gtggggcagg gcacgagtta tttaaaacag ttacactgca 



<210> 2382 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2382 

cggacatctt ttccgttgcg gtttgagaat gttcctataa taaacccctc 



<210> 2383 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2383 

tttggcctgt tttgatgtat gtgtgaaaca atgttgtcca acaataaaca 



<210> 2384 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2384 

agcgagctgc tctgctatgt ccttaagcca atatttactc atcaggtcat 



<210> 2385 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2385 

tgtagttggg gtagattatg atttaggaag caaaagtaag aagcagcatt 



<210> 2386 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2386 

gcgatggaca gactcacaac ctgaacctag gagtgcccca ttcttttgta 



<210> 2387 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 2387 

gctcaggagg gtacaagctc cagaacagta accaagtggg aaaataaaga 



<210> 2388 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2388 

ctggattcat gcagccagct ttgcaggtta tcagagatca aagattgtaa 



<210> 2389 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2389 

tatcatgggg agtaatagga ccagagcggt atctctggca ccacactagc 



<210> 2390 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2390 

ctgtggaaaa atatttaaga tagttttgcc agaacagttt gtacagacgt 



<210> 2391 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2391 

actctcaaat aattaaaaag gactgtattg ttgaacagag ggacaattgt 



<210> 2392 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2392 

aactcatggg aataattgtg agtcagcgta acatttcaag agtctaaagg 

<210> 2393 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2393 

tgctcctgtt ctgtcacttg tcatggtctt tcttggtatt aaaggccacc 



<210> 2394 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2394 

ggggttgtaa atatcaacta ttcaacagtt taggatgcaa ttacgagtgt 50 



<210> 2395 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2395 

aatcttatgt ttccaagaga actaaagctg gagagacctg acccttctct 50 

<210> 2396 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2396 

tgcaccaggt gttggaaaaa cacaattatg gtaaaataaa gtgttctcct 50 

<210> 2397 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2397 

aatgggcaca cagggaacag gaaatgggaa tgagagcaag ggttgggttg 50 ■ 

<210> 2398 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2398 

tcttcttcat ctctgttttg ctcttaaaaa tataaaaagg caattccccg 50 

<210> 2399 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2399 

agatgtaacc caccttgacc ataaattggc ttttcatagt gctcagatgt 50 



<210> 2400 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2400 

ctaggctctg ggcacatttc ctgttcttga attctgctcc tgaagagggt 50 
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<210> 2401 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2401 

taccctgccc ctctttttcg gtttgttttt attctttcat ttttacaagg 50 



<210> 2402 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2402 

gctgcctaac ttatccatct ttgaacttct gactacttgt tgtatctgct 50 



<210> 2403 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2403 

cctttaaaac aataaggcgc tttcattttg cactctaact taagagtttt 50 



<210> 2404 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2404 

tcctgcctcc tgcggctgtt ggatttggga atgaccttgg tgagagtctc 50 



<210> 2405 

<211> 50 

<212> DNA 

<213> . Homo sapiens 

<400> 2405 

atactctgag ctgtggactg aactggcaga cacaacctgt acagattgaa 50 • 



<210> 2406 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2406 

aaggaattat gtggtcagtg cattgttttt taaactggaa atcattttgt 50 



<210> 2407 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2407 
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tgctcttaaa accagggagt cagatatatt tgtaaggtta aatcattggt 



<210> 2408 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2408 

gccaaaaatc tgtcttgaag gcagctacac tttgaagtgg tctttgaata 



<210> 2409 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2409 

cctctcagga cgtgccgggt ttatcattgc tttgttattt gtaaggactg 



<210> 2410 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2410 

tgactatctg taatggatca attttggata tgactttggg tgggggtaaa 



<210> 2411 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2411 

cgagctgaga agcggtcatg agcacctggg gattttagta agtgtgtctt 



<210> 2412 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2412 

ggtagtgcct ccaggggcag aggaaaagaa gaagtgttac tgcattttgt 



<210> 2413 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2413 

atggtcagat tagatgcaag aataaagcag ttgtccgagt ctaagtttct 



<210> 2414 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2414 

tggtattctg ttctgaagtc taggatattt ttcagcctat aaagccccct 



<210> 2415 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2415 

acttacccag atgttgcttt tgaaaagttg aaatgtgtaa ttgttttgga 



<210> 2416 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2416 

agcggactca ggctccagct gtggctacaa catagggttt ttatacaaga 



<210> 2417 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2417 

ttattgtggc aaatgttgtc tgacttactg tttcaacaaa ccagaagaca 



<210> 2418 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2418 

tggacagtag cattagaatt gtggaaaagg aacacgcaaa gggagaagtg 

<210> 2419 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2419 

ctggtaaatt ttgtgcttat cttcaaggct ggcttaagta taaaattgtt 



<210> 2420 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2420 

ccctggctcc ttcagacacg tgcttgatgc tgagcaagtt caataaagat 



<210> 2421 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 2421 

gttaacttcc aggagttcct cattctggtg ataaagatgg gctggcagcc 



<210> 2422 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2422 

cctgtctcgt ggcaacaagg ctatgttctg ttaggagtta ccttaaactg 



<210> 2423 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2423 

agtcagatct ttctccttga atatctttcg ataaacaaca aggtggtgtg 



<210> 2424 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2424 

tcctataatt atttctgtag cactccacac tgatctttgg aaacttgccc 



<210> 2425 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2425 

ccacgggtga tgcttccagg ggttctggcg ggagtctcag ccgaagagag 



<210> 2426 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2426 

gaaattgctt ttcctcttga accacagttc tacccctggg atgttttgag 



<210> 2427 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2427 

accagactga caaatgtgta tcggatgctt ttgttcaggg ctgtgatcgg 
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<210> 2428 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2428 

ccactgtcac tgtttctctg ctgttgcaaa tacatggata acacatttga 



<210> 2429 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2429 

cgaagaagag ccacagtgag ggagatccca tccccttgtc tgaactggag 

<210> 2430 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2430 

gacctgatac ggctccccag tacaccccac ctcttccttg taaatatgat 



<210> 2431 

<211> 50 

<212> . DNA 

<213> Homo sapiens 

<400> 2431 

ctcaagcgtc ctgggatctc cttctccctc ctgtcctgtc cttgcccctc 

<210> 2432 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2432 

cctcaaggga ggagtgatct tcaccaccaa gaagggccag cagttctgtg 

<210> 2433 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 2433 

tcctgtgtgt catgttggtt tttggtactt gtattgtcat ttggagaaac 



<210> 2434 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2434 

tcctgtgatg gaaatacaac tggtatcttc acttttttag gaattgggaa 
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<210> 2435 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2435 

aatttgcagt aaacttttaa ttaaatgctc atctggtaac tcaacacccc 



<210> 2436 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2436 

gctgcttttg aggagaaaat atatagcttt ggacacgagg aagatctaga 



<210> 2437 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2437 

aaacgcttgg agtgcttctg aatatacaga agttccattt aagggcaagt 



<210> 2438 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2438 

tgcatcgtgt ttctaccttt agtaccttgc cactctttta aaacgctgct 



<210> 2439 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2439 

gaccttcctg ccaccagtca ctgtccctca aatgacccaa agaccaatat 



<210> 2440 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2440 

agacctttct ttgggactgt gtggaccaag gagcttccat ctagtgacaa 



<210> 2441 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2441 

gctcagtaac ataactgctt cttggagctt tggaatattt tatcctgtat 



<210> 2442 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2442 

ttctgcacag gtctctgttt agtaaataca tcactgtata ccgatcagga 



<210> 2443 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2443 

cgggccttgc atataaataa cggagcatac agtgagcaca tctagctgat 

<210> 2444 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2444 

agagatgcct ttgtttgatg agattcaaac ttgatgctat gctttaaaat 

<210> 2445 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2445 

agtcccattc ttccttttca atacctaccc ccaaatcttc tcctaaccct 



<210> 2446 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2446 

tgtcacactg gctatcaaag aataagaaaa ttattgagta tgagtgtgtt 

<210> 2447 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2447 

gcaaaaccca gaagctaaaa agtcaataaa cagaaagaat gattttgaga 

<210> 2448 

<211> 50 

<212> DNA 
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<213> Homo sapiens 
<400> 2448 

ttgtgaccaa atgggcctca aagattcaga ttgaaacaaa caaaaagctt 50 



<210> 2449 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2449 

aaggttctat taaccacttc taagggtaca cctccctcca aactactgca 50 



<210> 2450 

<2X1> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2450 

gttgtatcac ccccgagtta gcatatccca ggctcgcaga ctcaacacag 50 



<210> 2451 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2451 

ccacttgagt ttgtcctcca agggtaggtg tctcatttgt tctggcccct 50 



<210> 2452 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2452 

tcctgtctct ctcctcctta ctcttggata aataaacagc ctgtgagcac 50 



<210> 2453 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2453 

cctgaccctc tttgaattaa gtggactgtg gcatgacatt ctgcaatact 50 



<210> 2454 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2454 

tctaaacttt attttcaaaa gcttaaggcc caaatacaaa cttctctgga 50 



<210> 2455 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2455 

catggtgata gcctgaaaga gctttcctca ctagaaacca aatggtgtaa 



<210> 2456 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2456 

ggagaaggat tagaaagtta tgtggcagat aaagaattcc atgcacctct 



<210> 2457 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2457 

acagtttttc ttttgaattt agtatttgag atgagttgtt gggacatgca 



<210> 2458 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2458 

gatctagtct gttacaccat ttagaacttt cctcagccat tatcagtcat 



<210> 2459 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2459 

agcatggtaa gttcccttag ctatatgaat tttggcatgt ttcagagaga 



<210> 2460 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2460 

acatttttat tctttctact gagggcattg tctgttttct ttgtaaatgc 



<210> 2461 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2461 

aaaaggaaaa ccgaattagg tccacttcaa tgtccacctg tgagaaagga 
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<210> 2462 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2462 

cctatccccg gatgtgtgag aataatgtgt tcataaagca tggatctcgt 



<210> 2463 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2463 

ccagtgtcta ttctgggtta gagaagtgct tactaagggg ttttctaata 



<210> 2464 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2464 

gggtgatctg cttttatcta aatgcaaata aggatgtgtt ctctgagacc 



<210> 2465 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2465 

gggagtgttg tgactgaaat gcttgaaacc aaagcttcag ataaacttgc 

<210> 2466 

<2X1> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2466 

gagccaatcc actccttcct ttctatcatt cccctgccca cctccttcca 



<210> 2467 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2467 

cttcctgtac ctcctcccca cagcttgctt ttgttgtacc gtctttcaat 



<210> 2468 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2468 
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gctgctgcca ccgcttcctg cctgtcattt gaataaacag tgtttctatt 



<210> 2469 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2469 

tgggactcat ccaaaaggga cgagaagaaa gaagaaggaa cctgattcgg 



<210> 2470 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2470 

tcaagactgc ctttatgctg gatcatgtgc tactggtata aagttctggc 



<210> 2471 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2471 

gtacacccct caaccctatg cagcctggag tgggcatcaa taaaatgaac 



<210> 2472 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2472 

ccatgagact gatccctggc cactgaaaag ctttcctgac aataaaaatg 



<210> 2473 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2473 

ttgggaagtg accatttcta ggcttataca taatagcaat aataaaggct 



<210> 2474 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2474 

atgtggtaaa acccagaaag catccatcat gaatgcaaga tactttcaat 



<210> 2475 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2475 

ttcacattgt attcagagtt gatggttgta catataagtg attgctggtt 



<210> 2476 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2476 

gccactggtt tctcagaatc caaagatcac atattctagt gtaacactgc 



<210> 2477 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2477 

ctgtgctttt tgcttgggat aatggagttt ttctttagaa acagtgccaa 



<210> 2478 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2478 

tatcagacta gtgacaagct cctggtcttg agatgtcttc tcgttaagga 



<210> 2479 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2479 

agggcttgag gtgaatttca ttaaatggaa taatatgatg ccactttgca 

<210> 2480 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2480 

ttgacctccc atttttacta tttgccaata cctttttcta ggaatgtgct 



<210> 2481 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2481 

agcgggaagg attttgggta aatctgagag ctgcgataaa gtcctaggtt 

<210> 2482 

<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 2482 

tgatgtttga tggacctatg aatctattta gggagacaca gatggctggg 



<210> 2483 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2483 

agccctgagg atgaacaacc tcagagaaga ggtggtttag agcaaggaaa 



<210> 2484 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2484 

aataaatttg caaaaccaag atcacagtac accatatgca ctctggtacc 



<210> 2485 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2485 

tttggagtgg aggcattgtt tttaagaaaa acatgtcatg taggttgtct 



<210> 2486 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2486 

gcgggggtgg acagggaggc agcttgtgaa tttttgtttt actgtttaac 

<210> 2487 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2487 

aacttcagat acttgtgaac atgccttata tttgtccaac aactgtcaga 



<210> 2488 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2488 

gaagggttgg cctgcctggc tggggaggtc agtaaacttt gaatagtaag 
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<210> 2489 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2489 

aagatgtacc cttcaggtga acctggtatc agacccacag tacttgctgt 



<210> 2490 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2490 

agcaagatag ccaaatgtga catcaagctc cattgtttcg gaaatccagg 



<210> 2491 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2491 

agtggaatgt tctatcccca caagaaggat tatatcttat agacttgtct 



<210> 2492 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2492 

cccgtggccc tggagcctca ataaagtgtc cctttcattg actggagcag 



<210> 2493 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2493 

ttatgcattt atcacttcca aatctaactt tgcacaagta acccatgtaa 



<210> 2494 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2494 

tccgcactat ataattcgca cacattaatt agggtttatg taccatacaa 

<210> 2495 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2495 

gcttgtgacc attttgtatg gcttgtctgg aaacttctgt aaatcttatg 
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<210> 2496 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2496 

tgctgattta tgcaaagggc tggcattctg atgcttttca ggtttaatcc 50 



<210> 2497 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2497 

tgcattctgg cagttctttt aggattatag gttgcaaatt atccaaatat 50 



<210> 2498 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2498 

ccgacagccc agcctagccc acttgtcatc cataaagcaa gctcaacctt 50 



<210> 2499 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2499 

tttgctgtta gtcgggttag agttggctct acgcgaggtt tgttaataaa 50 



<210> 2500 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2500 

cagactgcta gtgttctgtc taaaaaccag acaaggaaat acccttcttt 50 



<210> 2501 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2501 

ttttccagtg aggtaaaata aggcataaat gcaggtaatt attcccagct 50 



<210> 2502 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2502 

ccggcacttc tagtggtctc acctggaggc aagagggagg gtacagagcc 



<210> .2503 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2503 

tttagagtct tccattttgt tggaattaga tcctcccctt caaatgctgt 



<210> 2504 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2504 

ttctccttca cagctaagat gccatgtgca ggtggattcc atgccgcaga 

<210> 2505 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2505 

tttccagcaa gtatccaacc aacttggttc tgcttcaata aatctttgga 



<210> 2506 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2506 

atgacttgca tcccagcttt ccaccaacca aattcaaaca ttcactgctt 



<210> 2507 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2507 

tgtatgagac tttttgttgc aaaggacaca tttatcatat tcattcacac 



<210> 2508 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2508 

tgatctgtcc agtgtcactc tgtaccctca acatatatcc cttgtgcgat 

<210> 2509 

<211> 50 

<212> DNA 
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<213> Homo sapiens 
<400> 2509 

aattcacccc tcccacctct ttcttcaatt aatggaaaag cgttaaggga 



<210> 2510 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2510 

ctcagtactt tgcagaaaac accaaacaaa aatgccattt taaaaaaggt 



<210> 2511 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2511 

agccttcagt cagagctcaa accttagtca acaccagaga attcacatga 



<210> 2512 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2512 

aaccctctaa gaatacctgt ttaagtcttg agtgttgaaa ggaattgttt 



<210> 2513 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2513 

ccactgcctg aaaggtttgt acagatgcat gccacagtag atgtccacat 



<210> 2514 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2514 

tcaggagtgg gttgatttca gcacctacag tgtacagtct tgtattaagt 



<210> 2515 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2515 

ccttcagtta tactttcaat gaccttttgt gcatctgtta aggcaaaaca 



<210> 2516 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2516 

aagtgaacaa aataagcaac taaatgagac ctaataattg gccttcgatt 



<210> 2517 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2517 

cacaaccaaa tttgatgcga tctgctcagt aatataattt gccattttta 



<210> 2518 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2518 

acattgtaat agaaacagat ttcccaaatt ccagcctggc atgaggtaat 



<210> 2519 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2519 

cagactgaat agatcttaac tgtctcctac atgtgtgttt tcaaatgtgt 



<210> 2520 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2520 

gatatcccag cggtggtact tcggagacac ctgtctgcat ctgactgagc 



<210> 2521 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2521 

acactttcct ctgccttttt ctcttatatg tgggttcatg gttcagttcg 



<210> 2522 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2522 

agataatgtc accagtcctc ttccttcact tcttgttgta attgcagcca 
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<2X0> 2523 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2523 

ccggcacaca gggactaggt ctagtgagaa catcaggagc agccagggat 



<210> 2524 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2524 

catcgggttt tgggtgtgtg ttttcatagc gtggttactt tctataatgc 



<210> 2525 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2525 

atgtatttct ttctgactag acttgtgata tgcgtgtgtt tatgtacaga 



<210> 2526 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2526 

gttctgtatc agttgaattt ttgtgctctt ttccctgtgt acgtggtggt 



<210> 2527 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2527 

catttatgag ttccatgata tgtggtctaa gaaagaccaa acagatttct 



<210> 2528 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2528 

aaatcggttg ggtaccatgc tttttctccc cttcacgttt gcagttgatg 

<210> 2529 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2529 
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gttcatgttg gaaagaatga aaacaacttc aagttcatag gcagccagcc 



<210> 2530 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2530 

tgtcatttaa agacatcagg ttcatctgtt tactgagcta gaaacatagt 



<210> 2531 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2531 

atctggtgcc aaatgaagat ttttaggagt gattactaat tatcaagggc 

<210> 2532 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2532 

ttctgcactg ggaggtgtaa tacatcacaa agacaaagaa aacgcatact 



<210> 2533 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2533 

agttgaagga aaatgttcat gttcatatgt acttgtttgc tatgactaca 



<210> 2534 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2534 

cactggggaa gtcaagaatg gggcctgggg ctctcaggga gaactgcttc 



<210> 2535 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2535 

ccctagatac agcagtttat acccacacac ctgtctacag tgtcattcaa 



<210> 2536 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2536 

gaaagtgctt agctctctcc ctcctgacct ctgggcagcc agtcatcaaa 



<210> 2537 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2537 

atcatgtatg caatactttc cccctttttg ctttgctaac caaagagcat 



<210> 2538 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2538 

ctgctgtctc ttcagtctgc tccatccatc acccatttac ccatctctca 



<210> 2539 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2539 

tatagaaaat gtacagttgt gtgaatgtga aataaatgtc ctcaactccc 



<210> 2540 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2540 

ggccgtgttc aaagagcaat attccagtaa atgcagactg ctgcaaagct 



<210> 2541 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2541 

agctgctgac ttgactgtca tcctgttctt gttagccatt gtgaataaga 



<210> 2542 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2542 

gaactgactt caaaggcagc ttctggacag gtggtgggag gggacccttc 

<210> 2543 

<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 2543 

ggagaggctc tgtttccagc cagttagttt tctctgggag acttctctgt 



<210> 2544 

<21X> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2544 

tttctattcc atacttctgc ccacgttgtt ttctctcaaa atccattcct 



<210> 2545 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2545 

cctgtacaca gccgagcagc atttccgttg aaggacttgc atccccattg 



<210> 2546 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2546 

ttgatgctta gtggaatgtg tgtctaactt gctctctgac atttagcaga 



<210> 2547 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2547 

aagaagttaa catgaactct tgaagtcaca ccagggcaac tcttggaaga 



<210> 2548 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2548 

ggtggatctc caaccaggcc agagaagatt ctcacagaag gttttgaact 



<210> 2549 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2549 

ggctgggaaa ctgttggtgg ccagtgggta ataaagacct ttcagtatcc 
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<210> 2550 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2550 

ggttcgctct actatggaga tcaacagtta ctgtgactga gtcggcccat 



<210> 2551 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2551 

gctcacactc agcgtgggac cccgaatgtt aagcaatgat aataaagtat 



<210> 2552 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2552 

ctgctcgccc ctatcgctcc agccaaggcg aagaagcacg aacgaatgtc 



<210> 2553 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2553 

acctgccacc atgttttgta atttgaggtc ttgatttcac cattgtcggt 



<210> 2554 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2554 

aacgaaagga agttctgttg gaagcatctg aagaaactgg aaagagggtt 



<210> 2555 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2555 

acatttacct gaatgttgtc tgaggactga actgtggact ttactattca 



<210> 2556 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2556 

aaatccagct gcagaaacag acaccccaat gctatttaca tacagctcta 
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<210> 2557 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2557 

ccccgttcct cacttttccc ttttcattcc caccccctag actttgattt 



<210> 2558 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2558 

ttcaggcact aagaggggct ggacctggcg gcaggaagcc aaagagactg 



<210> 2559 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2559 

cgcaacaatc catctctcaa gtagtgtatc acagtagtag cctccaggtt 



<210> 2560 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2560 

cccaggctag ggggctatag aaacatctag aaatagactg aaagaaaatc 



<210> 2561 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2561 

acctacaaaa aagttactgt ggtatctatg agttatcatc ttagctgtgt 



<210> 2562 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2562 

tggtgtttag tggataccac atcggaagtg attttctaaa ttggatttga 

<210> 2563 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 2563 

tcactatctt tctgataaca gaattgccaa ggcagcggga tctcgtatct 



<210> 2564 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2564 

gaaaagatgg agaaaatgaa caggacatgg ggctcctgga aagaaagggc 

<210> 2565 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2565 

gtggttttag gatgtcattc tttgcagttc ttcatcatga gacaagtctt 



<210> 2566 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2566 

aagggtgagg atgagaagtg gtcacgggat ttattcagcc ttggtcagag 



<210> 2567 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2567 

gagaagattc aggacctctt ggtggactct ggaaagttca tctacttaga 



<210> 2568 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2568 

agtacaactg gaagccaaaa caaggtggaa gatgtcctga attaagacgt 

<210> 2569 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2569 

gttgctggcc taatgagcaa tgttctcaat tttcgttttc attttgctgt 



<210> 2570 
<211> 50 
<212> DNA 
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<213> Homo sapiens 
<400> 2570 

acagacctcc agaggggact tatggaaaag ctgacaccta agtttaccaa 



<210> 2571 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2571 

tgaatttact tcctcccaag agtttggact gcccgtcaga ttgtttctgc 



<210> 2572 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2572 

tggctttatg tccattttac cactgttttt atccaataaa ctaagtcggt 



<210> 2573 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2573 

gctgtcacgg agcgactgtc gagatcgcct agtatgttct gtgaacacaa 



<210> 2574 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2574 

cctttaaggt tggaactttg aagttggaga aggtggaata aagttacacc 



<210> 2575 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2575 

tgccttcggg ttgtgcttta gtctgtaaaa ttctaaagga gagctgctaa 



<210> 2576 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2576 

gcaaaaacct gggaccagcc cccttctccc acaaataaag cccaataaag 

<210> 2577 
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<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2577 

gtcatcggct ttcagaggga gaccacggga atgttcaggg aaacaatgtc 



<210> 2578 . 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2578 

tgaattgcct gttcagggtt ccttatgcag agaaataaag cagattcagg 



<210> 2579 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2579 

accaaccacc tttccagcca tagagatttt aattagccca actagaagcc 



<210> 2580 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2580 

ctactttgta tgatgaccct gtcctccctc acccaggctg cagtgccatg 



<210> 2581 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2581 

aaagaggagt ggtttgtgac aagcggaatc caaatggcat tcgagtggct 



<210> 2582 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2582 

gaagagccat ctcaacagaa tcgcaccaaa ctatactttc aggatgaatt 



<210> 2583 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2583 

tctgggttgt agagaactct ttgtaagcaa taaagtttgg ggtgatgaca 
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<210> 2584 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2584 

ctgctgtcca ctttccttca ggctctgtga atacttcaac ctgctgtgat 



<210> 2585 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2585 

gcacctgctc caaaggcatc tggcaagaaa gcataagtgg caatcataaa 



<210> 2586 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2586 

ctccttttaa cgtgttattg acaaacctcc ccaaaagaat atgcaattgt 



<210> 2587 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2587 

agctgccaga aagcacagat ttgacccaag ctatttatat gttataaagt 

<210> 2588 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2588 

agctgctgct ggatcacagc tgctttctgt tgtcattgct gttgtccctc 



<210> 2589 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2589 

gatgaggctg acaaagttgg ggctgagaac acaatcacct attcacttct 



<210> 2590 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2590 
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tcctgccccc gccctgctgt atgatattaa tgtggaaggt catcaataaa 



<210> 2591 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2591 

aaactgtaaa tcataatgta actgaagcat aaacatcaca tggcatgttt 



<210> 2592 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2592 

acaaggacgc tggctactgt ctattaaaat tctgatgttt ctgtgaaatt 



<210> 2593 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2593 

cttccttatg gagctggagc agcccgccta gaacccagtc taatgagaac 



<210> 2594 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2594 

tgcatctcat tttgcctaaa ttggttctgt attcataaac actttccaca 



<210> 2595 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2595 

agtgaagtct atgatgtgaa acactttgcc tcctgtgtac tgtgtcataa 



2596 
50 
DNA 

Homo sapiens 
<400> 2596 

ttgatgatgt aacttgacct tccagagtta tggaaatttt gtccccatgt 

<210> 2597 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<210> 
<211> 
<212> 
<213> 
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<400> 2597 

agctcacacg ttccacccac tgtccctcaa acaatgtcat ttcagaaaga 



<210> 2598 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2598 

ggaccacttt tatttattgt cagacactta tttattggga tgtgagcccc 



<210> 2599 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2599 

gggctgtacc caagctgatt tctcatctgg tcaataaagc tgtttagacc 

<210> 2600 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2600 

gctctgaggg aaacgctgtc tgctgccttc atacagatgc tgattaaagt 

<210> 2601 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2601 

ttttagctca ggaaaatatg tcaggctcaa accacttctc aggcagttta 

<210> 2602 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2602 

ttgttgaacc ataaagtttg caaagtaaag gttaagtatg aggtcaatgt 

<210> 2603 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2603 

tgtggtttca gtctctgcta gttcatattg catgtttatt ttggacagtc 

<210> 2604 
<211> 50 
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<212> DNA 

<213> Homo sapiens 

<400> 2604 

agcagaaatt ttgaagccag aaggacaaca tatgaagctt aggagtgaag 



<210> 2605 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2605 

actgcttcat ctccttttgc gcttatttgg aaattttagt tatagtgttt 



<210> 2606 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2606 

gagagagtac gggctcagca gccagaggag gccggtgaag tgcatcttct 

<210> 2607 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2607 

cccagtcacc ctcttggagc ttccctgctt tgaattaaag accactcatg 



<210> 2608 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2608 

cccagtcacc ctcttggagc ttccctgctt tgaattaaag accactcatg 



<210> 2609 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2609 

ggagcgtggc acttaccttt gtcccttgct tcattcttgt gagatgataa 



<210> 2610 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2610 

gcatacacat gcactcagtg tggactggga agcattactt tgtagatgta 
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<210> 2611 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2611 

aagcctcacc attgacttct tccccccatc ctcagacatt aaagagcctg 



<210> 2612 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2612 

ctgacctcgg cccagcttgg actgcacatc tggcagctga ggagtcagtg 



<210> 2613 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2613 

ggaagatcat taaggacggt gagcagcatg aagatctcaa tgaagtagcc 



<210> 2614 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2614 

ttacctctgt cttggctttc atgttattaa acgtatgcat gtgaagaagg 



<210> 2615 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2615 

agttactggt ctctttctgc cgaatgttat gttttgcttt tatctcacag 



<210> 2616 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2616 

cacaaagtgg cctttgggga gaaagtcatg tatttgttcg caattatgct 



<210> 2617 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2617 

atttactcca agtcctctcc ccagctacca ccagtccctt actctgttct 
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<210> 2618 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2618 

gcccatccct gagccaggta ccaccattgt aaggaaacac tttcagaaat 



<210> 2619 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2619 

aggaccgacg cttctggaga aaatacctgc acctgagctt ccatgccctg 



<210> 2620 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2620 

ttcacaaaga tttgcgttaa tgaagactac acagaaaacc tttctaggga 



<210> 2621 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2621 

atacctgact ttagagagag taaaatgtgc caggagccat aggaatatct 



<210> 2622 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2622 

atggaaagat gtggtctgag atgggtgctg caaagatcat aataaagtca 

<210> 2623 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2623 

acatccagaa agaaggacac ttgtatgcta gtctatggtc agttgaggaa 

<210> 2624 

<211> 50 

<212> DNA 

<213> Homo sapiens 



388/1425 



WO 02/057414 



PCT/US01/47856 



<400> 2624 

ttgactagta aaagttactg cctagtcttt ttaccttagg cttacagaat 



50 



<210> 2625 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2625 

ttgcccaggc cagttagaaa atcccttggg gaactgtgat gaatattcca 50 



<210> 2626 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2626 

ataatcacag ttgtgttcct gacactcaat aaacagtcac tggaaagagt 50 



<210> 2627 
<211> 50 
<212> DNA 



<210> 2628 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2628 

ccaaagttgg agcttctatt gccatgaacc atgcttacaa agaaagcact 50 



<210> 2629 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2629 

gtgaactcct gcactggcat ttggatgtgt gttaatgcta tttgttttgt 50 



<210> 2630 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 2630 

gctgggtgga aactgctttg cactatcgtt tgcttggtgt ttgtttttaa 50 



<210> 2631 
<211> 50 
<212> DNA 



<213> Homo sapiens 



<400> 2627 

tgaccggatt ccctcactgt tgtatcttga ataaacgctg ctgcttcatc 



50 
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